WO 01/57190 



PCT7US01/04098 



Cys Glu Ala Gin Arg Cys Ser Gin Glu Cys Ala Asn lie Tyr Gly Ser 

370 375 380 

tac cag tgc tac tgc cgc cag ggc tac cag ctg get gag gat ggg cac 1320 
Tyr Gin Cys Tyr Cys Arg Gin Gly Tyr Gin Leu Ala Glu Asp Gly His 

385 390 395 

acc tgc aca gac ate gac gag tgt get caa ggc gee ggc ate etc tgc 1368 
Thr Cys Thr Asp lie Asp Glu Cys Ala Gin Gly Ala Gly lie Leu Cys 
400 405 410 

acc ttc cgc tgt etc aac gtg cca ggg age tac cag tgt gca tgc cct 1416 
Thr Phe Arg Cys Leu Asn Val Pro Gly Ser Tyr Gin Cys Ala Cys Pro 
415 420 425 

gag cag ggc tac acc atg acg gee aac ggg agg tec tgc aag gac gtg 1464 
Glu Gin Gly Tyr Thr Met Thr Ala Asn Gly Arg Ser Cys Lys Asp Val 
430 435 440 445 

gat gag tgt gca ctg ggt acc cac aac tgt tec gag get gag acc tgc 1512 
Asp Glu Cys Ala Leu Gly Thr His Asn Cys Ser Glu Ala Glu Thr Cys 

450 455 460 

cac aac ate cag ggt age ttc cgc tgc ctg cgc ttc gag tgt cct ccc 1560 
His Asn lie Gin Gly Ser Phe Arg Cys Leu Arg Phe Glu Cys Pro Pro 

465 470 475 

aac tat gtc caa gtc tec aaa acg aag tgc gag cgc acc acg tgc cat 1608 
Asn Tyr Val Gin Val Ser Lys Thr Lys Cys Glu Arg Thr Thr Cys His 
480 485 490 

gac ttc ctg gag tgc cag aac teg cca gcg cgc ate acg cac tac cag 1656 
Asp Phe Leu Glu Cys Gin Asn Ser Pro Ala Arg lie Thr His Tyr Gin 
495 500 505 

etc aac ttc cag acg ggc etc ctg gtg cct gcg cat ate ttc cgc att 1704 
Leu Asn Phe Gin Thr Gly Leu Leu Val Pro Ala His lie Phe Arg lie 
510 515 520 525 

ggc ccc gcg cca gee ttc aca ggg gac acc ate gee ctg aac ate ate 1752 
Gly Pro Ala Pro Ala Phe Thr Gly Asp Thr lie Ala Leu Asn lie lie 

530 535 , 540 

aag ggc aat gag gag ggc tac ttt ggc acg cgc agg etc aat gee tac 1800 
Lys Gly Asn Glu Glu Gly Tyr Phe Gly Thr Arg Arg Leu Asn Ala Tyr 

545 550 555 

acg ggt gtg gtc tac ctg cag egg gee gtg ctg gag ccc egg gac ttt 1848 
Thr Gly Val Val Tyr Leu Gin Arg Ala Val Leu Glu Pro Arg Asp Phe 
560 565 570 

gee ctg gat gtg gag atg aag etc tgg agg cag ggc tec gtc acc acc 1896 
Ala Leu Asp Val Glu Met Lys Leu Trp Arg Gin Gly Ser Val Thr Thr 
575 580 585 

ttc ctg gee aag atg cac ate ttc ttc acc acc ttt gee ctg tga ggt 1944 
Phe Leu Ala Lys Met His lie Phe Phe Thr Thr Phe Ala Leu * 
590 595 600 

gccagcacgg gccacctgcg ggtgtggcgc agcccagggc tcacactgcg tgggagggac 2004 

tgggtcacta ttgtggtttt tactataact ttgtaaatta acttaatttt gctgacttga 2064 

ctcctgtggc ttctggaccc ctcctctgcc cegcaggagg aagttccacg gcaggtggtg 2124 
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cgttcccacg 


caggcaccaa 


gtggaagctt gcacggtggg ccacggccgt 


ggcgggtgcc 


2184 


ctgtgggtga 


ggctgggtga 


tgacctgagg accagagaca cgcgaccatg 


ttggggctct 


2244 


tggactcctc 


tggatgaccc gtccccaaag ttgacattcc atttcatgtt 


ccactgtgat 


2304 


taattctttt 


cttttttaaa 


aaatcatttt aaagtttttt gtttaattat 


aaagtagtac 


2364 


atgtacatta 


taaaaaaaaa 


agttcaacta gtatgaaagg gttataaagt 


aacagaggaa 


2424 


aacaaaaaaa 


aaaaaaa 






2441 



<210> 870 
<211> 970 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (231) . . (452) 



<400> 


870 








ttgcccactg 


acccggcagt 


tatgagcctg gctttggcac 


tcccagcttt gtgactttgg 


60 


gtgagcctta 


cagcccctga gtcctacacc cagaaggtgg ctgagggaac tgaggccagc 


120 


atttttcctc 


ctgcccctgg 


gggtttgggg ccggcttctc 


ccctcttgtg aagcacaaag 


180 


tcccctcccc 


acctaccctt 


cctgcagatg gcttctcaaa 


ctcgggcatc atg gaa 


236 



Met Glu 



gag cgc ccc eta gac gca gtg gtg ccc ttc etc ccg etc cag egg cac 284 
Glu Arg Pro Leu Asp Ala Val Val Pro Phe Leu Pro Leu Gin Arg His 
5 10 15 

cac gtc egg cac tgc gtg etc aac gag ctg gee cag ctg ggc ctg gag 332 
His Val Arg His Cys Val Leu Asn Glu Leu Ala Gin Leu Gly Leu Glu 
20 25 30 

cca agg gat gag gtt gtc cag get gtg ctg gac age acc acc ttc ttc 380 
Pro Arg Asp Glu Val Val Gin Ala Val Leu Asp Ser Thr Thr Phe Phe 
35 40 45 50 

cct gaa gac gag cag etc ttc tec tec aac ggc tgc aag acc gtg gee 428 
Pro Glu Asp Glu Gin Leu Phe Ser Ser Asn Gly Cys Lys Thr Val Ala 

55 60 65 

tec cga ate gee ttc ttc etc tga ctctctgagt ggtgtcctcg gcccccctga 482 
Ser Arg He Ala Phe Phe Leu * 

70 

tggccaggcc atgcaggaaa ggecagggge ctctgtcaca ggaacccaga gcaccaagtg 542 

agatgaaegg agtgtcggct aggecaeggg acagatggee aggaagggee ctggcctcta 602 

aactggctcg agagcatctt ggccccggcc accttcccca gggaaacccc tggtcacccc 662 

agaacctcac tgagccttga cctccccctg cagcctgagc cttcttactg tgaattataa 722 
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ctcagggact 


gtggctcgtg gcggtgctcc 


ctcctcagtc 


tgccaccctt gccccttgcc 


782 


tccttqcrtccr 


ggcaccatac 


ctcctcccct 


ccaccccaca 


ccctgtgtcc 


atatcaagcc 


O *4 ^» 


aggtggagcc 


ttctcagttt 


ccagaaatgg agggactcaa 


gctgccactt 


gggcctggtt 


902 


ttagatgttt 


ttaattttgt 


aaaagaaaac 


aagtataata 


aactcagctg 


tgggaccaga 


962 


aaaaaaaa 












970 



<210> 871 

<211> 6813 

<212> DNA * 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (102) . . (3752) 
<400> 871 

gaagcagaga agggaggccg cgccacgcgc tccgcgcccc gcgcagtgtc cccagtacat 60 

ggcgcgctcg ccgagtcgac tcgaagccca gatgagccca g atg ccc ggg get 113 

Met Pro Gly Ala 
1 

caa ccc gga gtg cac gec ttg caa etc aag ccc gtg tgc gtg teg gac 161 
Gin Pro Gly Val His Ala Leu Gin Leu Lys Pro Val Cys Val Ser Asp 
5 10 15 20 

age etc aag aag ggc acc aaa ttc gtc aag tgg gat gat gac tea act 2 09 

Ser Leu Lys Lys Gly Thr Lys Phe Val Lys Trp Asp Asp Asp Ser Thr 

25 30 ~ 35 

agt gtt act cca att att gtg agg act gac cct cag gga ttt ttc ttt 257 
Ser Val Thr Pro lie lie Val Arg Thr Asp Pro Gin Gly Phe Phe Phe 

40 45 50 

tac tgg aca gat caa aac aag gag aca gag eta ctg gat etc age ctt 305 
Tyr Trp Thr Asp Gin Asn Lys Glu Thr Glu Leu Leu Asp Leu Ser Leu 
55 60 65 

gtc aaa gat gee aga tgt ggg aga cac gee aaa get ccc aag gac ccc 353 
Val Lys Asp Ala Arg Cys Gly Arg His Ala Lys Ala Pro Lys Asp Pro 
70 75 80 

aaa tta cgt gaa ctt ttg gat gtg ggg aac ate ggg cgc ctg gag cag 401 
Lys Leu Arg Glu Leu Leu Asp Val Gly Asn lie Gly Arg Leu Glu Gin 
85 90 95 100 

cgc atg ate aca gtg gtg tat ggg cct gac etc gtg aac ate tec cat 449 
Arg Met He Thr Val Val Tyr Gly Pro Asp Leu Val Asn He Ser His 

105 HO 115 

ttg aat etc gtg get ttc caa gaa gaa gtg gee aag gaa tgg aca aat 497 
Leu Asn Leu Val Ala Phe Gin Glu Glu Val Ala Lys Glu Trp Thr Asn 

120 125 130 

gag gtt ttc agt ttg gca aca aac ctg ctg gee caa aac atg tec agg 545 
Glu Val Phe Ser Leu Ala Thr Asn Leu Leu Ala Gin Asn Met Ser Arg 
135 140 145 
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gat gca ttt ctg gaa aaa gcc tat act aaa ctt aag ctg caa gtc act 593 
Asp Ala Phe Leu Glu Lys Ala Tyr Thr Lys Leu Lys Leu Gin Val Thr 
150 155 160 

cca gaa ggg cgt att cct etc aaa aac ata tat cgc ttg ttt tea gca 641 
Pro Glu Gly Arg lie Pro Leu Lys Asn lie Tyr Arg Leu Phe Ser Ala 
165 170 175 180 

gat egg aag cga gtt gaa act get tta gag get tgt agt ctt cca tct 689 
Asp Arg Lys Arg Val Glu Thr Ala Leu Glu Ala Cys Ser Leu Pro Ser 

185 190 195 

tea agg aat gat tea ata cct caa gaa gat ttc act cca gaa gtg tac 737 
Ser Arg Asn Asp Ser lie Pro Gin Glu Asp Phe Thr Pro Glu Val Tyr 

200 205 210 

aga gtt ttc etc aac aac ctt tgc cct cga cct gaa att gat aac ate 78 5 

Arg Val Phe Leu Asn Asn Leu Cys Pro Arg Pro Glu lie Asp Asn lie 
215 220 225 

ttt tea gaa ttt ggt gca aaa age aaa cca tat ctt ace gtt gat cag 833 
Phe Ser Glu Phe Gly Ala Lys Ser Lys Pro Tyr Leu Thr Val Asp Gin 
230 235 240 

atg atg gat ttt ate aac ctt aag cag cga gat cct egg ctt aat gaa 881 
Met Met Asp Phe lie Asn Leu Lys Gin Arg Asp Pro Arg Leu Asn Glu 
245 250 255 260 

ata ctt tat cca cct eta aaa caa gag caa gtc caa gta ttg att gag 929 
lie Leu Tyr Pro Pro Leu Lys Gin Glu Gin Val Gin Val Leu lie Glu 

265 270 275 

aag tat gaa ccc aac aac age etc gcc aga aaa gga caa ata tea gtg 977 
Lys Tyr Glu Pro Asn Asn Ser Leu Ala Arg Lys Gly Gin lie Ser Val 

280 285 290 

gat ggg ttc atg cgc tat ctg agt gga gaa gaa aac gga gtc gtt tea 1025 
Asp Gly Phe Met Arg Tyr Leu Ser Gly Glu Glu Asn Gly Val Val Ser 
295 300 305 

cct gag aaa ctg gat ttg aat gaa gac atg tct cag ccc ctt tct cac ' 1073 
Pro Glu Lys Leu Asp Leu Asn Glu Asp Met Ser Gin Pro Leu Ser His 
310 315 320 

tat ttc att aat tec teg cac aac ace tac etc aca get ggc caa ctg 1121 
Tyr Phe lie Asn Ser Ser His Asn Thr Tyr Leu Thr Ala Gly Gin Leu 
325 330 335 340 

get gga aac tec tct gtt gag atg tat cgc caa gtg etc ctg tct ggt 1169 
Ala Gly Asn Ser Ser Val Glu Met Tyr Arg Gin Val Leu Leu Ser Gly 

345 350 355 

tgt cgc tgt gtg gag ctg gac tgc tgg aag gga egg act gca gaa gag 1217 
Cys Arg Cys Val Glu Leu Asp Cys Trp Lys Gly Arg Thr Ala Glu Glu 

360 365 370 

gaa cct gtc ate acc cat ggc ttc ace atg aca act gaa ata tct ttc 1265 
Glu Pro Val lie Thr His Gly Phe Thr Met Thr Thr Glu lie Ser Phe 
375 380 385 

aag gaa gtg ata gaa gca att gcg gag tgt gca ttt aag act tea cct 1313 
Lys Glu Val lie Glu Ala lie Ala Glu Cys Ala Phe Lys Thr Ser Pro 
390 395 400 
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ttt cca att etc ctt teg ttt gag aac cat gtg gat tec cca aag cag 1361 
Phe Pro lie Leu Leu Ser Phe Glu Asn His Val Asp Ser Pro Lys Gin 
405 410 415 420 

caa gec aag atg gcg gag tac tgc cga ctg ate ttt ggg gat gec ctt 1409 
Gin Ala Lys Met Ala Glu Tyr Cys Arg Leu lie Phe Gly Asp Ala Leu 

425 430 435 

etc atg gag ccc ctg gaa aaa tat cca ctg gaa tct gga gtt cct ctt 1457 
Leu Met Glu Pro Leu Glu Lys Tyr Pro Leu Glu Ser Gly Val Pro Leu 

440 445 450 

cca age cct atg gat tta atg tat aaa att ttg gtg aaa aat aag aag 1505 
Pro Ser Pro Met Asp Leu Met Tyr Lys lie Leu Val Lys Asn Lys Lys 
455 460 465 

aaa tea cac aag tea tea gaa gga age ggc aaa aag aag etc tea gaa 1553 
Lys Ser His Lys Ser Ser Glu Gly Ser Gly Lys Lys Lys Leu Ser Glu 
470 475 480 

caa gee tec aac acc tac agt gac tec tec age atg ttc gag ccc tea 1601 
Gin Ala Ser Asn Thr Tyr Ser Asp Ser Ser Ser Met Phe Glu Pro Ser 
485 490 495 500 

tec cca gga gec gga gaa get gat acg gaa agt gac gac gac gat gat 1649 
Ser Pro Gly Ala Gly Glu Ala Asp Thr Glu Ser Asp Asp Asp Asp Asp 

505 510 515 

gat gat gac tgt aaa aaa tct tea atg gat gag ggg act get gga agt 1697 
Asp Asp Asp Cys Lys Lys Ser Ser Met Asp Glu Gly Thr Ala Gly Ser 

520 525 530 

gag get atg gec aca gaa gaa atg tct aat ctg gtg aac tat att cag 1745 
Glu Ala Met Ala Thr Glu Glu Met Ser Asn Leu Val Asn Tyr lie Gin 
535 540 545 

cca gtc aag ttt gag tea ttt gaa att tea aaa aaa aga aat aaa agt 1793 
Pro Val Lys Phe Glu Ser Phe Glu lie Ser Lys Lys Arg Asn Lys Ser 
550 555 560 

ttt gaa atg tct tec ttc gtg gaa acc aaa gga ctt gaa caa etc acc 1841 
Phe Glu Met Ser Ser Phe Val Glu Thr Lys Gly Leu Glu Gin Leu Thr 
565 570 575 5,80 

aag tct cca gtg gaa ttt gta gaa tat aac aaa atg cag ctt age agg 1889 
Lys Ser Pro Val Glu Phe Val Glu Tyr Asn Lys Met Gin Leu Ser Arg 

585 590 595 

ata tat cca aaa gga aca cgt gtg gat tea tec aac tat atg cct cag 1937 
lie Tyr Pro Lys Gly Thr Arg Val Asp Ser Ser Asn Tyr Met Pro Gin 

600 605 610 

etc ttc tgg aat gca ggt tgt cag atg gtg gca ctt aat ttc cag aca 1985 
Leu Phe Trp Asn Ala Gly Cys Gin Met Val Ala Leu Asn Phe Gin Thr 
615 620 625 

atg gac ctg get atg caa ata aat atg ggg atg tat gaa tac aac ggg 2033 
Met Asp Leu Ala Met Gin lie Asn Met Gly Met Tyr Glu Tyr Asn Gly 
630 635 640 

aag agt ggc tac aga ttg aag cca gag ttc atg agg agg cct gac aag 2 081 

Lys Ser Gly Tyr Arg Leu Lys Pro Glu Phe Met Arg Arg Pro Asp Lys 
645 650 655 660 
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cat ttt gat cca ttt act gaa ggc ate gta gat ggg ata gtg gca aac 2129 

His Phe Asp Pro Phe Thr Glu Gly lie Val Asp Gly lie Val Ala Asn 

665 670 675 

act ttg tct gtt aag att att tea ggt cag ttt ctt tct gat aag aaa 2177 

Thr Leu Ser Val Lys lie lie Ser Gly Gin Phe Leu Ser Asp Lys Lys 

680 685 690 

gtt ggg act tac gtg gaa gta gat atg ttt ggt ttg cct gtg gat aca 2225 

Val Gly Thr Tyr Val Glu Val Asp Met Phe Gly Leu Pro Val Asp Thr 
695 700 705 

agg a 99 aag gca ttt aag acc aaa aca tec caa gga aat get gtg aat 2273 

Arg Arg Lys Ala Phe Lys Thr Lys Thr Ser Gin Gly Asn Ala Val Asn 
710 715 720 

cct gtc tgg gaa gaa gaa cct att gtg ttc aaa aag gtg gtt ctt cct 2321 

Pro Val Trp Glu Glu Glu Pro lie Val Phe Lys Lys Val Val Leu Pro 

725 730 735 740 

act ctg gee tgt ttg aga ata gca gtt tat gaa gaa gga ggt aaa ttc 2369 

Thr Leu Ala Cys Leu Arg lie Ala Val Tyr Glu Glu Gly Gly Lys Phe 

745 750 755 

att ggc cac cgt ate ttg cca gtg caa gee att egg cca ggc tat cac 2417 

lie Gly His Arg lie Leu Pro Val Gin Ala lie Arg Pro Gly Tyr .His 

760 765 770 

tat ate tgt eta agg aat gaa agg aac cag cct ctg acg ctg cct get 2465 

Tyr lie Cys Leu Arg Asn Glu Arg Asn Gin Pro Leu Thr Leu Pro Ala 
775 . 780 785 

gtc ttt gtc tac ata gaa gtg aaa gac tat gtg cca gac aca tat gca 2513 

Val Phe Val Tyr lie Glu Val Lys Asp Tyr Val Pro Asp Thr Tyr Ala 
790 795 800 

gat gtc ate gaa get tta tea aac cca ate cga tat gtg aac ctg atg 2561 

Asp Val lie Glu Ala Leu Ser Asn Pro lie Arg Tyr Val Asn Leu Met 

805 810 815 820 

gaa cag aga get aag caa ttg get get ttg aca ctg gaa gat. gaa gaa 2609 

Glu Gin Arg Ala Lys Gin Leu Ala Ala Leu Thr Leu Glu Asp Glu Glu 

825 830 835 

gaa gta aag aaa gag get gat cct gga gaa aca cca tea gag get cca 2657 

Glu Val Lys Lys Glu Ala Asp Pro Gly Glu Thr Pro Ser Glu Ala Pro 

840 845 850 

agt gaa gcg aga acg act cca gca gaa aat ggg gtg aat cac act aca 2705 

Ser Glu Ala Arg Thr Thr Pro Ala Glu Asn Gly Val Asn His Thr Thr 
855 860 865 

acc ctg aca ccc aag cca ccc tec cag get etc cac age cag cca get 2753 

Thr Leu Thr Pro Lys Pro Pro Ser Gin Ala Leu His Ser Gin Pro Ala 
870 875 880 

cca ggt tct gta aag gca cct gee aaa aca gaa gat ctt att cag agt 2801 

Pro Gly Ser Val Lys Ala Pro Ala Lys Thr Glu Asp Leu lie Gin Ser 

885 890 895 900 

gtc tta aca gaa gtg gaa gca cag acc ate gaa gaa eta aag caa cag 2849 

Val Leu Thr Glu Val Glu Ala Gin Thr lie Glu Glu Leu Lys Gin Gin 

905 910 915 
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aaa teg ttt gtg aaa ctt caa aag aaa cac tac aaa gaa atg aaa gac 2897 
Lys Ser Phe Val Lys Leu Gin Lys Lys His Tyr Lys Glu Met Lys Asp 

920 925 930 

ctg gtt aag aga cac cac aag aaa acc act gac ctt ate aaa gaa cac 2 945 

Leu Val Lys Arg His His Lys Lys Thr Thr Asp Leu He Lys Glu His 
935 940 945 

act acc aag tat aat gaa att cag aat gac tac ttg aga agg aga gee 2993 
Thr Thr Lys Tyr Asn Glu He Gin Asn Asp Tyr Leu Arg Arg Arg Ala 
950 955 960 

get ttg gaa aag tec gee aaa aag gac agt aag aaa aaa teg gaa ccc 3041 
Ala Leu Glu Lys Ser Ala Lys Lys Asp Ser Lys Lys Lys Ser Glu Pro 
965 970 975 980 

age age cct gat cat ggt tea tea acg att gag caa gac etc get get 3089 
Ser Ser Pro Asp His Gly Ser Ser Thr He Glu Gin Asp Leu Ala Ala 

985 990 995 

ctg gat get gaa atg acc caa aag tta ata gac ttg aag gac aaa caa 3137 
Leu Asp Ala Glu Met Thr Gin Lys Leu He Asp Leu Lys Asp Lys Gin 

1000 1005 1010 

cag cag cag ctg ctt aat ctt egg caa gaa cag tat tat agt gaa aaa 3185 
Gin Gin Gin Leu Leu Asn Leu Arg Gin Glu Gin Tyr Tyr Ser Glu Lys 
1015 1020 1025 

tac cag aag cga gaa cat att aaa ctg ctt att caa aag ttg acg gat 3233 
Tyr Gin Lys Arg Glu His He Lys Leu Leu He Gin Lys Leu Thr Asp 
1030 1035 1040 

gtc gca gaa gag tgt cag aac aat cag tta aag aag etc aaa gaa ate 3281 
Val Ala Glu Glu Cys Gin Asn Asn Gin Leu Lys Lys Leu Lys Glu He 
1045 1050 1055 1060 

tgt gag aaa gaa aag aaa gaa tta aag aag aaa atg gat aaa aag agg 3329 
Cys Glu Lys Glu Lys Lys Glu Leu Lys Lys Lys Met Asp Lys Lys Arg 

1065 1070 1075 

cag gag aag ata aca gaa get aaa tec aaa gac aaa agt cag atg gaa 3377 
Gin Glu Lys He Thr Glu Ala Lys Ser Lys Asp Lys Ser Gin Met Glu 

1080 1085 1090 

gag gag aag aca gag atg ate egg tea tat ate cag gaa gtg gtg cag 342 5 
Glu Glu Lys Thr Glu Met He Arg Ser Tyr He Gin Glu Val Val Gin 
1095 1100 1105 

tat % ate aag agg eta gaa gaa gcg caa agt aaa egg caa gaa aaa etc 3473 
Tyr He Lys Arg Leu Glu Glu Ala Gin Ser Lys Arg Gin Glu Lys Leu 
1110 1115 1120 

gta gag aaa cac aag gaa ata cgt cag cag ate ctg gat gaa aag ccc 3521 
Val Glu Lys His Lys Glu He Arg Gin Gin He Leu Asp Glu Lys Pro 
1125 1130 1135 1140 

aag ctg cag gtg gag ctg gag caa gaa tac caa gac aaa ttc aaa aga 3 569 
Lys Leu Gin Val Glu Leu Glu Gin Glu Tyr Gin Asp Lys Phe Lys Arg 

1145 1150 1155 

ctg ccc etc gag att ttg gaa ttc gtg cag gaa gee atg aaa gga aag 3617 
Leu Pro Leu Glu He Leu Glu Phe Val Gin Glu Ala Met Lys Gly Lys 

1160 1165 1170 
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ate agt gaa gac age aat cac ggt tct gee cct etc tec ctg tec tea 3665 

lie Ser Glu Asp Ser Asn His Gly Ser Ala Pro Leu Ser Leu Ser Ser 

1175 1180 1185 

gac cct gga aaa gtg aac cac aag act ccc tec agt gag gag ctg gga 3713 

Asp Pro Gly Lys Val Asn His Lys Thr Pro Ser Ser Glu Glu Leu Gly 
1190 1195 1200 

gga gac ate cca gga aaa gaa ttt gat act cct ctg tga atgctcctgc 3762 

Gly Asp lie Pro Gly Lys Glu Phe Asp Thr Pro Leu * 
1205 1210 1215 



caggccttca 


gaaattgeat 


ggccactcca 


gegtcategg 


actctctctt 


attacaaaga 


3822 


tcactgccca 


ggaccatctt 


cccgagaagc 


atcccttagc 


ctaaaatcca 


caccaaaggg 


3882 


agagttccag 


aggaatccat 


gaagaattcc 


catgcccagg 


ctccatgtgt 


catgtggaaa 


3942 


cctccacagg 


tetgetagtg 


aagaatgeat 


gtatgtgaga 


tttttgtttt 


ctttccaata 


4002 


gcaaattcaa 


agcaagcaac 


ttgeaggetc 


catggaactt 


ttaatgaagg 


acagtgtctt 


4062 


ctttgaagaa 


aatcaagctc 


gtgtttttat 


tcgaagctct 


ggtgtaaaat 


atttcaaagt 


4122 


catagaaata 


gtttgagaaa 


tgcatagcat 


tatttaacac 


tattgaacag 


ccgactttga 


4182 


gcattgtttc 


ttctaactgc 


ccctcaacta 


ccattatctt 


caagtcaaca 


tgeatattae 


4242 


attttcatcc 


tttgctttgc 


aagcactggt 


ggcttgcagt 


ttgctaattt 


atttatcata 


4302 


gagtcatcaa 


tgtatttgtt 


gctgacatgg 


ttttattaga 


tactgtagtg 


attcaaataa 


4362 


gttttctatt 


tgaaaaaaaa 


aatcacttga 


ttgtatcctt 


gcccagtgaa 


gccatcctaa 


4422 


gacttagcaa 


tatggattgt 


acatttggct 


gcatgagcaa 


gtcggccgca 


cacttccaga 


4482 


cagtgtgctg 


tttgaattga 


etatttgeae 


tcaaagtctg 


ggtattcatt 


ggttattggc 


4542 


ctgaaatgat 


caaataacta 


caaatgatct 


gttgaataaa 


aatagttgag 


ctgatatatg 


4602 


ttaagcagat 


attcaatcag 


aatgaacagg 


ttccggtggt 


tattttgecg 


tttgacattt 


4662 


tttatggttc 


atttattttt 


aatatagaga 


ggaagattga 


atatttatct 


agagaataca 


4722 


aagacccaca 


tgtaaatgat 


aggtattatc 


tccatgtata 


tatgtaccca 


cttagtcatg 


4782 


taagtgcata 


taeacataca 


cacacatgag 


tgtagacatg 


tgtttattaa 


ttgacaatga 


4842 


cccaaatctc 


ttccacaaga 


cttaaaacca 


aattcaggga 


caaatggata 


gagaagaaaa 


4902 


gggtcaaaca 


tcgagattac 


atggatgtta 


aattatatgg 


agaegctaag 


aaataattga 


4962 


tggagecatt 


gatgeaaace 


gaagtagatt 


tagaacttat 


atgaatttga 


tttatatttt 


5022 


gcaagatcaa 


aaattagatg 


ttaagtatca 


gattttaagc 


ttgttttaat 


ggtcaaaaaa 


5082 


ttaggacaga 


aataatatgg 


acatttatta 


gtatcttcca 


taatttttaa 


gtctgacaca 


5142 


tttctatttt 


attctaacat 


aaaaaaactt 


ccattatata 


tttactaagt 


atatttaatt 


5202 


cacttaactc 


tgtctttata 


agttcctatt 


ttagatggaa 


taagagaaac 


aaattatatc 


5262 


aaggtaaaac 


tgatcaaaag 


cataattgaa 


agttctgaaa 


aaaaaaaaat 


• 

aataatatgt 


5322 
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agaaaaatgt aacttagaga gtaacacatg aacattgaag ttaaaaccca gaagccagat 5382 

gctcacagtt ttattttact ttaaaataaa cctgtctgac tgtagctttg cgaaatatct 5442 

taaaacgcaa aaaccagttg tgtcctgaaa attgtttcaa gaatttaata tttttatgaa 5502 

aattatttta tttaacttta agcaataact agagattaca attaaatttt aatcaaaatg 5562 

aaggcttagt tcaaacataa ggaaacagtg tttgattaaa aaaaacacat ctagtaagac 5622 

gtaaggggaa aatcacatcc tctttggaga tgattatatt ttgatctgaa gggtttgggg 5682 

tgttcattag acacttaata aaacttaact tccaatgaaa aagaaatctt ttgtaaatca 5742 

ttctactttt gcactttgaa agaaaggcgt taatcataaa gaagcaagaa tggtcaaaat 5802 

cgaatgctgc atttttataa acaaaattac agactgtctg aaattgaaga agaatgaact 5862 

aataatagca ttcataacca aacacaatga tgattattgc agaacattgt atcacatttt 5922 

agtccagaga tagaataaag ttgaataacc ttgacttaca caaaactgtt ttggtagttg 5982 

gatttcatta tcttagtgaa tttagtcatt ttacaatatg tttgtatttg gccatttact 6042 

gtaatcacat ttttatatct gtacaatgac actttttgca gttgtggggt agtgtgtaac 6102 

actgtccatc ttgcatcatt gaaactacta caatgatact atcatttaat aatattaata 6162 

ttacttgaaa tagactaaga taaagaaaag gggtctgtat gatgtgcagt tttgtgcctt 6222 

tatgtatttg ccttgttctt tgtcgaatgt gtgaaattct gtactgtggt ttttcctata 6282 

atagaaagta gagctgtgta ttaaattaga ctgtgtctct ctgatacctt tacactactg 6342 

agaatagcat ggttttggcc atgtaaacca attttcaaag ttctaatgac atagccatgt 6402 

gtttttggtt ttttatattt cattttaaaa tttgagtatc accatacatt aattaatact 6462 

cctgtagtag ataagctgtc attaagtaat tcccaaaaaa agggccattt gcttgcatta 6522 

ctttgaattt aatgttgcgc ttgtgcactg tgttaatatt gtttgtgatg gattggacgt 6582 

tgtgactctt gccttttaag aagaaaaaaa agataggaca aagtatttga agctcttaaa 6642 

atgtacatat tttggttctt ctatctcaaa ttatttaaaa tgcataattc acatttttgt 6702 

aataattcta tgcaattttg tggcatgatg tttcttccac ttgtaatttt atgtgctttc 6762 

atcacaaatc caaaggaaag aataaaaatt tcttaacaca aaaaaaaaaa a 6813 



<210> 872 
<211> 911 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (357) . . (908) 
<400> 872 
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cgtaatgggg ggggggaagg aaaaaatgat ttgcaagctg tacgcctgcc gtaccggtcc 6 0 

ggaattcccg ggtcgacgat ttcgtctgtc tctaaataaa taaataaaaa tattatagca 120 

gtatactttg ttctatcaca ttatatgcaa gattattatt aaatcatgta cttgattaca 180 

gatctgtcta acttgactag ctcctaagtt ttttggttaa ttgtggatca tgagtttctt 240 

gagggcaaag cccatgtcta tctctagcac agtacaatgc ctggaacaca gtacatactt 300 

ttcatttctg acttaattaa aaagaaggtt cactcagctt ttccctgaat ctttaa 3 56 

atg aaa ttt gat ttt tat tct ttc ttt gat ggt aca gca aag cgt aga 404 
Met Lys Phe Asp Phe Tyr Ser Phe Phe Asp Gly Thr Ala Lys Arg Arg 
1 5 10 15 

agg ttt tec tec aaa cca gtt gta etc aca gaa gec cag aaa caa ctt 452 
Arg Phe Ser Ser Lys Pro Val Val Leu Thr Glu Ala Gin Lys Gin Leu 

20 25 30 

atg ata tgc cac eta cct cag gtt etc aga ctg cac etc aaa cga ttc 500 
Met lie Cys His Leu Pro Gin Val Leu Arg Leu His Leu Lys Arg Phe 
35 40 45 

agg tgg tea gga cgt aat aac cga gag aag att ggt gtt cat gtt ggc 548 
Arg Trp Ser Gly Arg Asn Asn Arg Glu Lys lie Gly Val His Val Gly 
50 55 60 

ttt gag gaa ate tta aac atg gag ccc tat tgc tgc agg gag ace ctg 596 
Phe Glu Glu lie Leu Asn Met Glu Pro Tyr Cys Cys Arg Glu Thr Leu 
65 70 75 80 

aaa tec etc aga cca gaa tgc ttt ate tat gac ttg tec gcg gtg gtg 644 
Lys Ser Leu Arg Pro Glu Cys Phe lie Tyr Asp Leu Ser Ala Val Val 

85 90 95 

atg cac cat ggg aaa gga ttt ggc tea ggg cac tac act gee tac tgc 692 
Met His His Gly Lys Gly Phe Gly Ser Gly His Tyr Thr Ala Tyr Cys 

100 105 110 

tat aat tct gaa gga ggg ttc tgg gta cac tgc aat gat tec aaa eta 740 
Tyr Asn Ser Glu Gly Gly Phe Trp Val His Cys Asn Asp Ser Lys Leu 
115 120 125 

age atg tgc act atg gat gaa gta tgc aag get caa get tat ate ttg 788 
Ser Met Cys Thr Met Asp Glu Val Cys Lys Ala Gin Ala Tyr lie Leu 
130 135 140 

ttt tat ace caa cga gtt act gag aat gga cat tct aaa ctt ttg cct 836 
Phe Tyr Thr Gin Arg Val Thr Glu Asn Gly His Ser Lys Leu Leu Pro 
145 150 155 160 

cca gag etc ctg ttg ggg age caa cat ccc aat gaa gac get gat acc 884 
Pro Glu Leu Leu Leu Gly Ser Gin His Pro Asn Glu Asp Ala Asp Thr 

165 170 175 

teg tct aat gaa ate ctt age tga tec 911 
Ser Ser Asn Glu lie Leu Ser * 

180 
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<211> 603 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (120) . . (527) 

<400> 873 

cacacctaca gtatagggaa tttgcgccct cgaggcaaag aattcggcac gagggttagg 60 

ttcccggttg cgggacagtt tttttttctt ttttaaaaca gacacagcta ctgagtgca 119 
atg ccg cct cca cag aaa ate cca age gtc aga ccc ttc aag cag agg 167 
Met Pro Pro Pro Gin Lys lie Pro Ser Val Arg Pro Phe Lys Gin Arg 
15 10 15 

aaa age ttg gca ate aga caa gag gaa gtt get gga ate egg gca aag 215 
Lys Ser Leu Ala lie Arg Gin Glu Glu Val Ala Gly He Arg Ala Lys 

20 25 30 

ttc ccc aac aaa ate ccg gtg gta gtg gag cgc tac ccc agg gag acg 2 63 

Phe Pro Asn Lys He Pro Val Val Val Glu Arg Tyr Pro Arg Glu Thr 
35 40 45 

ttc ctg ccc ccg ctg gac aaa acc aag ttc ctg gtc ccg cag gag ctg 311 
Phe Leu Pro Pro Leu Asp Lys Thr Lys Phe Leu Val Pro Gin Glu Leu 
50 55 60 

acc atg acc cag ttc etc age ate ate egg age cgc atg gtc ctg aga 359 
Thr Met Thr Gin Phe Leu Ser He He Arg Ser Arg Met Val Leu Arg 
65 70 75 80 

gee acg gaa gee ttt tac ttg ctg gtg aac aac aag age ctg gtc age 407 
Ala Thr Glu Ala Phe Tyr Leu Leu Val Asn Asn Lys Ser Leu Val Ser 

85 90 95 

atg age gca acc atg gca gag ate tac aga gac tgc ate cag cca tat 4 55 

Met Ser Ala Thr Met Ala Glu He Tyr Arg Asp Cys He Gin Pro Tyr 

100 105 110 

aac cgt att eta aat aag aaa tgg ttg get tgt gtg atg gtt ttg tgt 503 
Asn Arg He Leu Asn Lys Lys Trp Leu Ala Cys Val Met Val Leu Cys 
115 120 125 

aat gag eta gag ata ata ttt taa gtgtcttctg tggtatatgt gggagggeca 557 
Asn Glu Leu Glu lie He Phe * 
130 135 

ttaaggagtg ggtttcactc cctgcatgtg ggcaggtgtc catcta 603 



<210> 874 

<211> 1739 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (380) . . (1654) 
<400> 874 

agtccggaat tcccgggtcg acccacgcgt ccgcccacgc gtccgataaa aaatgtttgt 60 
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catctactat tcaagacaat cattattttt ctggaaattg tatctgtttt caaggttata 120 

tgtaaagtgt taagacaata tcctataaaa . tgcattttta ggaagttttg cattactttc 180 

ttcctaagtc ttggtaaagt tatataatta gtaccttgaa aaaaataaag tgaaaagcct 240 

tttggggact ttagacttta gtgtttaaat gtaattattt ttatttgttt ttggtttatt 300 

ttttattttt attttttttg gccgtggtta taatcttcag catctgcaag aaggacgaaa 360 

agctcaacaa tatcttgac atg tgc tgg aaa cag atg gat aat agt aaa aag 412 

Met Cys Trp Lys Gin Met Asp Asn Ser Lys Lys 
1 5 10 

aag ttt gaa aga gaa tgt aga gag gca gaa aag gca caa cag agt tat 460 
Lys Phe Glu Arg Glu Cys Arg Glu Ala Glu Lys Ala Gin Gin Ser Tyr 

15 20 25 

gaa aga ttg gat aat gat act aat gca acc aag gca gat gtt gaa aag 508 
Glu Arg Leu Asp Asn Asp Thr Asn Ala Thr Lys Ala Asp Val Glu Lys 
30 35 40 

gcc aaa cag cag ttg aat ctg cgt acg cat atg gcc gat gaa aat aaa 556 
Ala Lys Gin Gin Leu Asn Leu Arg Thr His Met Ala Asp Glu Asn Lys 
45 50 55 

aat gaa tat get gca caa tta caa aac ttt aat gga gaa caa cat aaa 604 
Asn Glu Tyr Ala Ala Gin Leu Gin Asn Phe Asn Gly Glu Gin His Lys 
60 65 70 75 

cat ttt tat gta gtg att cct cag att tac aag caa eta caa gaa atg 652 
His Phe Tyr Val Val lie Pro Gin lie Tyr Lys Gin Leu Gin Glu Met 

80 85 90 

* 

gac gaa cga agg act att aaa etc agt gag tgt tac aga gga ttt get 700 

Asp Glu Arg Arg Thr lie Lys Leu Ser Glu Cys Tyr Arg Gly Phe Ala 

95 100 105 

gac tea gaa cgc aaa gtt att ccc ate att tea aaa tgt ttg gaa gga 748 
Asp Ser Glu Arg Lys Val lie Pro lie lie Ser Lys Cys Leu Glu Gly 
110 115 120 

atg att ctt gca gca aaa tea gtt gat gaa aga aga gac tct caa atg 796 
Met lie Leu Ala Ala Lys Ser Val Asp Glu Arg Arg Asp Ser Gin Met 
125 130 135 

gtg gta gac tec ttc aaa tct ggt ttt gaa cct cca gga gac ttt cca 844 
Val Val Asp Ser Phe Lys Ser Gly Phe Glu Pro Pro Gly Asp Phe Pro 

140 145 150 155 

ttt gaa gat tac agt caa cat ata tat aga acc att tct gat ggg act 892 
Phe Glu Asp Tyr Ser Gin His lie Tyr Arg Thr lie Ser Asp Gly Thr 

160 165 170 

ate agt gca tec aaa cag gag agt ggg aag atg gat gcc aaa acc aca 940 
lie Ser Ala Ser Lys Gin Glu Ser Gly Lys Met Asp Ala Lys Thr Thr 

175 180 185 

gta gga aag gcc aag ggc aaa ttg tgg etc ttt gga aag aag cca aag 988 
Val Gly Lys Ala Lys Gly Lys Leu Trp Leu Phe Gly Lys Lys Pro Lys 
190 195 200 

ggc cca gca eta gaa gat ttc agt cat ctg cca cca gaa cag aga cgt 103 6 
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Gly Pro Ala Leu Glu Asp Phe Ser His Leu Pro Pro Glu Gin Arg Arg 
205 210 215 

aaa aaa eta cag cag cgc att gat gaa ctt aac aga gaa eta cag aaa 1084 
Lys Lys Leu Gin Gin Arg lie Asp Glu Leu Asn Arg Glu Leu Gin Lys 
220 225 230 235 

gaa tea gac caa aaa gat gca etc aac aaa atg aaa gat gta tat gag 1132 
Glu Ser Asp Gin Lys Asp Ala Leu Asn Lys Met Lys Asp Val Tyr Glu 

240 245 250 

aag aat cca caa atg ggg gat cca ggg agt ttg cag cct aaa tta gca 1180 
Lys Asn Pro Gin Met Gly Asp Pro Gly Ser Leu Gin Pro Lys Leu Ala 

255 260 265 

gag ace atg aat aac att gac cgc eta cga atg gaa ate cat aag aat 1228 
Glu Thr Met Asn Asn lie Asp Arg Leu Arg Met Glu lie His Lys Asn 
270 275 280 

gag get tgg etc tct gaa gtc gaa ggc aaa aca ggt ggg aga gga gac 1276 
Glu Ala Trp Leu Ser Glu Val Glu Gly Lys Thr Gly Gly Arg Gly Asp 
285 290 295 

aga aga cat age agt gac ata aat cat ctt gta aca cag gga cga gaa 1324 
Arg Arg His Ser Ser Asp lie Asn His Leu Val Thr Gin Gly Arg Glu 
300 305 310 315 

agt cct gag gga agt tac act gat gat gca aac cag gaa gtc cgt ggg 1372 
Ser Pro Glu Gly Ser Tyr Thr Asp Asp Ala Asn Gin Glu Val Arg Gly 

320 325 330 

cca ccc cag cag cat ggt cac cac aat gag ttt gat gat gaa ttt gag 1420 
Pro Pro Gin Gin His Gly His His Asn Glu Phe Asp Asp Glu Phe Glu 

335 340 345 

gat gat gat ccc ttg cct get att gga cac tgc aaa get ate tac cct 1468 
Asp Asp Asp Pro Leu Pro Ala lie Gly His Cys Lys Ala lie Tyr Pro 
350 355 360 

ttt gat gga cat aat gaa ggt act eta gca atg aaa gaa ggt gaa gtt 1516 
Phe Asp Gly His Asn Glu Gly Thr Leu Ala Met Lys Glu Gly Glu Val 
365 370 375 

etc tac att ata gag gag gac aaa ggt gac gga tgg aca aga get egg 1564 
Leu Tyr lie lie Glu Glu Asp Lys Gly Asp Gly Trp Thr Arg Ala Arg 
380 385 390 395 

aga cag aac ggt gaa gaa ggc tac gtt ccc acg tea tac ata gat gta 1612 
Arg Gin Asn Gly Glu Glu Gly Tyr Val Pro Thr Ser Tyr lie Asp Val 

400 405 410 

act eta gag aaa aac agt aaa ggt gca gta act tat ate taa actaacc 1661 
Thr Leu Glu Lys Asn Ser Lys Gly Ala Val Thr Tyr lie * 

415 420 425 

aggcaccttt gtgccatgtg tgacatagga agagtaacat aaaatgaaaa cacattcaac 1721 

aggttgaaaa aaaaaaaa 173 9 



<210> 875 
<211> 1212 
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<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 


CDS 

(333) . . (689) 






<400> 
atttggccct 


875 

cgaggccaag 


aattcggcac 


gagcccagtt ttgtttttat tacaagagta 


60 


gttacagggg 


cagagtaagt 


gtccccagtt 


ctcttcctgc taagtgagtt tgtttaagca 


120 


tcttaaacac 


gtggcatgga 


agaccagaag 


agaagtggaa tcctcagacc tcaagctttt 

• 


180 


tgcaagtgtt 


ggtgtctgtc 


cagtccctta 


tattagtagc tgagccttat tttaatgaac 


240 


cgggatatga 


acggtctaga 


ggcactccca 


gtggcacaca gagttctcga gaatatgatg 


300 


gaaacattcg 


acaagcaaca 


gttaagtggg 


ca atg eta gaa caa ate aga aac 


353 



Met Leu Glu Gin lie Arg Asn 
1 5 

cct tea cca tgt ttt aaa gag gta ata cac aaa cat ttt tac ttg aaa 4 01' 

Pro Ser Pro Cys Phe Lys Glu Val lie His Lys His Phe Tyr Leu Lys 
10 15 20 

aga gtt gag ata atg gec caa tgt gag gag tgg att gcg gat ate cag 449 
Arg Val Glu lie Met Ala Gin Cys Glu Glu Trp lie Ala Asp He Gin 
25 30 35 

cag tac age agt gat aag egg gta ggc agg act atg tct cac cat gca 497 
Gin Tyr Ser Ser Asp Lys Arg Val Gly Arg Thr Met Ser His His Ala 
40 45 50 55 

gca get etc aag cgt cac act get cag etc cgc gaa gag ttg ctg aaa 545 
Ala Ala Leu Lys Arg His Thr Ala Gin Leu Arg Glu Glu Leu Leu Lys 

60 65 70 

ctt ccc tgc cct gaa ggc ttg gat cct gac act gac gat gec cca gag 593 
Leu Pro Cys Pro Glu Gly Leu Asp Pro Asp Thr Asp Asp Ala Pro Glu 

75 80 * 85 

gtg tgc aga gec aca aca ggt get gag gag act eta atg cat gat cag 641 
Val Cys Arg Ala Thr Thr Gly Ala Glu Glu Thr Leu Met His Asp Gin 
90 95 100 



gtt aaa ccc age age age aaa gaa etc ccc agt gac ttc cag tta tga 68 9 

Val Lys Pro Ser Ser Ser Lys Glu Leu Pro Ser Asp Phe Gin Leu * 



105 




110 


115 






getgeattga 


tgtggacttc 


atagacacaa 


aggcttcgaa gcacaagcca 


aatatgtcaa 


749 


tatttgtatg 


taagaaacta 


attatgtaat 


aggtaatgaa actgaaacta 


tactatgccc 


809 


ttaaggagat 


ccagtttaat 


tcaaggtgat 


cttttattta cctgtacagg 


agtgtaaact 


869 


tttttgtgct 


tttatttttc 


aattgtgaga 


accactgatt ggtatgttca 


acaaatttgt 


929 


gtatacaaag 


aaatggataa 


ateactgeta 


tataagggaa actaccttag 


gaaagaatgt 


989 


ttactgaatg 


tttattttat 


tttttttttt 


ttttactata gagtgagggg 


ttgttaacaa 


1049 


agaatatata 


ttggtcattc 


ttacaactac 


tatttaaagt cagcaacttt 


tcactgaatt 


1109 
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tgatttctga agacctccta 1169 
aaa 1212 



<210> 876 

<211> 4092 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (465) . . (2636) 
<400> 876 

ggattttttc tgaaccagcc aggaaatacc ggaacccacc aaactttaaa caccagccta 6 0 

aattattcct gttcttttaa gcaggcagca gaaatgacag aaacccgtta acagaaaaaa 120 

aaaaaataat gcttttcatt tgaactcctg tgcattttct ttttaactta tatgtgttcc 180 

taattttcct tactcttttt gtttgtttgt ttcttagtgt ggtttattga caatcattta 240 

caatgccgaa gagtgctgta gtgagccagc acagtgggta acacagcaac ggagaacaga 300 

tgcaggtttg aggaatttaa cttgctaaaa ccttgaactg aagtcttaga gattggaaca 360 

tacgggtttg tataaatagg cttttaagcc ctgtttgcaa tgggttactg ataggagaaa 420 

cttgcttgtg gaatgtcagc tgcgtgagct cactgtcaga caag atg gaa gaa gaa 476 



Met Glu Glu Glu 

< 

1 



ggg ctg gag tgt cca aac tct tec tct gaa aaa cgc tat ttt cct gaa 
Gly Leu Glu Cys Pro Asn Ser Ser Ser Glu Lys Arg Tyr Phe Pro Glu 
5 10 15 20 



524 



tec ctg gat tec age gat ggg gat gag gaa gag gtt ttg gee tgt gag 
Ser Leu Asp Ser Ser Asp Gly Asp Glu Glu Glu Val Leu Ala Cys Glu 

25 30 35 



572 



gat ttg gaa ctt aac ccc ttt gat gga ttg cca tat tea tea cgt tat 
Asp Leu Glu Leu Asn Pro Phe Asp Gly Leu Pro Tyr Ser Ser Arg Tyr 

40 45 50 



620 



tat aaa ctt ctg aaa gaa aga gaa gat ctt cct ata tgg aaa gaa aaa 
Tyr Lys Leu Leu Lys Glu Arg Glu Asp Leu Pro lie Trp Lys Glu Lys 
55 60 65 



668 



tac tec ttt atg gag aac ctg ctt caa aat caa ate gtg att gtt tea 
Tyr Ser Phe Met Glu Asn Leu Leu Gin Asn Gin lie Val He Val Ser 
70 75 80 



716 



gga gat get aaa tgt ggt aag age get cag gtt cct cag tgg tgt get 
Gly Asp Ala Lys Cys Gly Lys Ser Ala Gin Val Pro Gin Trp Cys Ala 
85 90 95 100 



764 



gaa tat tgt ctt tec ate cac tac cag cac ggg ggc gtg ata tge aca 
Glu Tyr Cys Leu Ser He His Tyr Gin His Gly Gly Val He Cys Thr 

105 110 115 



812 



cag gtc cac aag cag act atg gtc cag etc gee ctg egg gtg gcg gat 



860 
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Gin Val His Lys Gin Thr Met Val Gin Leu Ala Leu Arg Val Ala Asp 

120 12 5 130 

gaa atg gat gtt aac att ggt cat gag gtt ggc tac gtg ate cct ttc 908 
Glu Met Asp Val Asn lie Gly His Glu Val Gly Tyr Val lie Pro Phe 
135 140 145 

gag aac tgc tgt acc aac gaa aca ate ctg agg tat tgt act gat gat 956 
Glu Asn Cys Cys Thr Asn Glu Thr He Leu Arg Tyr Cys Thr Asp Asp 
150 155 160 

atg ctg caa aga gaa atg atg tec aat cct ttt ttg ggt age tat ggg 1004 
Met Leu Gin Arg Glu Met Met Ser Asn Pro Phe Leu Gly Ser Tyr Gly 
165 170 175 ^ 180 

gtc ate ate tta gat gat att cat gaa aga age att gca acc gat gtg 1052 
Val He He Leu Asp Asp He His Glu Arg Ser lie Ala Thr Asp Val 

185 190 195 

tta ctt gga ctt ctt aaa gat gtt tta eta gca aga cca gaa ctg aag 1100 
Leu Leu Gly Leu Leu Lys Asp Val Leu Leu Ala Arg Pro Glu Leu Lys 

200 205 210 

etc ata att aac tec tea cct cac ctg ate age aaa etc aat tct tat 1148 
Leu He He Asn Ser Ser Pro His Leu He Ser Lys Leu Asn Ser Tyr 
215 220 225 

tat gga aac gtg cct gtc ata gaa gtg aaa aat aaa cac cct gtg gag 1196 
Tyr Gly Asn Val Pro Val He Glu Val Lys Asn Lys His Pro Val Glu 
230 235 240 

gtt gtg tac ctt agt gag get caa aag gat tct ttt gag tct att tta 1244 
Val Val Tyr Leu Ser Glu Ala Gin Lys Asp Ser Phe Glu Ser He Leu 
245 250 255 260 

cgc ctt ate ttt gaa att cac cac teg ggt gag aaa ggt gac att gta 1292 
Arg Leu He Phe Glu He His His Ser Gly Glu Lys Gly Asp He Val 

265 270 275 

gtc ttt ctg gec tgt gaa caa gat att gag aaa gtc tgt gaa act gtc 1340 
Val Phe Leu Ala Cys Glu Gin Asp He Glu Lys Val Cys Glu Thr Val 

280 285 290 

tat caa gga tct aac eta aac cca gat ctt gga gaa ctg gtg gtt gtt 1388 
Tyr Gin Gly Ser Asn Leu Asn Pro Asp Leu Gly Glu Leu Val Val Val 
295 300 305 

cct ttg tat cca aaa gag aaa tgt tea ttg ttc aag cca etc gat gaa 143 6 

Pro Leu Tyr Pro Lys Glu Lys Cys Ser Leu Phe Lys Pro Leu Asp Glu 
310 315 320 

aca gaa aaa aga tgc caa gtt tat caa aga aga gtg gtg tta act act 1484 
Thr Glu Lys Arg Cys Gin Val Tyr Gin Arg Arg Val Val Leu Thr Thr 
325 330 335 340 

age tct gga gag ttt ttg ate tgg age aac tea gtc aga ttt gtt ate 1532 
Ser Ser Gly Glu Phe Leu He Trp Ser Asn Ser Val Arg Phe Val He 

345 350 355 

gat gtg ggt gtg gaa aga aga aag gtg tac aac ccg aga ata aga gca 1580 
Asp Val Gly Val Glu Arg Arg Lys Val Tyr Asn Pro Arg He Arg Ala 

360 365 370 

aac teg etc gtc atg cag ccc ate age cag age cag gca gag ata cgc 1628 
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Asn Ser Leu Val Met Gin Pro lie Ser Gin Ser Gin Ala Glu lie Arg 

375 380 385 

aag cag att ctt ggc tea tct tct tea gga aaa ttt ttc tgc ctg tac 1676 

Lys Gin lie Leu Gly Ser Ser Ser Ser Gly Lys Phe Phe Cys Leu Tyr 
390 395 400 

act gaa gaa ttt gee tec aaa gac atg acg cca ctg aag cca gca gaa 1724 

Thr Glu Glu Phe Ala Ser Lys Asp Met Thr Pro Leu Lys Pro Ala Glu 
405 410 415 420 

atg cag gaa gec aac eta aca age atg gtg ctt ttt atg aag agg ata 1772 

Met Gin Glu Ala Asn Leu Thr Ser Met Val Leu Phe Met Lys Arg lie 

425 430 435 

gac att gcg ggc eta ggc cac tgt gac ttc atg aac aga cca gca cca 1820 

Asp lie Ala Gly Leu Gly His Cys Asp Phe Met Asn Arg Pro Ala Pro 

440 445 450 

gaa agt ttg atg cag gca ttg gaa gac tta gat tat ctg gca gca ctg 1868 
Glu Ser Leu Met Gin Ala Leu Glu Asp Leu Asp Tyr Leu Ala Ala Leu 

455 460 465 

gat aat gat gga aat ctt tct gaa ttt gga ate ate atg tea gag ttt 1916 
Asp Asn Asp Gly Asn Leu Ser Glu Phe Gly lie lie Met Ser Glu Phe 
470 475 480 

cct ctt gat cca caa etc teg aag tct ate tta gcg tec tgt gaa ttt 1964 
Pro Leu Asp Pro Gin Leu Ser Lys Ser He Leu Ala Ser Cys Glu Phe 
485 490 495 500 

gac tgt gta gat gaa gtg eta aca ate gca gee atg gta aca get cca 2012 
Asp Cys Val Asp Glu Val Leu Thr He Ala Ala Met Val Thr Ala Pro 

505 510 515 

aat tgc ttt tea cat gtg cca cat gga get gaa gag get gee ttg act 2060 

Asn Cys Phe Ser His Val Pro His Gly Ala Glu Glu Ala Ala Leu Thr 

520 525 530 

tgt tgg aag aca ttt tta cat ccc gaa gga gat cac ttt ace etc ate 2108 

Cys Trp Lys Thr Phe Leu His Pro Glu Gly Asp His Phe Thr Leu He 

535 540 545 

age att tac aag get tac caa gac aca act ctg aat tct age agt gag 2156 

Ser He Tyr Lys Ala Tyr Gin Asp Thr Thr Leu Asn Ser Ser Ser Glu 
550 555 560 

tac tgt gtg gaa aag tgg tgt cgt gat tac ttc etc aac tgt tea gca 2204 

Tyr Cys Val Glu Lys Trp Cys Arg Asp Tyr Phe Leu Asn Cys Ser Ala 
565 570 575 580 

etc aga atg gca gat gtt att cga get gaa etc tta gaa att ate aag 2252 

Leu Arg Met Ala Asp Val He Arg Ala Glu Leu Leu Glu He He Lys 

585 590 595 

cga ate gag ctt ccc tat gca gaa cct get ttt ggc tec aag gaa aac 2300 

Arg He Glu Leu Pro Tyr Ala Glu Pro Ala Phe Gly Ser Lys Glu Asn 

600 605 610 

act eta aac ata aag aaa get ctt ctg tec ggt tac ttt atg cag att 2348 

Thr Leu Asn He Lys Lys Ala Leu Leu Ser Gly Tyr Phe Met Gin lie 

615 620 625 

get egg gat gtt gat gga tea ggt aac tac tta atg ctg aca cat aag 2396 
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Ala Arg Asp Val Asp Gly Ser Gly Asn Tyr Leu Met Leu Thr His Lys 

630 635 640 

cag gtt get cag ctg cat ccc ctg tct ggt tac tea ate ace aag aag 2444 

Gin Val Ala Gin Leu His Pro Leu Ser Gly Tyr Ser lie Thr Lys Lys 

645 650 655 660 

atg cca gag tgg gtc etc ttc cat aaa ttc age att tct gag aac aac 2492 

Met Pro Glu Trp Val Leu Phe His Lys Phe Ser lie Ser Glu Asn Asn 

665 670 675 

tac ate agg att acc tea gaa ate tct cct gaa eta ttt atg cag ctg 2540 

Tyr lie Arg lie Thr Ser Glu He Ser Pro Glu Leu Phe Met Gin Leu 

680 685 690 

gta cca caa tac tat ttc agt aat ctg cct cct agt gaa agt aag gac 2588 

Val Pro Gin Tyr Tyr Phe Ser Asn Leu Pro Pro Ser Glu Ser Lys Asp 

695 700 705 



att eta cag caa gta gtg gga tea cct ate ccc tgt gtc aac aat gaa 2636 
He Leu Gin Gin Val Val Gly Ser Pro He Pro Cys Val Asn Asn Glu 



710 




715 




720 






taaggaacag 


caaatgtgtg 


agacgtgccc 


tgaaactgaa 


cagagatgea 


ctctccagtg 


2696 


actccccagc 


aaacacaagg 


tgcagcaggg 


tcccaaaggt 


agctggatgg 


ctgaactget 


2756 


ggatatggga 


gatacatgac 


gegaagaegg 


atttcacatc 


cacaggaegg 


tcttgaagaa 


2816 


aataacactg 


tgtatattat 


tttaaaataa 


aaaatagaag 


tttttattga 


gttctttaaa 


2876 


ttacgactcc 


atgettttet 


tcttcttgga 


aaagttttta 


aatcaaccac 


tcataatttg 


2936 


accaaaattt 


taaaaaactg 


gtattttgta 


aatgtgtcag agacacatgg 


gacagaaccc 


2996 


tactttttgt 


agaggaactt 


aatctgaata 


aagtctgagt 


ttttcagtaa 


atctccactg 


3056 


agttttctgg 


taattttaca 


aaaacaagee 


catcactgtc 


cattggaaat 


gggttagaca 


3116 


gatagatatt 


ctttcagttt 


atccatgatt 


tegttcatet 


tgtcgcctgg 


aattaacatc 


3176 


acagttcgea 


agggegtcat 


tggtaegtea 


tcaaaagacc 


atttgcctcc 


cagacaagtg 


3236 


tcgctctcct 


cctgcactga 


gtagttgaac 


ttgagaattg 


ccttctcata 


gaaaaattct 


3296 


tcctctgcat 


ttgeaaacat 


taaegcaget 


ttctttttgt 


tgctaggttt 


ctttttggaa 


3356 


ttgttttttc 


ctgcttccac 


aaatgtctta 


ctaatcagaa ggtaaaagta 


gcacttccca 


3416 


catggcttat 


tggttctgtg 


tgcccccgcc 


agttctttct 


gaagctgctg 


gtacatgggc 


3476 


agagegatet 


gtggagggac 


attaatgaat 


ctttcactta 


ggagaaggee 


cacaggcttg 


3536 


gtggtgtcat 


ttaaaaactt 


gtccagctgt 


tcaaccatgc 


tcttttcaca 


gttcttctca 


3596 


cagaagegta 


gaaccaactc 


ttgaatttgt 


tcaacacact 


gggtaccctt 


tctttcagtt 


3656 


aaatttaaaa 


ggcttatgaa 


accaaaaacc 


tcatcttcat 


ccatatcatc 


attgetgtet 


3716 


tctgaaacat 


ccgtttgctt 


aatcacactc 


ccaatatggt 


tctgttgaat 


taagagatct 


3776 


gttagttctg 


cagtgttcac 


aggagecttt 


agaaaaagct 


getgeagtaa 


tttcttaatt 


3836 


ccgtcataat 


cattatctga 


tagggaataa 


gcttcaaatt 


caatattcac 


ttcctcgtca 


3896 
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atgacctcgt cctcttcatc cttttccttg tcactgtcat catcgtcttc atcctcattt 3956 

tcgacttctt tttcctcttc ctcgtcgcgc tggactgggg gatccggcgg ctgcggaacc 4016 

ccactttcca cggcacgccg cttaggaaat cgtcgacccg ggaattccgg accggtacct 4076 

gcaggcgtac cagctt 4092 



<210> 877 

<211> 6103 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (238) . . (5331) 
<400> 877 

ggctgaggcg gcgcggcgga gccctgagcg gctgtgacag gctacgcaac aggttcgcgg 60 

gcggcggcct gacgaccaag ccagctgcag tggcggcgac ggcggcagag cagggtctcc 120 

ccgcgcctgc ccgcgcccag gctgccggtg ctgagggacg cggagtcgcg ctgtgacgag 180 

cgggaggcgc ggcgagggcg ccagatggct gagagctagc aaggaaaact caggacc 237 
atg atg get cag ttt ccc aca get atg aat gga ggg cca aac atg tgg 285 
Met Met Ala Gin Phe Pro Thr Ala Met Asn Gly Gly Pro Asn Met Trp 
1 5 10 15 

get att ace tct gaa gaa cgt act aag cat gac agg cag ttt gat aac 333 
Ala lie Thr Ser Glu Glu Arg Thr Lys His Asp Arg Gin Phe Asp Asn 

20 25 30 

etc aaa cct tea gga ggt tac ata aca ggt gat caa gca cgt aat ttt 381 
Leu Lys Pro Ser Gly Gly Tyr lie Thr Gly Asp Gin Ala Arg Asn Phe 
35 40 45 

ttc eta caa tea ggt ctg ccg gee cct gtt tta get gaa ata tgg get 429 
Phe Leu Gin Ser Gly Leu Pro Ala Pro Val Leu Ala Glu He Trp Ala 
50 55 60 



tta tea gac eta aac aag gat ggg aag atg gat cag caa gag ttc tec 477 
Leu Ser Asp Leu Asn Lys Asp Gly Lys Met Asp Gin Gin Glu Phe Ser 
65 70 75 . 80 



ata get atg aaa etc ate aaa ctg aag ctt caa ggc caa cag ttg cct 525 
He Ala Met Lys Leu He Lys Leu Lys Leu Gin Gly Gin Gin Leu Pro 

85 90 95 

gtg gtt etc cct cct att atg aag caa ccc cct atg ttt tct cca tta 573 
Val Val Leu Pro Pro He Met Lys Gin Pro Pro Met Phe Ser Pro Leu 

100 105 110 



att tct get cgt ttt gga atg gga age atg ccc aat ctg tec att cct 621 
He Ser Ala Arg Phe Gly Met Gly Ser Met Pro Asn Leu Ser He Pro 
115 120 125 

cag cca ttg cct cca get gca cct ata aca tea ttg tct tct gcg act 669 
Gin Pro Leu Pro Pro Ala Ala Pro He Thr Ser Leu Ser Ser Ala Thr 
130 135 140 
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tea ggg acc aac ctt cct ccc tta atg atg ccc act ccc eta gtg cct 717 
Ser Gly Thr Asn Leu Pro Pro Leu Met Met Pro Thr Pro Leu Val Pro 
145 150 155 160 

tct gtt age aca tea tea tta cca aat gga acc gee agt etc att cag 765 
Ser Val Ser Thr Ser Ser Leu Pro Asn Gly Thr Ala Ser Leu lie Gin 

165 170 175 

cct tta ccc att cct tat tct tct tea aca ttg cct cat ggg tea tct 813 
Pro Leu Pro lie Pro Tyr Ser Ser Ser Thr Leu Pro His Gly Ser Ser 

180 185 190 

tat agt ctg atg atg gga gga ttt gga ggt get agt ata cag aaa gcg 861 
Tyr Ser Leu Met Met Gly Gly Phe Gly Gly Ala Ser lie Gin Lys Ala 
195 200 205 

cag tct ctg att gat tta gga tct agt age tea act tec teg act get 909 
Gin Ser Leu lie Asp Leu Gly Ser Ser Ser Ser Thr Ser Ser Thr Ala 
210 215 220 

tea etc tea ggg aac tea ccc aag act ggg acc tea gag tgg gca gtt 957 
Ser Leu Ser Gly Asn Ser Pro Lys Thr Gly Thr Ser Glu Trp Ala Val 
225 230 235 240 

cct cag cct aca. aga tta aaa tat egg caa aaa ttt aat act ctt gac 1005 
Pro Gin Pro Thr Arg Leu Lys Tyr Arg Gin Lys Phe Asn Thr Leu Asp 

245 250 255 

aaa agt atg agt gga tat etc tea ggt ttt caa get aga aat gee ctt 1053 
Lys Ser Met Ser Gly Tyr Leu Ser Gly Phe Gin Ala Arg Asn Ala Leu 

260 265 270 

ctt cag tea aat ctt tct caa act cag ctg get act att tgg act ctg 1101 
Leu Gin Ser Asn Leu Ser Gin Thr Gin Leu Ala Thr lie Trp Thr Leu 
275 280 285 

get gac gtt gat ggt gat gga cag eta aaa gca gaa gag ttt att ctt 1149 
Ala Asp Val Asp Gly Asp Gly Gin Leu Lys Ala Glu Glu Phe lie Leu 
290 295 . 300 

gca atg cac ctt act gac atg gee aaa get gga cag cca tta cca ctg 1197 
Ala Met His Leu Thr Asp Met Ala Lys Ala Gly Gin Pro Leu Pro Leu 
305 310 315 320 

act tta cct cct gag ctt gtt cct cca tct ttc aga gga gga aag caa 1245 
Thr Leu Pro Pro Glu Leu Val Pro Pro Ser Phe Arg Gly Gly Lys Gin 

325 330 335 

att gat tec att aat gga act ctg cct tea tat cag aaa atg caa gaa 1293 
lie Asp Ser lie Asn Gly Thr Leu Pro Ser Tyr Gin Lys Met Gin Glu 

340 345 350 

gag gag cct cag aag aaa tta cca gtt act ttt gag gac aaa egg aaa 1341 
Glu Glu Pro Gin Lys Lys Leu Pro Val Thr Phe Glu Asp Lys Arg Lys 
355 360 365 

gee aac tat gag cga ggg aac atg gag ctg gaa aag cga cgc caa gee 1389 
Ala Asn Tyr Glu Arg Gly Asn Met Glu Leu Glu Lys Arg Arg Gin Ala 
370 375 380 

ttg atg gag cag caa caa agg gag gca gaa cgt aaa gee cag aaa gaa 143 7 
Leu Met Glu Gin Gin Gin Arg Glu Ala Glu Arg Lys Ala Gin Lys Glu 
385 390 395 400 
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aag gaa gag tgg gaa cga aaa cag aga gaa tta caa gaa caa gaa tgg 1485 
Lys Glu Glu Trp Glu Arg Lys Gin Arg Glu Leu Gin Glu Gin Glu Trp 

405 410 415 

aag aaa caa ctt gaa tta gaa aaa cgc tta gag aag caa egg gaa ttg 1533 
Lys Lys Gin Leu Glu Leu Glu Lys Arg Leu Glu Lys Gin Arg Glu Leu 

420 425 430 

gag aga caa cga gag gaa gaa agg aga aaa gac ata gaa aga cga gag 1581 
Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Asp lie Glu Arg Arg Glu 
435 440 445 

gca gca aaa cag gaa ctt gaa cga caa cgt cgc tta gaa tgg gag aga 1629 
Ala Ala Lys Gin Glu Leu Glu Arg Gin Arg Arg Leu Glu Trp Glu Arg 
450 455 460 

att egg cga cag gag ctt etc aat caa aag aat aga gaa caa gaa gaa 1677 
He Arg Arg Gin Glu Leu Leu Asn Gin Lys Asn Arg Glu Gin Glu Glu 
465 470 475 480 

att gtc agg tta aac tct aaa aag aag aat ctt cat ctt gag ttg gaa 1725 
He Val Arg Leu Asn Ser Lys Lys Lys Asn Leu His Leu Glu Leu Glu 

485 490 495 

gca ctg aat ggc aaa cat cag cag ate tea ggc aga ctt cag gat gtc 1773 
Ala Leu Asn Gly Lys His Gin Gin He Ser Gly Arg Leu Gin Asp Val 

500 505 510 

cga etc aaa aag caa act caa aag act gag ctg gaa gtt ctg gat aag 1821 
Arg Leu Lys Lys Gin Thr Gin Lys Thr Glu Leu Glu Val Leu Asp Lys 
515 520 525 

cag tgt gac ttg gaa att atg gaa ate aag caa ctt caa cag gaa ctt 1869 
Gin Cys Asp Leu Glu He Met Glu He Lys Gin Leu Gin Gin Glu Leu 
530 535 540 

cag gaa tat cag aat aag ctt ate tat ctg gta cct gag aag caa tta 1917 
Gin Glu Tyr Gin Asn Lys Leu He Tyr Leu Val Pro Glu Lys Gin Leu 
545 550 555 560 

tta aat gaa aga att aaa aac atg cag ttc agt aac aca cct gat tea 1965 
Leu Asn Glu Arg He Lys Asn Met Gin Phe Ser Asn Thr Pro Asp Ser 

565 570 575 

S95 gtc agt tta ctt cat aaa aaa tea tta gaa aag gaa gaa tta tgc 2013 
Gly Val Ser Leu Leu His Lys Lys Ser Leu Glu Lys Glu Glu Leu Cys 

580 585 590 

caa aga ctt aaa gaa cag tta gat get ctt gaa aaa gaa act gca tct 2061 
Gin Arg Leu Lys Glu Gin Leu Asp Ala Leu Glu Lys Glu Thr Ala Ser 
595 600 605 

aag ctg tea gaa atg gat tct ttt aac aat caa eta aag tgt ggg aat 2109 
Lys Leu Ser Glu Met Asp Ser Phe Asn Asn Gin Leu Lys Cys Gly Asn 
610 615 620 

atg gat gac tct gtt ctt cag tgc ctt ttg tct ctg eta age tgt etc 2157 
Met Asp Asp Ser Val Leu Gin Cys Leu Leu Ser Leu Leu Ser Cys Leu 
625 630 635 640 

aac aac etc ttc etc tta ctt aag gaa ctg aga gaa ace tac aac aca 2205 
Asn Asn Leu Phe Leu Leu Leu Lys Glu Leu Arg Glu Thr Tyr Asn Thr 

645 650 655 
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cag cag tta gcc ctt gaa cag ctt tat aag ate aaa cgt gac aag ttg 2253 
Gin Gin Leu Ala Leu Glu Gin Leu Tyr Lys lie Lys Arg Asp Lys Leu 

660 665 670 

aag gaa att gaa agg aaa aga tta gaa eta atg cag aaa aag aaa eta 2301 
Lys Glu He Glu Arg Lys Arg Leu Glu Leu Met Gin Lys Lys Lys Leu 
675 680 685 

gaa gat gag get gca agg aaa gca aag caa gga aaa gaa aac tta tgg 2349 
Glu Asp Glu Ala Ala Arg Lys Ala Lys Gin Gly Lys Glu Asn Leu Trp 
690 695 700 

aaa gaa aat ctt aga aag gag gaa gaa gaa aaa caa aag cga etc cag 2397 
Lys Glu Asn Leu Arg Lys Glu Glu Glu Glu Lys Gin Lys Arg Leu Gin 
705 710 715 720 

gaa gaa aaa aca caa gaa aaa att caa gaa gag gaa egg aaa get gag 2445 
Glu Glu Lys Thr Gin Glu Lys He Gin Glu Glu Glu Arg Lys Ala Glu 

725 730 735 

gag aaa caa cgt aag gat aag gat act ttg aaa get gag gag aaa aaa 2493 
Glu Lys Gin Arg Lys Asp Lys Asp Thr Leu Lys Ala Glu Glu Lys Lys 

740 745 750 

cgt gag aca get agt gtt ttg gtg aat tat aga gca tta tac ccc ttt 2541 
Arg Glu Thr Ala Ser Val Leu Val Asn Tyr Arg Ala Leu Tyr Pro Phe 
755 760 765 

gaa gca agg aac cat gat gag atg agt ttt aat tct gga gat ata att 2589 
Glu Ala Arg Asn His Asp Glu Met Ser Phe Asn Ser Gly Asp He He 
770 775 780 

cag gtt gat gaa aaa acc gta gga gaa cct ggt tgg ctt tat ggt agt 263 7 

Gin Val Asp Glu Lys Thr Val Gly Glu Pro Gly Trp Leu Tyr Gly Ser 
785 790 795 800 

ttt caa gga aat ttt ggc tgg ttt cca tgc aat tat gta gaa aaa atg 2685 
Phe Gin Gly Asn Phe Gly Trp Phe Pro Cys Asn Tyr Val Glu Lys Met 

805 810 815 

cca tea agt gaa aat gaa aaa get gta tct cca aag aag gcc tta ctt 2733 
Pro Ser Ser Glu Asn Glu Lys Ala Val Ser Pro Lys Lys Ala Leu Leu 

820 825 830 

cct cct aca gtt tct tta tct get acc tea act tec tct gaa cca ctt 2781 
Pro Pro Thr Val Ser Leu Ser Ala Thr Ser Thr Ser Ser Glu Pro Leu 
835 840 845 

tct tea aat caa cca gca tea gtg act gat tat caa aat gta tct ttt 2829 
Ser Ser Asn Gin Pro Ala Ser Val Thr Asp Tyr Gin Asn Val Ser Phe 
850 855 860 

tea aac eta act gta aat aca tea tgg cag aaa aaa tea gcc ttc act 2877 
Ser Asn Leu Thr Val Asn Thr Ser Trp Gin Lys Lys Ser Ala Phe Thr 
865 870 875 880 

cga act gtg tec cct gga tct gta tea cct att cat gga cag gga caa 2 925 

Arg Thr Val Ser Pro Gly Ser Val Ser Pro He His Gly Gin Gly Gin 

885 890 895 

gtg gta gaa aac tta aaa gca cag gcc ctt tgt tec tgg act gca aag 2973 
Val Val Glu Asn Leu Lys Ala Gin Ala Leu Cys Ser Trp Thr Ala Lys 

900 905 910 
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aaa gat aac cac ttg aac ttc tea aaa cat gac att att act gtc ttg 3021 
Lys Asp Asn His Leu Asn Phe Ser Lys His Asp lie lie Thr Val Leu 
915 920 925 

gag cag caa gaa aat tgg tgg ttt ggg gag gtg cat gga gga aga gga 3069 
Glu Gin Gin Glu Asn Trp Trp Phe Gly Glu Val His Gly Gly Arg Gly 
930 935 940 

tgg ttt ccc aaa tct tat gtc aag ate att cct ggg agt gaa gta aaa 3117 
Trp Phe Pro Lys Ser Tyr Val Lys lie lie Pro Gly Ser Glu Val Lys 
945 950 955 960 

egg gaa gaa cca gaa get ttg tat gca get gta aat aag aaa cct acc 3165 
Arg Glu Glu Pro Glu Ala Leu Tyr Ala Ala Val Asn Lys Lys Pro Thr 

965 970 975 

teg gca gec tat tea gtt gga gaa gaa tat att gca ctt tat cca tat 3213 
Ser Ala Ala Tyr Ser Val Gly Glu Glu Tyr lie Ala Leu Tyr Pro Tyr 

980 985 990 

tea agt gtg gaa cct gga gat ttg act ttc aca gaa ggt gaa gaa ata 3261 
Ser Ser Val Glu Pro Gly Asp Leu Thr Phe Thr Glu Gly Glu Glu lie 
995 1000 1005 

ttg gtg acc cag aaa gat gga gag tgg tgg aca gga agt att gga gat 33 09 

Leu Val Thr Gin Lys Asp Gly Glu Trp Trp Thr Gly Ser lie Gly Asp 
1010 1015 1020 

aga agt gga att ttt cca tea aac tat gtc aaa cca aag gat caa gag 33 57 
Arg Ser Gly lie Phe Pro Ser Asn Tyr Val Lys Pro Lys Asp Gin Glu 
1025 1030 1035 1040 

agt ttt ggg agt get age aag tct gga gca tea aat aaa aaa cct gag 3405 
Ser Phe Gly Ser Ala Ser Lys Ser Gly Ala Ser Asn Lys Lys Pro Glu 

1045 1050 1055 

att get cag gta act tea gca tat gtt get tct ggt tct gaa caa ctt 3453 
lie Ala Gin Val Thr Ser Ala Tyr Val Ala Ser Gly Ser Glu Gin Leu 
1060 1065 1070 

age ctt gca cca gga cag tta ata tta att eta aag aaa aat aca agt 3501 
Ser Leu Ala Pro Gly Gin Leu lie Leu lie Leu Lys Lys Asn Thr Ser 
1075 1080 1085 

ggg tgg tgg caa gga gag tta cag gee aga gga aaa aag cga cag aaa 3 549 
Gly Trp Trp Gin Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg Gin Lys 
1090 1095 1100 

gga tgg ttt cct gec agt cat gtt aaa ctt ttg ggt cca agt agt gaa 3597 
Gly Trp Phe Pro Ala Ser His Val Lys Leu Leu Gly Pro Ser Ser Glu 
1105 1110 1115 1120 

aga gee aca cct gec ttt cat cct gta tgt cag gtg att get atg tat 3645 
Arg Ala Thr Pro Ala Phe His Pro Val Cys Gin Val lie Ala Met Tyr 

1125 1130 1135 

gac tat gca gca aat aat gaa gat gag etc agt ttc tec aag gga caa 3693 
Asp Tyr Ala Ala Asn Asn Glu Asp Glu Leu Ser Phe Ser Lys Gly Gin 

1140 1145 1150 

etc att aat gtt atg aac aaa gat gat cct gat tgg tgg caa gga gag 3 741 
Leu He Asn Val Met Asn Lys Asp Asp Pro Asp Trp Trp Gin Gly Glu 
1155 1160 1165 
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ate aac ggg gtg act ggt etc ttt cct tea aac tac gtt aag atg acg 3789 
lie Asn Gly Val Thr Gly Leu Phe Pro Ser Asn Tyr Val Lys Met Thx 
1170 1175 1180 

aca gac tea gat cca agt caa cag tgg tgt get gat ctg caa ace ctg 3 837 
Thr Asp Ser Asp Pro Ser Gin Gin Trp Cys Ala Asp Leu Gin Thr Leu 
1185 1190 1195 1200 

gac aca atg cag cca att gag agg aaa aga cag ggc tat att cat gag 3885 
Asp Thr Met Gin Pro He Glu Arg Lys Arg Gin Gly Tyr He His Glu 

1205 1210 1215 

ctg att cag acc gaa gag egg tac atg get gac ctt cag etc gtc gtc 3933 
Leu He Gin Thr Glu Glu Arg Tyr Met Ala Asp Leu Gin Leu Val Val 

1220 1225 1230 

gag gtt ttt cag aaa cgc atg gca gag tea ggc ttt etc act gaa ggg 3981 
Glu Val Phe Gin Lys Arg Met Ala Glu Ser Gly Phe Leu Thr Glu Gly 
1235 1240 1245 

gag atg gee ctg att ttt gtt aac tgg aag gag etc ate atg tec aac 4029 
Glu Met Ala Leu He Phe Val Asn Trp Lys Glu Leu He Met Ser Asn 
1250 1255 1260 

aca aag ctg ctg aag get ttg egg gtg egg aag aag acc ggg ggc gag 4 077 
Thr Lys Leu Leu Lys Ala Leu Arg Val Arg Lys Lys Thr Gly Gly Glu 
1265 1270 1275 1280 

aag atg ccg gtg cag atg att ggg gac ate ctg gec get gag ctg tec 4125 
Lys Met Pro Val Gin Met He Gly Asp He Leu Ala Ala Glu Leu Ser 

1285 1290 1295 

cac atg cag get tac ate agg ttc tgc age tgc cag ctt aat gga gca 4173 
His Met Gin Ala Tyr lie Arg Phe Cys Ser Cys Gin Leu Asn Gly Ala 

1300 1305 1310 

get ctg tta cag cag aag aca gat gaa gac aca gat ttc aaa gaa ttt 4221 
Ala Leu Leu Gin Gin Lys Thr Asp Glu Asp Thr Asp Phe Lys Glu Phe 
1315 1320 1325 

tta aag aag ctg gca tct gac ccg egg tgt aaa gga atg ccc etc tec 4269 
Leu Lys Lys Leu Ala Ser Asp Pro Arg Cys Lys Gly Met Pro Leu Ser 
1330 1335 1340 

age ttc ctg ctg aaa ccc atg cag agg ate acc cgc tac cca ctg etc 4317 
Ser Phe Leu Leu Lys Pro Met Gin Arg He Thr Arg Tyr Pro Leu Leu 
1345 1350 1355 1360 

ate aga agt att ctg gag aac acc ccg gag age cat gca gac cat tec 4365 
He Arg Ser He Leu Glu Asn Thr Pro Glu Ser His Ala Asp His Ser 

1365 1370 1375 

tec eta aag ctg gee etc gag egg gca gag gag ctg tgc tct caa gtg 4413 
Ser Leu Lys Leu Ala Leu Glu Arg Ala Glu Glu Leu Cys Ser Gin Val 
1380 1385 1390 

aat gag gga gtt egg gag aag gaa aac teg gac cga ctg gag tgg ate 4461 
Asn Glu Gly Val Arg Glu Lys Glu Asn Ser Asp Arg Leu Glu Trp He 
1395 1400 1405 

cag gcg cac gtg cag tgt gaa ggc etc gcg gag caa ctt att ttc aac 4509 
Gin Ala His Val Gin Cys Glu Gly Leu Ala Glu Gin Leu He Phe Asn 
1410 1415 1420 
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tct etc acc aac tgc ctg ggg ccc egg aag etc tta cac agt ggg aaa 4557 
Ser Leu Thr Asn Cys Leu Gly Pro Arg Lys Leu Leu His Ser Gly Lys 
1425 1430 1435 1440 

tta tac aag acc aag age aac aag gaa ctg cac gga ttc etc ttc aat 4605 
Leu Tyr Lys Thr Lys Ser Asn Lys Glu Leu His Gly Phe Leu Phe Asn 

1445 1450 1455 

gac ttc ctg ctt ctt acc tac atg gtc aag cag ttt get gtt tec tct 4653 
Asp Phe Leu Leu Leu Thr Tyr Met Val Lys Gin Phe Ala Val Ser Ser 

1460 1465 1470 

ggc tct gag aaa ctt ttc age teg aag tec aat get caa ttc aaa atg 4701 
Gly Ser Glu Lys Leu Phe Ser Ser Lys Ser Asn Ala Gin Phe Lys Met 
1475 1480 1485 

tat aaa acg ccc att ttc ctg aat gaa gtc ttg gtg aaa ctg ccc aca 4749 
Tyr Lys Thr Pro lie Phe Leu Asn Glu Val Leu Val Lys Leu Pro Thr 
1490 1495 1500 

gac cct tec age gat gag cct gtc ttc cac att tec cac att gat egg 4797 
Asp Pro Ser Ser Asp Glu Pro Val Phe His lie Ser His lie Asp Arg 
1505 1510 1515 1520 

gtc tac acc etc cga aca gac aac att aat gag agg acc acc tgg gtg 4845 
Val Tyr Thr Leu Arg Thr Asp Asn lie Asn Glu Arg Thr Thr Trp Val 

1525 1530 1535 

cag aag ate aag gcg gcg tct gag cag tac ate gac acc gag aag aag 4893 
Gin Lys lie Lys Ala Ala Ser Glu Gin Tyr lie Asp Thr Glu Lys Lys 
1540 1545 1550 



aag cgt gag aaa get tac caa gee cgc tec caa aag act tea ggc att 4941 
Lys Arg Glu Lys Ala Tyr Gin Ala Arg Ser Gin Lys Thr Ser Gly lie 
1555 1560 1565 

9SS cgc ctg atg gtg cat gtc att gaa get aca gaa tta aaa gee tgc 4989 
Gly Arg Leu Met Val His Val He Glu Ala Thr Glu Leu Lys Ala Cys 
1570 1575 1580 

aaa cca aat gga aag age aac cca tac tgt gaa ate age atg ggc tec 5037 
Lys Pro Asn Gly Lys Ser Asn Pro Tyr Cys Glu He Ser Met Gly Ser 
1585 1590 1595 1600 

cag age tac acc acc agg acc ate cag gac aca etc aat ccc aag tgg 5085 
Gin Ser Tyr Thr Thr Arg Thr He Gin Asp Thr Leu Asn Pro Lys Trp 

1605 1610 1615 

aat ttt aac tgc cag ttc ttt att aag gat etc tac caa gac gtg ctg 5133 
Asn Phe Asn Cys Gin Phe Phe He Lys Asp Leu Tyr Gin Asp Val Leu 
1620 1625 1630 

tgt etc acc ctg ttt gac aga gac cag ttt tea cca gat gat ttc ctg 5181 
Cys Leu Thr Leu Phe Asp Arg Asp Gin Phe Ser Pro Asp Asp Phe Leu 
1635 1640 1645 

cgt act gaa att cca gtg gca aaa att cga aca gaa cag gaa age 522 9 

Gly Arg Thr Glu He Pro Val Ala Lys He Arg Thr Glu Gin Glu Ser 
1650 1655 1660 

aaa ggc cct atg acc cgc cga ctg ctg ctg cat gag gtc ccc acc ggg 5277 
Lys Gly Pro Met Thr Arg Arg Leu Leu Leu His Glu Val Pro Thr Gly 
1665 1670 1675 1680 
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gag gtc tgg gtc cgt ttt gac ctg cag ctt ttt gag caa aaa act etc 532 5 

Glu Val Trp Val Arg Phe Asp Leu Gin Leu Phe Glu Gin Lys Thr Leu 

1685 1690 1695 

ctg tag gggttctaaa ggacagcacc agegggacag cccacaaggc tggggctgga 5381 
Leu * 



gaatgagaga ctgcgctctc ttggggctga gggagcacca tgeagcttea cccctcacaa 5441 

agccatgcac gctgggggct ctgttttcct gcacactaaa tagctagcaa tetatgeaaa 5501 

cacctttccc ataaagaaac caaaccccat agtacagtgc cttgtcctag tgttcacatg 5561 

ttcagctctg tttgtttaga tgccaaggtt tccattttca gggctataaa aagtattact 5621 

tggaaatgag gcatcagacc accagatgtt accgctcggt tgaatgtgtc caccgtggag 5681 

tggtttggtg aegctgtaac cattccacgc cagtgacctc tgctgggtca cagccactca 5741 

ggaggggaag ggtcaggatg agaggctgea gcctcgacac ttggcgcggc ctgatactga 5801 

aatagegtet actcgtgcac tgaataaaaa cagaaacttg atcattttat tcctgattag 5861 

attttatcac tetctgetaa gacaatatag tctggagtat aagtgggaaa gcttgattta 5921 

aatactgtga actctaataa tgtggaaaat atttttcaac tttaattttc tgaagtataa 5981 

attatttatg taaattcatt gtttttgeat atttcttagg acatgeatet ttaagcttta 6041 

tcattgccca tatgtacaga aagagaataa agacatatgt ttatggatgg aaaaaaaaaa 6101 

aa 6103 



<210> 878 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95) . . (1432) 

<400> 878 

atttggcect egaggecaag aatteggcac gagacactct tcagcgacca cgcaggcact 60 

ttcccggtcc ccagtatacc ataattgaag aaaa atg atg gaa gag agt gga 112 

Met Met Glu Glu Ser Gly 
1 5 

ata gag aca aca cca cct ggg act cct cca cca aat cct gca ggg ctg 160 
lie Glu Thr Thr Pro Pro Gly Thr Pro Pro Pro Asn Pro Ala Gly Leu 

10 15 20 

get get act get atg tct tct acc cct gtt cca tta gcg gca ace agt 208 
Ala Ala Thr Ala Met Ser Ser Thr Pro Val Pro Leu Ala Ala Thr Ser 
25 30 35 

tct ttt tct tct cca aat gta tec tec atg gag tec ttc cca cca etc 256 
Ser Phe Ser Ser Pro Asn Val Ser Ser Met Glu Ser Phe Pro Pro Leu 
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45 



50 



gca tac tct act cct cag ccg ccc ctt cct cct gtg agg cct tea gca 
Ala Tyr Ser Thr Pro Gin Pro Pro Leu Pro Pro Val Arg Pro Ser Ala 
55 60 65 70 



304 



cca tta cct ttt gtg cct cct cct gca gtt cct tct gtc cca cca ctt 
Pro Leu Pro Phe Val Pro Pro Pro Ala Val Pro Ser Val Pro Pro Leu 

75 80 85 



352 



gtt act tct atg cca cct cct gtt tct cca tea act get get gee ttc 
Val Thr Ser Met Pro Pro Pro Val Ser Pro Ser Thr Ala Ala Ala Phe 

90 95 100 



400 



ggt aat cct cct gta tct cac ttc cca cct tea act tct gee cca aac 
Gly Asn Pro Pro Val Ser His Phe Pro Pro Ser Thr Ser Ala Pro Asn 
105 110 115 



448 



act ctt tta cct gca ccc cct teg ggt cct cct ata tea gga ttt tct 
Thr Leu Leu Pro Ala Pro Pro Ser Gly Pro Pro lie Ser Gly Phe Ser 
120 125 130 



496 



gtt ggt tea act tat gac att aca agg gga cat get ggg aga get ccc 
Val Gly Ser Thr Tyr Asp lie Thr Arg Gly His Ala Gly Arg Ala Pro 
135 140 145 150 

cag aca ccc ctg atg cca tea ttt tct gca cct tea 'gga aca ggt ctt 
Gin Thr Pro Leu Met Pro Ser Phe Ser Ala Pro Ser Gly Thr Gly Leu 

155 160 165 



544 



592 



ttg cca act cct att act cag caa gee agt ttg aca tct ctg gca cag 
Leu Pro Thr Pro lie Thr Gin Gin Ala Ser Leu Thr Ser Leu Ala Gin 

170 175 180 



640 



gga act gga ace aca tea gee att act .ttc cca gag gag caa gaa gac 
Gly Thr Gly Thr Thr Ser Ala lie Thr Phe Pro Glu Glu Gin Glu Asp 
185 190 195 



688 



cct aga att act aga ggt cag gat gaa gca tct get ggt gga ate tgg 
Pro Arg lie Thr Arg Gly Gin Asp Glu Ala Ser Ala Gly Gly lie Trp 
200 205 210 



736 



ggt ttt att aag ggt gtg get ggg aat cct atg gtg aag tct gtg ctt 784 
Gly Phe lie Lys Gly Val Ala Gly Asn Pro Met Val Lys Ser Val Leu 
215 220 225 230 

gat aag aca aaa cat tea gta gaa age atg att aca acg ctg gac cct 832 
Asp Lys Thr Lys His Ser Val Glu Ser Met lie Thr Thr Leu Asp Pro 

235 240 245 

ggc atg get ccc tat ate aaa tct gga ggt gaa ctg gat att gta gtg 880 
Gly Met Ala Pro Tyr He Lys Ser Gly Gly Glu Leu Asp He Val Val 

250 255 260 

acc tea aat aaa gaa gta aaa gtt get get gtc cga gat gee ttc cag 928 
Thr Ser Asn Lys Glu Val Lys Val Ala Ala Val Arg Asp Ala Phe Gin 
265 270 275 

gag gtc ttt ggc tta get gtg gtt gta ggg gaa get gga cag tec aat 976 
Glu Val Phe Gly Leu Ala Val Val Val Gly Glu Ala Gly Gin Ser Asn 
280 285 290 

att gee cca caa cca gtg ggc tat gca get gga tta aaa ggt get cag 1024 
He Ala Pro Gin Pro Val Gly Tyr Ala Ala Gly Leu Lys Gly Ala Gin 
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gaa egg at a gat age ttg egt cga act ggg gtg ate cat gaa aaa cag 1072 
Glu Arg He Asp Ser Leu Arg Arg Thr Gly Val He His Glu Lys Gin 

315 320 325 

aca get gtg tea gta gaa aac ttc att gea gaa ttg ctg cct gac aaa 1120 
Thr Ala Val Ser Val Glu Asn Phe He Ala Glu Leu Leu Pro Asp Lys 

330 335 340 

tgg ttt gac att ggt tgt ttg gtg gtt gaa gat cct gtc cat ggc att 1168 
Trp Phe Asp He Gly Cys Leu Val Val Glu Asp Pro Val His Gly lie 
345 350 355 

cat eta gaa aca ttt aca caa gec aca cca gtg cct ttg gaa ttt gta 1216 
His Leu Glu Thr Phe Thr Gin Ala Thr Pro Val Pro Leu Glu Phe Val 
360 365 370 

cag cag get caa agt eta act ccc cag gac tat aat ctg agg tgg tea 1264 
Gin Gin Ala Gin Ser Leu Thr Pro Gin Asp Tyr Asn Leu Arg Trp Ser 
375 380 385 390 

ggc ctt ttg gtg aca gtg ggt gaa gtc ctg gaa aag agt tta ctg aat 1312 
Gly Leu Leu Val Thr Val Gly Glu Val Leu Glu Lys Ser Leu Leu Asn 

395 400 405 

+ 

gtc age egg act gat tgg cac atg gea ttt act ggg atg tec egt egg 1360 
Val Ser Arg Thr Asp Trp His Met Ala Phe Thr Gly Met Ser Arg Arg 

410 415 420 

cag atg ate tac agt gea gee aga gcg ata gea ggc atg tat aaa cag 1408 
Gin Met He Tyr Ser Ala Ala Arg Ala He Ala Gly Met Tyr Lys Gin 
425 430 435 

cgc ctg cca ccc agg aca gtg tga gaggagacct acctgggaga ctgagacttt 1462 
Arg Leu Pro Pro Arg Thr Val * 
440 445 

cccccacttt tagcttgatg ttaaagaagt ggttgtacct tcctaaatcg aatagtctaa 1522 

atgaatccag tagtttttat cattttcctg tagectgeaa tttttctttc tctagaaagg 1582 

catcatgtca ttccaggaga caaaaagaaa caaatccttt ttatagtcat accatttcac 1642 

ctatcatagt actcaaaaaa aaaaaa 1668 



<210> 


879 




<211> 


1350 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . ■ 


(1056) 


<400> 


879 





atg gea etc ccc ttt caa aaa gag ctg gag aaa tac aag aac att gat 48 
Met Ala Leu Pro Phe Gin Lys Glu Leu Glu Lys Tyr Lys Asn He Asp 
15 10 15 

gaa gat gag ctt ctt ggc aaa etc tea gaa gag gaa ctg aaa cag ttg 96 
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Glu Asp Glu Leu Leu Gly Lys Leu Ser Glu Glu Glu Leu Lys Gin Leu 

20 25 30 

gaa aat gtt eta gat gac eta gat cct gag agt gec atg ctg cca get 144 
Glu Asn Val Leu Asp Asp Leu Asp Pro Glu Ser Ala Met Leu Pro Ala 
35 40 45 

gga ttt cga cag aaa gac cag aca cag aag gca gec acc ggc ccc ttt 192 
Gly Phe Arg Gin Lys Asp Gin Thr Gin Lys Ala Ala Thr Gly Pro Phe 
50 55 60 

gac cgc gag cac etc etc atg tac ctg gag aag gag get ttg gaa cag 240 
Asp Arg Glu His Leu Leu Met Tyr Leu Glu Lys Glu Ala Leu Glu Gin 
65 70 75 80 

aaa gac aga gag gac ttt gtg ccc ttc act gga gaa aag aaa ggg aga 288 
Lys Asp Arg Glu Asp Phe Val Pro Phe Thr Gly Glu Lys Lys Gly Arg 

85 90 95 

gtc ttt ate cct aaa gaa aag cct ata gaa act cgt aaa gaa gaa aaa 336 
Val Phe lie Pro Lys Glu Lys Pro lie Glu Thr Arg Lys Glu Glu Lys 

100 105 110 

gtg acc ctt gac cca gaa ctg gaa gaa get ttg gec agt gee tct gac 384 
Val Thr Leu Asp Pro Glu Leu Glu Glu Ala Leu Ala Ser Ala Ser Asp 
115 120 125 

acc gaa etc tat gat ctt gca get gtc ctt gga gta cac aat ttg etc 432 
Thr Glu Leu Tyr Asp Leu Ala Ala Val Leu Gly Val His Asn Leu Leu 
130 135 140 

aac aat cca aag ttc gat. gaa gaa aca gec aac aat aaa ggt ggc aaa 480 
Asn Asn Pro Lys Phe Asp Glu Glu Thr Ala Asn Asn Lys Gly Gly Lys 
145 150 155 160 

gga cct gtc aga aat gtt gtc aaa ggt gaa aaa gta aag cca gta ttt 52 8 

Gly Pro Val Arg Asn Val Val Lys Gly Glu Lys Val Lys Pro Val Phe 

165 170 175 

gag gaa cca cca aat ccc aca aat gtg gaa ata age ctg cag cag atg 576 
Glu Glu Pro Pro Asn Pro Thr Asn Val Glu lie Ser Leu Gin Gin Met 

180 185 190 

aaa gee aat gat cct age ttg caa gaa gtc aac etc aac aac att aag 624 
Lys Ala Asn Asp Pro Ser Leu Gin Glu Val Asn Leu Asn Asn lie Lys 
195 200 205 

aac att cca att cca acc ctg agg gaa ttt gca aag get ctg gag acc 672 
Asn lie Pro lie Pro Thr Leu Arg Glu Phe Ala Lys Ala Leu Glu Thr 
210 215 220 

aac act cac gtg aag aag ttc age ctg gee gca act cgc age aat gac 720 
Asn Thr His Val Lys Lys Phe Ser Leu Ala Ala Thr Arg Ser Asn Asp 
225 230 235 240 

cct gtg gee att get ttt gca gac atg ctg aaa gta aac aag acc ttg 768 
Pro Val Ala lie Ala Phe Ala Asp Met Leu Lys Val Asn Lys Thr Leu 

245 250 255 

aca agt eta aac ata gaa tec aat ttt ate act gga act ggg ate ctg 816 
Thr Ser Leu Asn lie Glu Ser Asn Phe lie Thr Gly Thr Gly lie Leu 

260 265 270 

gee ctg gta gag gca ctg aaa gaa aat gac acc ttg aca gaa ate aag 864 
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Ala Leu Val Glu Ala Leu Lys Glu Asn Asp Thr Leu Thr Glu lie Lys 
275 280 285 

att gac aac cag agg cag cag ttg gga aca get gta gag atg gaa att 912 
lie Asp Asn Gin Arg Gin Gin Leu Gly Thr Ala Val Glu Met Glu He 
290 295 300 

gcc cag atg ctg gag gag aat tea agg ate etc aag ttt gga tac cag 960 
Ala Gin Met Leu Glu Glu Asn Ser Arg He Leu Lys Phe Gly Tyr Gin 
305 310 315 320 

ttt acc aag caa ggg cca cga aca agg gtg gca get gcc ate aca aag 1008 
Phe Thr Lys Gin Gly Pro Arg Thr Arg Val Ala Ala Ala He Thr Lys 

325 330 335 

aat aat gac ctg gtt cgt aag aag aga gtt gaa gca gac cga agg taa 1056 
Asn Asn Asp Leu Val Arg Lys Lys Arg Val Glu Ala Asp Arg Arg * 

340 345 350 

acttccttga ggagaagtga agtttcactg tggtatggcc attgaaaaac aaaaactctt 1116 

cttcttcccc atcaggacca ttttatcaaa gttcgttcat ttccgttaac cacataacta 1176 

ataatttaat tgttattctt ttttagcact acttatttat cttggatttt gtaatatatg 1236 

caattgtttt atttgetcat gggcacttct ggcaacttga caaatggacc gatgeagatt 1296 

ttagagagtg acgacatgga aaatgaattt aaccactttc ttaaaaaaaa aaaa 1350 



<210> 880 
<211> 855 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (157) . . (771) 

<400> 880 

gcacgagtag tggagcccgt ttgttccgcc cgtgtcgagc ctggagccag aacctgtgaa 60 

gageggaagg gecaagggae gtcttctcca cgccgctccg actccagggg agccgtggcc 120 

tcctctccgc cctagcgctg agaaccgtgg gtaccg atg gat gtg gcc gag age 174 

Met Asp Val Ala Glu Ser 
1 5 

cct gaa egg gat cct cac tct cca gag gat gaa gag cag cca cag gga 222 
Pro Glu Arg Asp Pro His Ser Pro Glu Asp Glu Glu Gin Pro Gin Gly 

10 15 20 

etc teg gac gat gac att ctg agg gac age ggg tec gat cag gat ttg 270 
Leu Ser Asp Asp Asp He Leu Arg Asp Ser Gly Ser Asp Gin Asp Leu 
25 30 35 

gac ggg gcg ggg gtg agg get tct gat ctg gag gat gag gaa agt gca 318 
Asp Gly Ala Gly Val Arg Ala Ser Asp Leu Glu Asp Glu Glu Ser Ala 
40 45 50 

gcc agg ggg ccg age cag gag gag gaa gat aat cac tec gac gag gag 366 
Ala Arg Gly Pro Ser Gin Glu Glu Glu Asp Asn His Ser Asp Glu Glu 
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70 



gac egg gca agt gag cct aaa tec caa gac cag gac tea gag gtg aat 
Asp Arg Ala Ser Glu Pro Lys Ser Gin Asp Gin Asp Ser Glu Val Asn 

75 80 85 



414 



gag ctg age egg ggc ccg ace age tec ccc tgc gag gag gag ggg gac 462 
Glu Leu Ser Arg Gly Pro Thr Ser Ser Pro Cys Glu Glu Glu Gly Asp 

90 95 100 

gaa ggg gag gaa gac egg aca age gac ctt agg gat gag gee tec tea 510 
Glu Gly Glu Glu Asp Arg Thr Ser Asp Leu Arg Asp Glu Ala Ser Ser 
105 110 115 

gtc ace agg gag ctg gat gag cat gag eta gac tac gat gag gag gtt 558 
Val Thr Arg Glu Leu Asp Glu His Glu Leu Asp Tyr Asp Glu Glu Val 
120 125 130 

cct gag gag cca get ccc gee gtc cag gag gac gag get gag aaa gcg 606 
Pro Glu Glu Pro Ala Pro Ala Val Gin Glu Asp Glu Ala Glu Lys Ala 
135 140 145 150 

ggg get gag gat gat gag gag aag ggc gaa ggc act ccc agg gag gag 654 
Gly Ala Glu Asp Asp Glu Glu Lys Gly Glu Gly Thr Pro Arg Glu Glu 

155 160 165 

ggg aag get ggt gtt cag agt gtg gga gaa aag gaa tec ctg gag get 702 
Gly Lys Ala Gly Val Gin Ser Val Gly Glu Lys Glu Ser Leu Glu Ala 

170 175 180 

gee aag gag aaa aag aaa gag gac gat gat gga gaa ate gaa ttt agt 750 
Ala Lys Glu Lys Lys Lys Glu Asp Asp Asp Gly Glu lie Glu Phe Ser 
185 190 195 

agt agt agg egg ccg etc tag ag gatccaagct tacgtacgcg tgeatgegae 803 
Ser Ser Arg Arg Pro Leu * 
200 205 

gtcatagctc ttctatagtg tcacctaaat gcgattcact taccgctaca tc 855 



<210> 881 

<211> 1973 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (255) . . (1784) 
<400> 881 

cctgtattac gtagacccaa gctggctagc gtttaaactt aagcttggta ccgagctcgg 60 

atccactagt ccagtgtggt ggaattcgat ggaggacgea gaggcacget gttgccatgg 12 0 

cagtgtggtc ctggctgccg eggaggcagg tgccggggtc tcctttgcct caatgtgaag 180 

agcttaaaaa gaggaggaga ggagaactcc cccggccatc tctgtgatcc cagccgccgc 240 

attttacaca gaaa atg aat gaa aat aaa gat act gat tea aag aaa agt 290 

Met Asn Glu Asn Lys Asp Thr Asp Ser Lys Lys Ser 
15 10 
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gaa gaa tac gaa gat gac ttt gaa aag gac ctg gag tgg tta att aat 338 
Glu Glu Tyr Glu Asp Asp Phe Glu Lys Asp Leu Glu Trp Leu He Asn 
15 20 25 

gaa aat gaa aaa agt gat gcc age ata ata gag atg get tgt gag aag 3 86 

Glu Asn Glu Lys Ser Asp Ala Ser He He Glu Met Ala Cys Glu Lys 
30 35 40 

gaa gag aat att aac caa gac tta aaa gag aat gag aca gta atg gag 434 
Glu Glu Asn He Asn Gin Asp Leu Lys Glu Asn Glu Thr Val Met Glu 
45 50 55 60 

cac acc aaa egg cat tct gat cct gac aaa tct ttg cag gat gag gtc 482 
His Thr Lys Arg His Ser Asp Pro Asp Lys Ser Leu Gin Asp Glu Val 

65 70 75 

tea cca aga aga aat gac ate att tct gta cca ggt att caa cct ttg 53 0 

Ser Pro Arg Arg Asn Asp He He Ser Val Pro Gly He Gin Pro Leu 

80 85 90 

gat ccc ata tea gat tea gat agt gaa aac tct ttc cag gaa tec aaa 5 78 

Asp Pro lie Ser Asp Ser Asp Ser Glu Asn Ser Phe Gin Glu Ser Lys 
95 100 105 

eta gaa age cag aaa gac ttg gag gag gaa gag gat gag gaa gta agg 626 
Leu Glu Ser Gin Lys Asp Leu Glu Glu Glu Glu Asp Glu Glu Val Arg 
110 115 120 • 

aga tat att atg gag aaa att gta caa get aac aag ctt eta cag aat 674 
Arg Tyr He Met Glu Lys He Val Gin Ala Asn Lys Leu Leu Gin Asn 
125 130 135 140 

caa gaa ccg gtg aat gat aaa agg gag cga aaa ctt aag ttc aag gac 722 
Gin Glu Pro Val Asn Asp Lys Arg Glu Arg Lys Leu Lys Phe Lys Asp 

145 150 155 

cag tta gtt gat ttg gaa gtt cct cca eta gaa gac act act act ttt 7 70 

Gin Leu Val Asp Leu Glu Val Pro Pro Leu Glu Asp Thr Thr Thr Phe 

160 165 170 

aaa aat tat ttt gaa aac gaa agg aat atg ttt ggg aaa ctg tea caa 818 
Lys Asn Tyr Phe Glu Asn Glu Arg Asn Met Phe Gly Lys Leu Ser Gin 
175 180 185 

tta tgt att tec aat gat ttt gga caa gaa gat gtg etc ctg tea ctt 866 
Leu Cys He Ser Asn Asp Phe Gly Gin Glu Asp Val Leu Leu Ser Leu 
190 195 200 

act aat gga age tgt gaa gaa aac aag gat agg aca ata ctg gta gag 914 
Thr Asn Gly Ser Cys Glu Glu Asn Lys Asp Arg Thr He Leu Val Glu 
205 210 215 220 

aga gat gga aaa ttt gaa ctt ctg aat tta caa gac att gcc agt cag 962 
Arg Asp Gly Lys Phe Glu Leu Leu Asn Leu Gin Asp He Ala Ser Gin 

225 230 235 

ggg ttt ttg cct ccc att aat aat gca aat agt aca gaa aat gac cct 1010 
Gly Phe Leu Pro Pro He Asn Asn Ala Asn Ser Thr Glu Asn Asp Pro 

240 245 250 

cag cag ttg tta ccc aga tct tec aac tec tct gtc agt ggc acc aag 1058 
Gin Gin Leu Leu Pro Arg Ser Ser Asn Ser Ser Val Ser Gly Thr Lys 
255 260 265 
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aaa gaa gat tct aca gca aag att cat get gtc act cac tea tea aca 1106 
Lys Glu Asp Ser Thr Ala Lys He His Ala Val Thr His Ser Ser Thr 
270 275 280 

gga gag ccg ctg get tat ate get cag cca cca etc aac cgc aag act 1154 
Gly Glu Pro Leu Ala Tyr He Ala Gin Pro Pro Leu Asn Arg Lys Thr 
285 290 295 300 

tgt cca age tct get gtc aac tea gat cga agt aaa ggg aat ggg aaa 1202 
Cys Pro Ser Ser Ala Val Asn Ser Asp Arg Ser Lys Gly Asn Gly Lys 

305 310 315 

tct aat cac agg aca cag tct gca cat ate tea cca gtg act tea aca 1250 
Ser Asn His Arg Thr Gin Ser Ala His He Ser Pro Val Thr Ser Thr 

320 325 330 

tac tgt ctt tec cct cga cag aaa gaa eta caa aaa caa eta gaa gaa 1298 
Tyr Cys Leu Ser Pro Arg Gin Lys Glu Leu Gin Lys Gin Leu Glu Glu 
335 340 345 

aag aga gaa aaa ctg aaa aga gag gaa gag cga cga aaa ata gaa gaa 1346 
Lys Arg Glu Lys Leu Lys Arg Glu Glu Glu Arg Arg Lys He Glu Glu 
350 355 360 

gag aaa gaa aaa aag aga gag aat gac ata gta ttt aaa gcg tgg ttg 13 94 

Glu Lys Glu Lys Lys Arg Glu Asn Asp He Val Phe Lys Ala Trp Leu 
365 370 375 380 

caa aag aaa aga gag cag gtc tta gaa atg agg aga att cag cga gca 1442 
Gin Lys Lys Arg Glu Gin Val Leu Glu Met Arg Arg He Gin Arg Ala 

385 390 395 

aag gaa att gaa gac atg aac agt aga cag gaa aac aga gat cca caa 1490 
Lys Glu He Glu Asp Met Asn Ser Arg Gin Glu Asn Arg Asp Pro Gin 

400 405 410 

caa get ttt cga tta tgg ctt aaa aaa aag cac gaa gag cag atg aaa 1538 
Gin Ala Phe Arg Leu Trp Leu Lys Lys Lys His Glu Glu Gin Met Lys 
415 420 425 

gaa aga cag aca gaa gaa eta aga aag caa gag gaa tgt tta ttc ttc 1586 
Glu Arg Gin Thr Glu Glu Leu Arg Lys Gin Glu Glu Cys Leu Phe Phe 
430 435 440 

ctt aaa gga aca gaa ggc egg gaa agg gee ttt aaa caa tgg tta aga 1634 
Leu Lys Gly Thr Glu Gly Arg Glu Arg Ala Phe Lys Gin Trp Leu Arg 
445 450 455 460 

agg aaa egg atg gaa aaa atg gca gag caa caa get gtc aga gag aga 1682 
Arg Lys Arg Met Glu Lys Met Ala Glu Gin Gin Ala Val Arg Glu Arg . 

465 470 475 

act aga cag etc cga eta gaa get aag cgt tct aaa cag tta cag cac 1730 
Thr Arg Gin Leu Arg Leu Glu Ala Lys Arg Ser Lys Gin Leu Gin His 

480 485 490 

cac eta tat atg tea gaa gee aaa cct ttt cgt ttt act gat cat tat 1778 
His Leu Tyr Met Ser Glu Ala Lys Pro Phe Arg Phe Thr Asp His Tyr 
495 500 505 

aac tga aagtttctat taaatatttc agtgggcagc tgctatcaaa attttggata 1834 
Asn * 
510 
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tgatttctta gggtctgtgt actttggttg tattctaaat tatggaaatg gtatttatct 1894 
tttattgaca gtgaatttgt ttttttaata ctagaacaaa ataaattttt ttctcacagt 1954 
gttgtaaaaa aaaaaaaaa 1973 



<210> 882 

<211> 951 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (620) . . (859) 

<400> 882 

atgctgctcc atgaggtggg gattttgtct gcttgttcac tgctgtgtgc ccagggccca 60 

cgacagtgcc cgatacagca ggcgctcaat aagtggcgaa tgaaagacag ggcaaggcgg 120 

agagagaaga aacagaaagg gaaagagaaa gcccgggccg ccagagcgct taatcacacc 180 

tggctcaggc tccacactgg tcctccagct cccttttctc agcgatggac tcacagcccc 240 

acccggagcg ctggagcgcg gacgcggtca ctgcgcgtgc gcctcaccgc gctggcaccc 300 

cggcctggca gcctttgggg acctgaacca gctgcgcctg cgcaggtgga acgggtggaa 360 

cgggtggggg agcggacagt cgaacggcct gagagggctc agctggtccg gggctgcggc 42 0 

gcctttgtga gcgcggccgc cggccaggat cgagccctgg cccgggccct ggcccagccc . 480 

cggcctccaa ggaccgcgcc gaaggaggtg cccactggag ggaggaggcg ctcgactttc 540 

tcaggatact gtccctctcc cacagaggag ctgaaggagt aggacagaag aactgtcaaa 600 

ttctggaatc cttaaagcc atg tec aag gat ttg gtg aca ttt ggg gat gtg 652 

Met Ser Lys Asp Leu Val Thr Phe Gly Asp Val 
15 10 

get gta aat ttc tct caa gag gaa tgg gaa tgg ctg aac cct get cag 700 
Ala Val Asn Phe Ser Gin Glu Glu Trp Glu Trp Leu Asn Pro Ala Gin 

15 20 25 

agg aat ttg tac agg aaa gtg atg ttg gag aac tac agg age ttg gta 748 
Arg Asn Leu Tyr Arg Lys Val Met Leu Glu Asn Tyr Arg Ser Leu Val 
30 35 40 

tea ttg gga gtt tct gtt tct aag cca gat gtg ate tea tta ttg gag 796 
Ser Leu Gly Val Ser Val Ser Lys Pro Asp Val lie Ser Leu Leu Glu 
45 50 55 

caa gga aaa gag ccc tgg atg gtg aag aag gag gga aca aga ggc cca 844 
Gin Gly Lys Glu Pro Trp Met Val Lys Lys Glu Gly Thr Arg Gly Pro 
60 65 70 75 

tgc cct ggt gag tga gagagaaata gggagacaga agccattgcc aggaagagct 899 
Cys Pro Gly Glu * 

80 
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cagcaatttc tgaagatttc agttcataat tgacgtttcg tgggtagctc tt 951 



<210> 883 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (116) . . (328) 

<400> 883 

aaaatgtatg cggtactagc tggctagcgt ttaaacttaa gcttggtacc gagctcggat 60 

ccactagtcc agtgtggtgg aattcgcgtt ttcggcgggc ttcccgggta caaaa atg 118 

Met 
l 

get gtg get age gat ttc tac ctg cgc tac tac gta ggg cac aag ggc 166 
Ala Val Ala Ser Asp Phe Tyr Leu Arg Tyr Tyr Val Gly His Lys Gly 

5 10 15 

aag ttt ggg cac gag ttt ctg gag ttc gaa ttt egg ccg gac ggt gag 214 
Lys Phe Gly His Glu Phe Leu Glu Phe Glu Phe Arg Pro Asp Gly Glu 
20 25 30 

aag agg ccc acg gca cgc ggt get ggg aaa ggg gag cga gac cga gag 262 
Lys Arg Pro Thr Ala Arg Gly Ala Gly Lys Gly Glu Arg Asp Arg Glu 
35 40 45 

gec ggg tgg tgt gga ggg tac agg egg egg agg cca ctg ctt ccc teg 310 
Ala Gly Trp Cys Gly Gly Tyr Arg Arg Arg Arg Pro Leu Leu Pro Ser 
50 55 60 65 

aag gaa ata gga get taa gaatag aggaggcata agttggtttt ataaatgaaa 364 
Lys Glu lie Gly Ala * 

70 

gagaattaat tgcaataaat taaagctaat cctgtcacaa actgaaaagt tgaacctaca 424 

gtaatcagaa ttctgtaaca gtgeaccaga agggactcta gatcgtcgcc ctgattgaaa 484 

atgetagcac ttttttgaaa accg 508 



<210> 884 
<211> 792 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (122) . . (751) 

<400> 884 

cactgagtcc ctegtaeggg eggaggaaga cctccgcgga cagacattgc aagacacccc 60 

tgctcctcgt tggcaagccg ccccatgatg aaggectaca cctggtcacg gagacttttg 12 0 
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atg cag cct tta acg aag gac gca ggc atg age ctg tec tct gtg 
Met Gin Pro Leu Thr Lys Asp Ala Gly Met Ser Leu Ser Ser Val 
15 10 15 



166 



acg ctg gec age gee eta cag gtc agg ggt gaa get ctg tct gag gag 
Thr Leu Ala Ser Ala Leu Gin Val Arg Gly Glu Ala Leu Ser Glu Glu 

20 25 30 

gaa ate tgg tec etc ctg ttc ctg gee get gag cag etc ctg gaa gac 
Glu lie Trp Ser Leu Leu Phe Leu Ala Ala Glu Gin Leu Leu Glu Asp 

35 40 45 



214 



262 



etc cgc aac gat tec teg gac tat gtg gtt tgc ccc tgg tea gee ctg 
Leu Arg Asn Asp Ser Ser Asp Tyr Val Val Cys Pro Trp Ser Ala Leu 
50 55 60 



310 



ctt tct gca get gga age ctt tct ttc caa ggc cgt gtt tct cat ata 
Leu Ser Ala Ala Gly Ser Leu Ser Phe Gin Gly Arg Val Ser His lie 
65 70 75 



358 



gag get get cct ttc aag gee cct gaa ctg eta cag gga cag agt gag 
Glu Ala Ala Pro Phe Lys Ala Pro Glu Leu Leu Gin Gly Gin Ser Glu 
80 85 90 95 



406 



gat gag cag cct gat gca tct cag atg cat gtc tat tct tta gga atg 
Asp Glu Gin Pro Asp Ala Ser Gin Met His Val Tyr Ser Leu Gly Met 

100 105 110 



454 



ace etc tac tgg tea gca ggg ttt cat gtt ccg cca cat cag ccc ctg 
Thr Leu Tyr Trp Ser Ala Gly Phe His Val Pro Pro His Gin Pro Leu 

115 120 125 



502 



cag etc tgc gag ccc ctg cac tec ate ctg ctg ace atg tgt gaa gac 
Gin Leu Cys Glu Pro Leu His Ser lie Leu Leu Thr Met Cys Glu Asp 
130 135 140 



550 



cag cct cac agg egg tgc acg ttg cag teg gtt ctg gaa get tgt egg 598 

Gin Pro His Arg Arg Cys Thr Leu Gin Ser Val Leu Glu Ala Cys Arg 

145 150 155 

gtt cat gag aaa gaa gtg tct gtc tac cca gee cct get ggt etc cac 646 

Val His Glu Lys Glu Val Ser Val Tyr Pro Ala Pro Ala Gly Leu His 

160 165 170 175 

ate aga agg ctg gtt ggc ttg gtt ctg ggt ace att tct gag gtc agt 694 

lie Arg Arg Leu Val Gly Leu Val Leu Gly Thr lie Ser Glu Val Ser 

180 185 190 

aga gaa ccg tgc ttt tea age agt age tgc tgg tea tgt gtg get att 742 

Arg Glu Pro Cys Phe Ser Ser Ser Ser Cys Trp Ser Cys Val Ala lie 

195 200 205 

aaa att tga attagttata ttatcattaa ctaaaataaa ataaaaaaaa a 792 
Lys lie * 
210 



<210> 885 

<211> 2136 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (309) . . (1625) 
<400> 885 

aatgcaggac cggtccggaa ttcccgggtc gacgatttcg tcgagggggg gttaaaggcc 60 

cccaaaacat gcacacatga aaagggcaaa aagtaaccgt ccttgacagg gagtcttaac 120 

tagagaagga aacggaacta aactggcggg ctccgtggaa gcgtggccgg cagcgtcccg 180 

gacgaggaga gacagcgtct tgctcagtca cccaggctgg agtgcagtga tcatagctca 240 

tcgcatcctt gaactcctgg gcttaagcta tcctcccgcc ttagcctcct gaatagctgg 300 

gaccacag atg tct ttg gtg gac ttg gga aag agg ttg eta gaa gca gca 350 
Met Ser Leu Val Asp Leu Gly Lys Arg Leu Leu Glu Ala Ala 
15 10 

aga aaa ggc caa gat gat gaa gtg aga acg ttg atg gca aat ggc gec 3 98 

Arg Lys Gly Gin Asp Asp Glu Val Arg Thr Leu Met Ala Asn Gly Ala 
15 20 25 30 

cca ttc acc aca gac tgg ttt tec aaa ttg aga gtc tec tgt gga tat 446 
Pro Phe Thr Thr Asp Trp Phe Ser Lys Leu Arg Val Ser Cys Gly Tyr 

35 40 45 

ata ggt gat aat tgt aag aat ggt gca gat gtg aat gee aag gac atg 494 
lie Gly Asp Asn Cys Lys Asn Gly Ala Asp Val Asn Ala Lys Asp Met 

50 55 60 

ctg aag atg aca get ttg cat tgg gee aca gag cgc cac cat cga gat 542 
Leu Lys Met Thr Ala Leu His Trp Ala Thr Glu Arg His His Arg Asp 
65 70 75 

gtc gta gag tta ctt ate aaa tat gga get gat gtc cat get ttc age 590 
Val Val Glu Leu Leu lie Lys Tyr Gly Ala Asp Val His Ala Phe Ser 
80 85 90 

aaa ttt gat aaa tea gee ttt gac ata get ctg gag aaa aac aat get 638 
Lys Phe Asp Lys Ser Ala Phe Asp lie Ala Leu Glu Lys Asn Asn Ala 
95 100 105 110 

gag att ttg gtc ate etc cag gaa gca atg cag aat cag gtg aat gtt 686 
Glu lie Leu Val lie Leu Gin Glu Ala Met Gin Asn Gin Val Asn Val 

115 120 125 

aat cca gag aga gec aac cct gtg act gac cct gtg agt atg get get 734 
Asn Pro Glu Arg Ala Asn Pro Val Thr Asp Pro Val Ser Met Ala Ala 

130 135 140 

cca ttc ate ttc acg teg ggt gag gtt gtt aac etc gca age ctt att 782 
Pro Phe He Phe Thr Ser Gly Glu Val Val Asn Leu Ala Ser Leu He 
145 150 155 

tct tea acc aac acc aaa aca acc tea ggt gac ccc cat gee tea aca 830 
Ser Ser Thr Asn Thr Lys Thr Thr Ser Gly Asp Pro His Ala Ser Thr 
160 165 170 

gta cag ttt tea aat tct acc acc tea gtg ctg get acc ctt gca get 878 
Val Gin Phe Ser Asn Ser Thr Thr Ser Val Leu Ala Thr Leu Ala Ala 
175 180 185 190 
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ctt get gag gca tea gtc ccc etc tec aac tea cac aga gee aca gec 926 
Leu Ala Glu Ala Ser Val Pro Leu Ser Asn Ser His Arg Ala Thr Ala 

195 200 205 

aat aca gag gaa att ata gaa gga aat tec gtt gac tea tea ate cag 974 
Asn Thr Glu Glu lie lie Glu Gly Asn Ser Val Asp Ser Ser lie Gin 

210 215 220 

caa gta atg ggg agt gga ggc cag agg gtc ate ace ata gtg act gat 1022 
Gin Val Met Gly Ser Gly Gly Gin Arg Val He Thr He Val Thr Asp 
225 230 235 

gga gtc cct ctg ggt aat ate caa act tea ate cct act gga ggc att 1070 
Gly Val Pro Leu Gly Asn He Gin Thr Ser He Pro Thr Gly Gly He 
240 245 250 

ggc cag cca ttt att gta act gtg caa gat gga cag caa gtt eta act 1118 
Gly Gin Pro Phe He Val Thr Val Gin Asp Gly Gin Gin Val Leu Thr 
255 260 265 270 

gta cct get ggt aag ggt gca gag gag act gta att aaa gag gaa gaa 1166 
Val Pro Ala Gly Lys Gly Ala Glu Glu Thr Val He Lys Glu Glu Glu 

275 280 285 

gaa gag aag ttg cca eta aca aag aaa cca agg ata gga gag aag aca 1214 
Glu Glu Lys Leu Pro Leu Thr Lys Lys Pro Arg He Gly Glu Lys Thr 

290 295 300 

aac agt gtg gag gaa age aag gaa ggc aat gaa aga gag eta eta cag 1262 
Asn Ser Val Glu Glu Ser Lys Glu Gly Asn Glu Arg Glu Leu Leu Gin 
305 310 315 

caa caa etc cag gag gec aat cga aga gec cag gaa tac cga cac cag 1310 
Gin Gin Leu Gin Glu Ala Asn Arg Arg Ala Gin Glu Tyr Arg His Gin 
320 325 330 

etc eta aag aaa gag cag gaa gca gaa cag tac cgt ctt aag ctg gag 1358 
Leu Leu Lys Lys Glu Gin Glu Ala Glu Gin Tyr Arg Leu Lys Leu Glu 
335 340 345 350 

gec ata gec cga cag cag ccc aat gga gtt gat ttc ace atg gtt gaa 1406 
Ala He Ala Arg Gin Gin Pro Asn Gly Val Asp Phe Thr Met Val Glu 

355 360 365 

gag gtg get gag gta gat get gta gta gtc aca gag ggg gag ttg gaa 1454 
Glu Val Ala Glu Val Asp Ala Val Val Val Thr Glu Gly Glu Leu Glu 

370 375 380 

gag aga gag aca aaa gtg act ggg tea gca ggg gec acg gag cct cac 1502 
Glu Arg Glu Thr Lys Val Thr Gly Ser Ala Gly Ala Thr Glu Pro His 
385 390 395 

act aga ggt ttc cat ggc aac tgt ttc ate tta ata tgc aag ggc cac 1550 
Thr Arg Gly Phe His Gly Asn Cys Phe He Leu He Cys Lys Gly His 
400 405 410 

aat ttg cac tgt gtt cat att aat cct ctt tta aaa aag gaa ata tac 1598 
Asn Leu His Cys Val His He Asn Pro Leu Leu Lys Lys Glu He Tyr 
415 420 425 430 

aga aga caa aca ttg tat aaa aac taa gagtg tctttaagaa gaaaactata 1650 
Arg Arg Gin Thr Leu Tyr Lys Asn * 

435 
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gcagggtaca 


atgcttgggc 


tcaggaagtt tctctgtgca actagaaaat 


tcaaagccat 


1710 


atttagggaa 


cattttttct 


gaggggccaa aagaataaag gaccaaattt 


cttagctcat 


1770 


atcattgctt 


taaacataga 


agtaaaagaa tactgcatgt tgtgggttga 


tttttttttt 


1830 


ttaaataact 


gactttctca 


caaaagattt taagataaca tttctaatat 


atatgcacca 


1890 


atatatatgc 


ctttaataat 


tataccatca agtgacctga aaatgcccct 


tagatttatg 


1950 


atcrecrfcafccfc 


crfc tcrcraaaaa 


ccaat - hcrcTAa CTcrcraacit*t"acr acaacrctfcfccr 


crcrcra a era era a 


9010 


aaggaatata 


gtccatttcc 


aaaggagcag gaactcccaa ccttaagtta 


atttcactga 


2070 


agagaatttt 


cccttttttt 


tttttttttg gaaacaaagg ggattttaac 


ttcaaaaaaa 


2130 


aaaaaa 








2136 



<210> 886 
<211> 1335 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . ♦ (1335) 

<400> 886 

atg att gaa gac aat aag gag aac aaa gac cat tec tta gaa agg gga 48 
Met lie Glu Asp Asn Lys Glu Asn Lys Asp His Ser Leu Glu Arg Gly 
1 5 10 15 

aga gca agt etc att ttt tec tta aag aat gaa gtt gga gga ctt ata 96 
Arg Ala Ser Leu lie Phe Ser Leu Lys Asn Glu Val Gly Gly Leu lie 

20 25 30 

aaa. gcc ctg aaa ate ttt cag gag aag cat gtg aat ctg tta cat ate 144 
Lys Ala Leu Lys lie Phe Gin Glu Lys His Val Asn Leu Leu His lie 
35 40 45 

gag tec cga aaa tea aaa aga aga aac tea gaa ttt gag att ttt gtt 192 
Glu Ser Arg Lys Ser Lys Arg Arg Asn Ser Glu Phe Glu lie Phe Val 
50 55 60 

gac tgt gac ate aac aga gaa caa ttg aat gat att ttt cat ctg ctg 240 
Asp Cys Asp lie Asn Arg Glu Gin Leu Asn Asp lie Phe His Leu Leu 
65 70. 75 80 

aag tct cat ace aat gtt etc tct gtg aat eta cca gat aat ttt act 288 
Lys Ser His Thr Asn Val Leu Ser Val Asn Leu Pro Asp Asn Phe Thr 

85 90 95 

ttg aag gaa gat ggt atg gaa act gtt cct tgg ttt cca aag aag att 336 
Leu Lys Glu Asp Gly Met Glu Thr Val Pro Trp Phe Pro Lys Lys lie 

100 105 110 

tct gac ctg gac cat tgt gcc aac aga gtt ctg atg tat gga tct gaa 384 
Ser Asp Leu Asp His Cys Ala Asn Arg Val Leu Met Tyr Gly Ser Glu 
115 120 125 



eta gat gca gac cat cct ggc ttc aaa gac aat gtc tac cgt aaa cgt 
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Leu Asp Ala Asp His Pro Gly Phe Lys Asp Asn Val Tyr Arg Lys Arg 
130 135 140 

cga aag tat ttt gcg gac ttg get atg aac tat aaa cat gga gac ccc 480 
Arg Lys Tyr Phe Ala Asp Leu Ala Met Asn Tyr Lys His Gly Asp Pro 
145 150 155 160 

att cca aag gtt gaa ttc act gaa gag gag att aag acc tgg gga acc 52 8 

lie Pro Lys Val Glu Phe Thr Glu Glu Glu lie Lys Thr Trp Gly Thr 

165 170 175 

gta ttc caa gag etc aac aaa etc tac cca acc cat get tgc aga gag 576 
Val Phe Gin Glu Leu Asn Lys Leu Tyr Pro Thr His Ala Cys Arg Glu 

180 185 190 

tat etc aaa aac tta cct ttg ctt tct aaa tat tgt gga tat egg gag 624 
Tyr Leu Lys Asn Leu Pro Leu Leu Ser Lys Tyr Cys Gly Tyr Arg Glu 
195 200 205 

gat aat ate cca caa ttg gaa gat gtc tec aac ttt tta aaa gag cgt 672 
Asp Asn lie Pro Gin Leu Glu Asp Val Ser Asn Phe Leu Lys Glu Arg 
210 215 220 

aca ggt ttt tec ate cgt cct gtg get ggt tac tta tea cca aga gat 720 
Thr Gly Phe Ser lie Arg Pro Val Ala Gly Tyr Leu Ser Pro Arg Asp 
225 230 235 240 

ttc tta tea ggt tta gee ttt cga gtt ttt cac tgc act caa tat gtg 768 
Phe Leu Ser Gly Leu Ala Phe Arg Val Phe His Cys Thr Gin Tyr Val 

245 250 255 

aga cac agt tea gac ccc ttc tat acc cca gag ccg gat acc tgc cat 816 
Arg His Ser Ser Asp Pro Phe Tyr Thr Pro Glu Pro Asp Thr Cys His 

260 265 270 

gaa etc tta ggt cac gtt ccc ctt ttg get gag cca agt ttt get cag 864 
Glu Leu Leu Gly His Val Pro Leu Leu Ala Glu Pro Ser Phe Ala Gin 
275 280 285 

ttc tec caa gaa att ggc ctg get tec ctt gga get tea gag gag get 912 
Phe Ser Gin Glu He Gly Leu Ala Ser Leu Gly Ala Ser Glu Glu Ala 
290 295 300 

gtt caa aaa ctg gca acg tgc tac ttt ttc act gtg gag ttt ggt eta 960 
Val Gin Lys Leu Ala Thr Cys Tyr Phe Phe Thr Val Glu Phe Gly Leu 
305 310 315 320 

tgt aaa caa gac gga cag tta cga gtc ttc ggc get ggc tta ctt tct 1008 
Cys Lys Gin Asp Gly Gin Leu Arg Val Phe Gly Ala Gly Leu Leu Ser 

325 330 335 

tct ate agt gaa etc aaa cat gtg ctt tct gga cat gee aaa gta aag 1056 
Ser He Ser Glu Leu Lys His Val Leu Ser Gly His Ala Lys Val Lys 

340 345 350 

cct ttt gat ccc aag att acc tgc aaa caa gaa tgc etc ate aca act 1104 
Pro Phe Asp Pro Lys He Thr Cys Lys Gin Glu Cys Leu He Thr Thr 
355 360 365 

ttt cag gat gtc tac ttt gta tct gaa agt ttt gaa gat gca aag gag 1152 
Phe Gin Asp Val Tyr Phe Val Ser Glu Ser Phe Glu Asp Ala Lys Glu 
370 375 380 

aag atg aga gaa ttt acc aaa aca att aag cgt ccc ttt gga gtg aaa 12 00 
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Lys Met Arg Glu Phe Thr Lys Thr lie Lys Arg Pro Phe Gly Val Lys 
385 390 395 400 

# 

tat aat ccc tac aca cga age att cag ate ctg aaa gac gec aaa age 1248 
Tyr Asn Pro Tyr Thr Arg Ser lie Gin lie Leu Lys Asp Ala Lys Ser 

405 410 415 

ata acg aat gec atg aac gag ctg egg cat gat ctt gac gtt gtc age 12 96 

lie Thr Asn Ala Met Asn Glu Leu Arg His Asp Leu Asp Val Val Ser 

420 425 430 

gac gee ctt ggg aag gtc age agg aag ccg agt ate taa 1335 
Asp Ala Leu Gly Lys Val Ser Arg Lys Pro Ser He * 
435 440 445 



<210> 887 
<211> 3266 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (166) . . (2742) 
<400> 887 

ategattgea atagctatct attcgatgat gaagataccc caccaaaccc aaaaaaagag 60 

atctctcgag gatccgaatt cgcggtcgcg tccgcgtcgc cgccatcctc ggcgcgactc 120 

gcttctttcg gttctacctg ggagaatcca ccgccatccg ccacc atg gtg aac 174 

Met Val Asn 
1 

ttc acg gta gac cag ate cgc gec ate atg gac aag aag gee aac ate 222 
Phe Thr Val Asp Gin He Arg Ala He Met Asp Lys Lys Ala Asn He 
5 10 15 

cgc aac atg tct gtc ate gee cac gtg gac cat ggc aag tec acg ctg 270 
Arg Asn Met Ser Val He Ala His Val Asp His Gly Lys Ser Thr Leu 
20 25 30 35 

aca gac tec ctg gtg tgc aag gcg ggc ate ate gee teg gec egg gee 318 
Thr Asp Ser Leu Val Cys Lys Ala Gly He He Ala Ser Ala Arg Ala 

40 45 50 

ggg gag aca cgc ttc act gat ace egg aag gac gag cag gag cgt tgc 366 
Gly Glu Thr Arg Phe Thr Asp Thr Arg Lys Asp Glu Gin Glu Arg Cys 

55 60 65 

ate acc ate aag tea act gee ate tec etc ttc tac gag etc teg gag 414 
He Thr He Lys Ser Thr Ala He Ser Leu Phe Tyr Glu Leu Ser Glu 
70 75 80 

aat gac ttg aac ttc ate aag cag age aag gac ggt gee ggc ttc etc 462 
Asn Asp Leu Asn Phe He Lys Gin Ser Lys Asp Gly Ala Gly Phe Leu 
85 90 95 

ate aac etc att gac tec ccc ggg cat gtc gac ttc tec teg gag gtg 510 
He Asn Leu He Asp Ser Pro Gly His Val Asp Phe Ser Ser Glu Val 
100 105 110 115 
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act get gec etc cga gtc acc gat ggc gca ttg gtg gtg gtg gac tgc 558 
Thr Ala Ala Leu Arg Val Thr Asp Gly Ala Leu Val Val Val Asp Cys 

120 125 130 

gtg tea ggc gtg tgc gtg cag acg gag aca gtg ctg egg cag gee att 606 
Val Ser Gly Val Cys Val Gin Thr Glu Thr Val Leu Arg Gin Ala He 

135 140 145 

gec gag cgc ate aag cct gtg ctg atg atg aac aag atg gac cgc gec 654 
Ala Glu Arg He Lys Pro Val Leu Met Met Asn Lys Met Asp Arg Ala 
150 155 160 

ctg ctg gag ctg cag ctg gag ccc gag gag etc tac cag act ttc cag 702 
Leu Leu Glu Leu Gin Leu Glu Pro Glu Glu Leu Tyr Gin Thr Phe Gin 
165 170 175 

cgc ate gtg gag aac gtg aac gtc ate ate tec acc tac ggc gag ggc 750 
Arg He Val Glu Asn Val Asn Val He He Ser Thr Tyr Gly Glu Gly 
180 185 190 195 

gag age ggc ccc atg ggc aac ate atg ate gat cct gtc etc ggt acc 798 
Glu Ser Gly Pro Met Gly Asn He Met He Asp Pro Val Leu Gly Thr 

•200 205 210 

gtg ggc ttt ggg tct ggc etc cac ggg tgg gee ttc acc ctg aag cag 846 

Val Gly Phe Gly Ser Gly Leu His Gly Trp Ala Phe Thr Leu Lys Gin 

215 220 225 

* 

ttt gee gag atg tat gtg gee aag ttc gec gee aag ggg gag ggc cag 894 

Phe Ala Glu Met Tyr Val Ala Lys Phe Ala Ala Lys Gly Glu Gly Gin 
230 235 240 

ttg ggg cct gee gag egg gee aag aaa gta gag gac atg atg aag aag 942 
Leu Gly Pro Ala Glu Arg Ala Lys Lys Val Glu Asp Met Met Lys Lys 
245 250 255 

ctg tgg ggt gac agg tac ttt gac cca gee aac ggc aag ttc age aag 990 
Leu Trp Gly Asp Arg Tyr Phe Asp Pro Ala Asn Gly Lys Phe Ser Lys 
260 265 270 275 

tea gee acc age ccc gaa ggg aag aag ctg cca cgc acc ttc tgc cag 1038 
Ser Ala Thr Ser Pro Glu Gly Lys Lys Leu Pro Arg Thr Phe Cys Gin 

280 285 290 

ctg ate ctg gac ccc ate ttc aag gtg ttt gat gcg ate atg aat ttc 1086 
Leu He Leu Asp Pro He Phe Lys Val Phe Asp Ala He Met Asn Phe 

295 300 305 

aag aaa gag gag aca gca aaa ctg ata gag aaa ctg gac ate aaa ctg 1134 
Lys Lys Glu Glu Thr Ala Lys Leu He Glu Lys Leu Asp He Lys Leu 
310 315 320 

gac age gag gac aag gac aaa gaa ggc aaa ccc ctg ctg aag get gtg 1182 
Asp Ser Glu Asp Lys Asp Lys Glu Gly' Lys Pro Leu Leu Lys Ala Val 
325 330 335 

atg cgc cgc tgg ctg cct gee gga gac gee ttg ttg cag atg ate acc 1230 
Met Arg Arg Trp Leu Pro Ala Gly Asp Ala Leu Leu Gin Met He Thr 
340 345 350 355 

ate cac ctg ccc tec cct gtg acg gee cag aag tac cgc tgc gag etc 12 78 

He His Leu Pro Ser Pro Val Thr Ala Gin Lys Tyr Arg Cys Glu Leu 

360 365 370 
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ctg tac gag ggg ccc ccg gac gac gag get gec atg ggc att aaa age 1326 
Leu Tyr Glu Gly Pro Pro Asp Asp Glu Ala Ala Met Gly lie Lys Ser 

375 380 385 

tgt gac ccc aaa ggc cct ctt atg atg tat att tec aaa atg gtg cca 1374 

Cys Asp Pro Lys Gly Pro Leu Met Met Tyr lie Ser Lys Met Val Pro 

390 395 400 

acc tec gac aaa ggt egg ttc tac gec ttt gga cga gtc ttc teg ggg 1422 

Thr Ser Asp Lys Gly Arg Phe Tyr Ala Phe Gly Arg Val Phe Ser Gly 

405 410 415 

ct 9f gtc tec act ggc ctg aag gtc agg ate atg ggg ccc aac tat acc 1470 
Leu Val Ser Thr Gly Leu Lys Val Arg lie Met Gly Pro Asn Tyr Thr 

420 425 430 435 

cct ggg aag aag gag gac etc tac ctg aag cca ate cag aga aca ate 1518 
Pro Gly Lys Lys Glu Asp Leu Tyr Leu Lys Pro lie Gin Arg Thr lie 

440 445 450 

ttg atg atg ggc cgc tac gtg gag ccc ate gag gat gtg cct tgt ggg 1566 

Leu Met Met Gly Arg Tyr Val Glu Pro lie Glu Asp Val Pro Cys Gly 

455 460 465 

aac att gtg ggc etc gtg ggc gtg gac cag ttc ctg gtg aag acg ggc 1614 
Asn lie Val Gly Leu Val Gly Val Asp Gin Phe Leu Val Lys Thr Gly 

470 475 480 

acc ate acc acc ttc gag cac gcg cac aac atg egg gtg atg aag ttc 1662 

Thr He Thr Thr Phe Glu His Ala His Asn Met Arg Val Met Lys Phe 

485 490 495 

age gtc age cct gtt gtc aga gtg gee gtg gag gee aag aac ccg get 1710 

Ser Val Ser Pro Val Val Arg Val Ala Val Glu Ala Lys Asn Pro Ala 

500 505 510 515 

gac ctg ccc aag ctg gtg gag ggg ctg aag egg ctg gee aag tec gac 1758 

Asp Leu Pro Lys Leu Val Glu Gly Leu Lys Arg Leu Ala Lys Ser Asp 

' 520 525 530 

ccc atg gtg cag tgc ate ate gag gag teg gga gag cac ate ate gcg 18 06 

Pro Met Val Gin Cys He He Glu Glu Ser Gly Glu His He He Ala 

535 540 545 

ggc gee ggc gag ctg cac ctg gag ate tgc ctg aag gac ctg gag gag 1854 

Gly Ala Gly Glu Leu His Leu Glu He Cys Leu Lys Asp Leu Glu Glu 

550 555 560 

gac cac gee tgc ate ccc ate aag aaa tct gac ccg gtc gtc teg tac 1902 

Asp His Ala Cys He Pro lie Lys Lys Ser Asp Pro Val Val Ser Tyr 

565 570 575 

cgc gag acg gtc agt gaa gag teg aac gtg etc tgc etc tec aag tec 1950 

Arg Glu Thr Val Ser Glu Glu Ser Asn Val Leu Cys Leu Ser Lys Ser 

580 585 590 595 

ccc aac aag cac aac egg ctg tac atg aag gcg egg ccc ttc ccc gac 1998 

Pro Asn Lys His Asn Arg Leu Tyr Met Lys Ala Arg Pro Phe Pro Asp 

600 605 610 

ggc ctg gee gag gac ate gat aaa ggc gag gtg tec gee cgt cag gag 2046 

Gly Leu Ala Glu Asp He Asp Lys Gly Glu Val Ser Ala Arg Gin Glu 

615 620 625 
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etc aag cag egg gcg cgc tac ctg gec gag aag tac gag tgg gac gtg 2094 
Leu Lys Gin Arg Ala Arg Tyr Leu Ala Glu Lys Tyr Glu Trp Asp Val 
630 635 640 

get gag gec cgc aag ate tgg tgc ttt ggg ccc gac ggc ace ggc ccc 2142 
Ala Glu Ala Arg Lys lie Trp Cys Phe Gly Pro Asp Gly Thr Gly Pro ' 
645 650 655 

aac ate etc acc gac ate acc aag ggt gtg cag tac etc aac gag ate 2190 
Asn lie Leu Thr Asp lie Thr Lys Gly Val Gin Tyr Leu Asn Glu He 
660 665 670 675 

aag gac agt gtg gtg gee ggc ttc cag tgg gee acc aag gag ggc gca 2238 
Lys Asp Ser Val Val Ala Gly Phe Gin Trp Ala Thr Lys Glu Gly Ala 

680 685 690 

ctg tgt gag gag aac atg egg ggt gtg cgc ttc gac gtc cac gac gtc 22 86 

Leu Cys Glu Glu Asn Met Arg Gly Val- Arg Phe Asp Val His Asp Val 

695 700 705 

acc ctg cac gee gac gee ate cac cgc gga ggg ggc cag ate ate ccc 2334 
Thr Leu His Ala Asp Ala He His Arg Gly Gly Gly Gin He He Pro 
710 715 720 

aca gca egg cgc tgc etc tac gee agt gtg ctg acc gee cag cca cgc 2382 
Thr Ala Arg Arg Cys Leu Tyr Ala Ser Val Leu Thr Ala Gin Pro Arg 
725 730 735 

etc atg gag ccc ate tac ctt gtg gag ate cag tgt cca gag cag gtg 2430 
Leu Met Glu Pro He Tyr Leu Val Glu He Gin Cys Pro Glu Gin Val 
740 745 750 755 

9 tc ggt ggc ate tac ggg gtt ttg aac.agg aag egg ggc cac gtg ttc 24 78 

Val Gly Gly He Tyr Gly Val Leu Asn Arg Lys Arg Gly His Val Phe 

760 765 770 

gag gag tec cag gtg gee ggc acc ccc atg ttt gtg gtc aag gee tat 2526 
Glu Glu Ser Gin Val Ala Gly Thr Pro Met Phe Val Val Lys Ala Tyr 

775 780 785 

ctg ccc gtc aac gag tec ttt ggc ttc acc get gac ctg agg tec aac 2574 
Leu Pro Val Asn Glu Ser Phe Gly Phe Thr Ala Asp Leu Arg Ser Asn 
790 795 800 

acg ggc ggc cag gcg ttc ccc cag tgt gtg ttt gac cac. tgg cag ate 2622 
Thr Gly Gly Gin Ala Phe Pro Gin Cys Val Phe Asp His Trp Gin He 
805 810 815 

ctg ccc gga gac ccc ttc gac aac age age cgc ccc age cag gtg gtg 2670 
Leu Pro Gly Asp Pro Phe Asp Asn Ser Ser Arg Pro Ser Gin Val Val 
820 825 830 835 

gcg gag acc cgc aag cgc aag ggc ctg aaa gaa ggc ate cct gec ctg 2718 
Ala Glu Thr Arg Lys Arg Lys Gly Leu Lys Glu Gly He Pro Ala Leu 

840 845 850 

gac aac ttc ctg gac aaa ttg tag gcggcccttc ctgcagcgcc tgccgccccg 2772 
Asp Asn Phe Leu Asp Lys Leu * 

855 

gggactcgea gcacccacag caccacgtcc tcgaattctc agacgacacc tggagactgt 2832 
cccgacacag cgacgctccc ctgagaggtt tctggggccc gctgcgtgcc atcactcaac 2892 
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cataacactt gatgccgttt ctttcaatat ttatttccag agtccggagg cagcagacac 2952 

gccctcttag tagggactta atgggccggt cggggagggg gaggcgggat gggacaccca 3012 

acactttttc catttcttca gagggaaact cagatgtcca aactaatttt tcaaaaccta 3072 

attttaacaa acgcattaag aggtttattt gggtacatgg cccgcagtgg cttttgcccc 3132 

agaaagggga aaggaacacg cgggtagatg atttctagca ggcaggaagt cctgtgcggt 3192 

gtcaccatga gcacctccag ctgtactagt gccattggaa taataaattt gataaggtgg 3252 

tgaaaaaaaa aaaa 3266 



<210> 888 
<211> 833 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (174) . . (818) 

<400> 888 

ctcgtagccg gtcgcctgcg gtaccggtcc ggaattcccg ggtcgaccca cgcgtccgct 60 

cttcaaccag gagccgagat ttctgttgct ctgaagccat ccaggggtct ttaaccagaa 120 

gagagaggag agcctcagga gttaggacca gaagaagcca gggaagcagt gca atg 176 

Met 
1 

get tea aaa ate ttg ctt aac gta caa gag gag gtg ace tgt ccc ate 224 
Ala Ser Lys lie Leu Leu Asn Val Gin Glu Glu Val Thr Cys Pro lie 

5 10 15 

tgc ctg gag ctg ttg aca gaa ccc ttg agt eta gac tgt ggc cac age 2 72 

Cys Leu Glu Leu Leu Thr Glu Pro Leu Ser Leu Asp Cys Gly His Ser 
20 25 30 

etc tgc cga gee tgc ate act gtg age aac aag gag gca gtg ace age 320 
Leu Cys Arg Ala Cys He Thr Val Ser Asn Lys Glu Ala Val Thr Ser 
35 40 45 

a tg 9'9' a 99 a aaa a ST c a 9 c tgt cct gtg tgt ggt ate agt tac tea ttt 368 
Met Gly Gly Lys Ser Ser Cys Pro Val Cys Gly He Ser Tyr Ser Phe 
50 55 60 65 

gaa cat eta cag get aat cag cat ctg gec aac ata gtg gag aga etc 416 
Glu His Leu Gin Ala Asn Gin His Leu Ala Asn He Val Glu Arg. Leu 

70 75 80 

aag gag gtc aag ttg age cca gac aat ggg aag aag aga gat etc tgt 464 
Lys Glu Val Lys Leu Ser Pro Asp Asn Gly Lys Lys Arg Asp Leu Cys 

85 90 95 

gat cat cat gga gag aaa etc eta etc ttc tgt aag gag gat agg aaa 512 
Asp His His Gly Glu Lys Leu Leu Leu Phe Cys Lys Glu Asp Arg Lys 
100 105 110 
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gtc att tgc tgg ctt tgt gag egg tct cag gag cac cgt ggt cac cac 560 

Val lie Cys Trp Leu Cys Glu Arg Ser Gin Glu His Arg Gly His His 
115 120 125 

aca gtc etc acg gag gaa gta ttc aag gaa tgt cag gag aaa etc cag 608 

Thr Val Leu Thr Glu Glu Val Phe Lys Glu Cys Gin Glu Lys Leu Gin 
130 135 140 145 

gca gtc etc aag agg ctg aag aag gaa gag gag gaa get gag aag ctg 656 

Ala Val Leu Lys Arg Leu Lys Lys Glu Glu Glu Glu Ala Glu Lys Leu 

150 155 160 

gaa get gac ate aga gaa gag aaa act tec tgg aag tat cag gta caa 704 

Glu Ala Asp lie Arg Glu Glu Lys Thr Ser Trp Lys Tyr Gin Val Gin 

165 170 175 

act gag aga caa agg ata caa aca gaa ttt gat cag ctt aga age ate 752 

Thr Glu Arg Gin Arg lie Gin Thr Glu Phe Asp Gin Leu Arg Ser lie 
180 185 190 

eta aat aat gag gag cag aga gag ctg caa aga ttg gaa aaa aaa aaa 800 

Leu Asn Asn Glu Glu Gin Arg Glu Leu Gin Arg Leu Glu Lys Lys Lys 
195 200 205 

aaa aag ate ttt aat taa gcggccgcaa gctta 833 
Lys Lys lie Phe Asn * 
210 215 



<210> 889 
<211> 2385 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103) . . (1935) 
<400> 889 

attccgagag agagacgccc tggaaggtct gtatcagcgt ctgtcgcgct gggacccaca 60 

ctggctttta aggaggacac ccggacacct ggaagctggg aa atg gac tea gtg 114 

Met Asp Ser Val 
1 

gee ttt gaa gat gtg get gtg aac ttc aca caa gag gag tgg get ttg 162 
Ala Phe Glu Asp Val Ala Val Asn Phe Thr Gin Glu Glu Trp Ala Leu 
5 10 15 20 

ctg ggt cca tea cag aag agt etc tac aga aat gtc atg cag gaa acc 210 
Leu Gly Pro Ser Gin Lys Ser Leu Tyr Arg Asn Val Met Gin Glu Thr 

25 30 35 

att agg aac ctg gac tgt ata gaa atg aaa tgg gag gac cag aac att 258 
lie Arg Asn Leu Asp Cys lie Glu Met Lys Trp Glu Asp Gin Asn lie 

40 45 50 

gga gat cag tgc caa aat gee aag aga aat eta aga agt cat aca tgt 306 
Gly Asp Gin Cys Gin Asn Ala Lys Arg Asn Leu Arg Ser His Thr Cys 
55 60 65 
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gaa att aaa gat gac agt caa tgt gga gaa act ttt ggc cag att cca 354 
Glu lie Lys Asp Asp Ser Gin Cys Gly Glu Thr Phe Gly Gin lie Pro 
70 75 80 

gat agt att gtg aac aag aac act cct cga gta aat cca tgt gac agt 402 
Asp Ser lie Val Asn Lys Asn Thr Pro Arg Val Asn Pro Cys Asp Ser 
85 90 95 100 

ggt gag tgt gga gaa gtc gtc ttg ggt cat teg tct ctt aat tgc aac 450 
Gly Glu Cys Gly Glu Val Val Leu Gly His Ser Ser Leu Asn Cys Asn 

105 110 115 

ate aga gtt gac act gga cac aaa tea tgt gag cat cag gaa tat gga 4 98 

He Arg Val Asp Thr Gly His Lys Ser Cys Glu His Gin Glu Tyr Gly 

120 125 130 

gag aag cca tat aca cat aaa caa cgt ggg aaa gec ate agt cat cag 546 
Glu Lys Pro Tyr Thr His Lys Gin Arg Gly Lys Ala He Ser His Gin 
135 140 145 

cac tec ttc cag aca cat gaa agg ccc ccc ace gga aag aaa ccc ttc 594 
His Ser Phe Gin Thr His Glu Arg Pro Pro Thr Gly Lys Lys Pro Phe 
150 155 160 

gat tgt aaa gaa tgt gca aaa acc ttt agt tct ctt gga aac etc cga 642 
Asp Cys Lys Glu Cys Ala Lys Thr Phe Ser Ser Leu Gly Asn Leu Arg 
165 170 175 180 

aga cac atg gcg gca cac cat gga gat gga cct tat aaa tgt aag ttg 690 
Arg His Met Ala Ala His His Gly Asp Gly Pro Tyr Lys Cys Lys Leu 

185 190 195 

tgt ggg aaa gee ttt gtt tgg ccc agt tta ttt cat ttg cac gaa aga 73 8 

Cys Gly Lys Ala Phe Val Trp Pro Ser Leu Phe His Leu His Glu Arg 

200 205 210 

aca cac act gga gag aaa ccg tat gaa tgt aag cag tgt tct aaa gee 786 
Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Gin Cys Ser Lys Ala 
215 220 225 

ttt cct ttt tac agt tec tat eta aga cat gaa aga ate cac acg gga 834 
Phe Pro Phe Tyr Ser Ser Tyr Leu Arg His Glu Arg He His Thr Gly 
230 235 240 

gag aaa gcg tat gaa tgt aag cag tgt tec aaa gec ttt cct gat tac 882 
Glu Lys Ala Tyr Glu Cys Lys Gin Cys Ser Lys Ala Phe Pro Asp Tyr 
245 250 255 260 

agt acc tat eta aga cat gag aga act cac acc gga gag aaa ccc tat 930 
Ser Thr Tyr Leu Arg His Glu Arg Thr His Thr Gly Glu Lys Pro Tyr 

265 270 275 

aaa tgt aca caa tgt ggg aaa gee ttc age tgt tac tat tac act cga 978 
Lys Cys Thr Gin Cys Gly Lys Ala Phe Ser Cys Tyr Tyr Tyr Thr Arg 

280 285 290 

eta cat gaa agg act cac acg gga gaa caa ccc tat gca tgt aag caa 1026 
Leu His Glu Arg Thr His Thr Gly Glu Gin Pro Tyr Ala Cys Lys Gin 
295 300 305 

tgt 999 aaa acg ttt tat cat cac aca age ttt cga aga cac atg ata 1074 
Cys Gly Lys Thr Phe Tyr His His Thr Ser Phe Arg Arg His Met He 
310 315 320 
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agg cac act gga gac gga cca cat aaa tgt aag ata tgt ggg aaa ggc 1122 
Arg His Thr Gly Asp Gly Pro His Lys Cys Lys lie Cys Gly Lys Gly 
325 330 335 340 

ttt gat tgt cct agt tea gtt cga aat cat gaa act act cac act gga 1170 
Phe Asp Cys Pro Ser Ser Val Arg Asn His Glu Thr Thr His Thr Gly 

345 350 355 

gag aaa ccc tat gaa tgt aag cag tgt ggg aaa gtg tta tct cat age 1218 
Glu Lys Pro Tyr Glu Cys Lys Gin Cys Gly Lys Val Leu Ser His Ser 

360 365 370 

teg age ttt cga agt cac atg ata aca cac aca gga gat gga ccc cag 1266 
Ser Ser Phe Arg Ser His Met lie Thr His Thr Gly Asp Gly Pro Gin 
375 380 385 

aaa tgc aag ata tgt ggg aaa gee ttt ggt tgt ccc agt tta ttt caa 1314 
Lys Cys Lys lie Cys Gly Lys Ala Phe Gly Cys Pro Ser Leu Phe Gin 
390 395 400 

aga cat gaa agg act cac act gga gag aaa ccc tat caa tgt aaa caa .1362 
Arg His Glu Arg Thr His Thr Gly Glu Lys Pro Tyr Gin Cys Lys Gin 
405 410 415 420 

tgt ggt aaa gee ttc agt ctt gee ggt tec ctt cga aga cat gaa gca 1410 
Cys Gly Lys Ala Phe Ser Leu Ala Gly Ser Leu Arg Arg His Glu Ala 

425 430 435 

act cac act gga gtg aaa ccc tat aaa tgt cag tgt ggg aaa gec ttt 1458 
Thr His Thr Gly Val Lys Pro Tyr Lys Cys Gin Cys Gly Lys Ala Phe 

440 445 450 

agt gat etc tct tec ttt caa aat cat gag aca act cac act gga gag 1506 
Ser Asp Leu Ser Ser Phe Gin Asn His Glu Thr Thr His Thr Gly Glu 
455 460 465 

aag cca tat gag tgt aag gaa tgt ggg aaa gca ttc agt tgt ttc aaa 1554 
Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Ser Cys Phe Lys 
470 475 480 

tac ctt tct caa cat aaa agg ace cac aca gta gaa aaa cct tat gag 1602 
Tyr Leu Ser Gin His Lys Arg Thr His Thr Val Glu Lys Pro Tyr Glu 
485 490 495 500 

tgt aaa aca tgt aga aaa gee ttc agt cat ttc agt aac tta aaa gtc 1650 
Cys Lys Thr Cys Arg Lys Ala Phe Ser His Phe Ser Asn Leu Lys Val 

505 510 515 

cat gaa agg att cac tct gga gag aag cca tat gaa tgt aag gaa tgt 1698 
His Glu Arg lie His Ser Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys 

520 525 530 

gga aaa gca ttc tct tgg etc act tgc ctt eta cga cat gaa aga att 1746 
Gly Lys Ala Phe Ser Trp Leu Thr Cys Leu Leu Arg His Glu Arg lie 
535 540 545 

cac act gga gag aaa ccc tat gaa tgt eta caa tgt ggt aaa gee ttc 1794 
His Thr Gly Glu Lys Pro Tyr Glu Cys Leu Gin Cys Gly Lys Ala Phe 
550 555 560 

act cgt tec cgt ttc ctt cga gga cat gaa aaa act cac act gga gag 1842 
Thr Arg Ser Arg Phe Leu Arg Gly His Glu Lys Thr His Thr Gly Glu 
565 570 575 580 
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aag ctg tat gaa tgt aag gaa tgt ggg aaa gca ttg agt tct etc cgt 1890 

Lys Leu Tyr Glu Cys Lys Glu Cys Gly Lys Ala Leu Ser Ser Leu Arg 

585 590 595 

tec ttg cat aga cat aaa agg act cac tgg aaa gat act etc taa atg 1938 
Ser Leu His Arg His Lys Arg Thr His Trp Lys Asp Thr Leu * 





600 


605 


610 




tatggaatgt 


gggaaaacat 


tcagtacttt 


aatttcagaa 


acttgaaaga actcactttg 


1998 


gagatagacc 


ctatgaatgt 


aaacatggga 


taaagectta 


agtagtttca atttttttaa 


2058 


»•» ±m irw ^— wmm 

atacagctat. 


cccccaatat 


attgeagggg 


attggttcca 


gcaccctcta aatccacaga 


2118 


tgccaagtcc 


tttgttatat 


ggcatatttg 


catgtaacct 


atgeatatec tccagtatac 


2178 


tgtgtaaatc 


atctctagat 


gacttttaat 


acctcatgca 


ttgtaaaagc tatgtaaata 


2238 


gttgtttgat 


tgtattgttt 


agagaatcat 


gacaagaaaa 


atagtctcta catgttcgat 


2298 


gcagacacaa 


ecattgeagg 


cccacctacg 


tggtatatgt 


cacccagaac attaaaattt 


2358 


gttttaacat 


tcaaaaaaaa 


aaaaaaa 




• 


2385 


<210> 
<211> 
<212> 
<213> 


890 

1045 

DNA 

Homo sapiens 








<220> 
<22±> 
<222> 


CDS 

(302) . . (889) 








<400> 
gaaggcagct 


890 

cgtggcgact 


gtccgtggtg 


ctgagcgccg 


gcgagagctg gcgcggagcg 


*- 

60 


getgategge 


tccctcgaac 


tggggaggtc 


cagtggggtc 


gettagggee caaagccccc 


120 


acccggctcc 


aaaagctccc 


agggcctccc 


caggcaccgg 


tgctcggccc ttccttcggt 


180 


cagaaagtcg 


ccccctgggg gcagttcgtc 


ccaaagggtt 


tcctcgaaag aatctgagag 


240 


ggcgcagtcc 


ttgaccgagg gaatctctct gtgtagcctt 


ggaagccgcc agccccagaa 


300 



g atg cct gcc ttc aat aga ttg ttt ccc ctg get tct etc gtg ctt 346 
Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu 
15 10 15 



ate tac tgg gtc agt gtc tgc ttc cct gtg tgt gtg gaa gtg ccc teg 394 
lie Tyr Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser 

20 25 30 

gag acg gag gcc gtg cag ggc aac ccc atg aag ctg cgc tgc ate tec 442 
Glu Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu Arg Cys lie Ser 

35 40 45 

tgc atg aag aga gag gag gtg gag gcc ace acg gtg gtg gaa tgg ttc 490 
Cys Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val Glu Trp Phe 
50 55 60 

tac agg ccc gag ggc ggt aaa gat ttc ctt att tac gag tat egg aat 538 
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Tyr Arg Pro Glu Gly Gly Lys Asp Phe Leu He Tyr Glu Tyr Arg Asn 

65 70 75 

ggc cab cag gag gtg gag age ccc ttt cag ggg cgc ctg cag tgg aat 586 
Gly His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg Leu Gin Trp Asn 
80 85 90 95 

ggc age aag gac ctg cag gac gtg tec ate act gtg etc aac gtc act 634 
Gly Ser Lys Asp Leu Gin Asp Val Ser He Thr Val Leu Asn Val Thr 

100 105 110 

ctg aac gac tct ggc etc tac acc tgc aat gtg tec egg gag ttt gag 682 
Leu Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser Arg Glu Phe Glu 

115 120 125 

ttt gag gcg cat egg ccc ttt gtg aag acg acg egg ctg ate ccc eta 730 
Phe Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg Leu He Pro Leu 
130 135 140 

aga gtc acc gag gag get gga gag gac ttc acc tct gtg gtc tea gaa 778 
Arg Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu 
145 150 155 

« 

ate atg atg tac ate ctt ctg gtc ttc etc acc ttg tgg ctg etc ate 826 

He Met Met Tyr He Leu Leu Val Phe Leu Thr Leu Trp Leu Leu He 

160 165 170 175 

gag atg ata tat tgc tac aga aag gtc tea aaa gee gaa gag gca gee 874 
Glu Met He Tyr Cys Tyr Arg Lys Val Ser Lys Ala Glu Glu Ala Ala 

180 185 190 

caa gaa aac gcg taa gtccagagat gecaaagtaa taatgaaagc tagcaccttc 92 9 

Gin Glu Asn Ala * 

195 

i 

agaatgettg ctctcacagg tgaggtgcta agcagtttac attcatcegg acgcgtgggt 989 
cgacccggga attccggacc ggtacctgea ggegtacgag cttcagtaat tcaaaa 1045 



<210> 891 
<211> 936 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (594) 

• <400> 891 

aggctg atg tat ata act ate tat teg atg atg aag ata ccc cac caa 48 

Met Tyr He Thr He Tyr Ser Met Met Lys He Pro His Gin 
1 5 10 

acc caa aaa aag aga tct etc gag gat ccg aat teg egg ccg cgt cga 96 
Thr Gin Lys Lys Arg Ser Leu Glu Asp Pro Asn Ser Arg Pro Arg Arg 
15 20 25 30 

cct ttc ttt aaa agt gtg aag gaa gaa gtg ttc tgg agg aac . tac ttt 144 
Pro Phe Phe Lys Ser Val Lys Glu Glu Val Phe Trp Arg Asn Tyr Phe 

35 40 45 
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tac cgc gtc tec ctg att aag cag tea gec cag etc acg gec ctg get 192 
Tyr Arg Val Ser Leu lie Lys Gin Ser Ala Gin Leu Thr Ala Leu Ala 

50 55 60 

gee caa cag cag gec gca ggg aag gag gag aag age aat ggc aga gag 240 
Ala Gin Gin Gin Ala Ala Gly Lys Glu Glu Lys Ser Asn Gly Arg Glu 
65 70 75 

caa gat ttg ccg ctg gca gag gca gta egg ccc aaa acg cca ccc gtt 288 
Gin Asp Leu Pro Leu Ala Glu Ala Val Arg Pro Lys Thr Pro Pro Val 
80 85 90 

gta ate aaa tct cag ctt aaa act caa gag gat gag gaa gaa att tct 336 
Val lie Lys Ser Gin Leu Lys Thr Gin Glu Asp Glu Glu Glu lie Ser 
95 100 105 110 

act age cca ggt gtt tct gag ttt gtc agt gat gee v ttc gat gec tgt 384 
Thr Ser Pro Gly Val Ser Glu Phe Val Ser Asp Ala Phe Asp Ala Cys 

115 120 125 

aac eta aat cag gaa gat eta agg aaa gaa atg gag caa eta gtg ctt 432 
Asn Leu Asn Gin Glu Asp Leu Arg Lys Glu Met Glu Gin Leu Val Leu 

130 135 140 

gac aaa aag caa gag gag aca gec gta ctg gaa gag gat tct gca gat 480 
Asp Lys Lys Gin Glu Glu Thr Ala Val Leu Glu Glu Asp Ser Ala Asp 
145 150 155 

tgg gaa aaa gaa ctg cag cag gaa ctt caa gaa tat gaa gtg gtg aca 528 
Trp Glu Lys Glu Leu Gin Gin Glu Leu Gin Glu Tyr Glu Val Val Thr 
160 165 170 

gaa tct gaa aaa cga gat gaa aac tgg gat aag gaa at a gag aaa atg 576 
Glu Ser Glu Lys Arg Asp Glu Asn Trp Asp Lys Glu lie Glu Lys Met 
175 180 185 190 

ctt caa gag gaa aat tag ctgttc ctgaaataga agaataatcc ttaacagtct 630 
Leu Gin Glu Glu Asn * 

195 

gcaaactgac attaaattct agatgttgac aattactgaa tcagaaggca tgaaagagta 690 

taattttatg aaattcaaaa ttattctttt ttcaagttga aacttgcctc ttctacttta 750 

aaaaagtata tagaacagtt acttctaata atcagaaaga gatgttttat agaacatttc 810 

tttaatataa agttagagat gtcttcatag gcagtatggc tatctttgee acagaaacat 870 

aagtaaaatt ttagagttct gttttccatg aggtcaaaaa tataatttat tcctcaaaaa 93 0 

aaaaaa 93 6 



<210> 892 

<211> 2124 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (235) . . (1980) 
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<400> 892 

ggagttgaga attagggagg aggtggtaga gtccgggtag tgagcggagg gacaggaagg 60 

gtagggcaag aaagggagag gggacaggag ggaagggtgg gccaaagcgg tgagaaagga 12 0 

gggccagcca gttgggtggg ggagagggcc gaggcccggg ggcaggagtg cagggctctg 180 

aggcggggag aggagaggag agaagagccg cggggggccc agcccggagc cagg atg 237 

Met 
1 

ccc gcg ccg cgc gcc egg gag cag ccc cgc gtg ccc ggg gag cgc cag 285 
Pro Ala Pro Arg Ala Arg Glu Gin Pro Arg Val Pro Gly Glu Arg Gin 

5 10 15 

ccg ctg ctg cct cgc ggt gcg egg ggc cct cga egg tgg egg egg gcg 333 
Pro Leu Leu Pro Arg Gly Ala Arg Gly Pro Arg Arg Trp Arg Arg Ala 
20 25 30 

gcg ggc gcg gcc gtg ctg ctg gtg gag atg ctg gag cgc gcc gcc ttc 381 
Ala Gly Ala Ala Val Leu Leu Val Glu Met Leu Glu Arg Ala Ala Phe 
35 40 45 

ttc ggc gtc acc gcc aac etc gtg ctg tac etc aac age acc aac ttc 429 
Phe Gly Val Thr Ala Asn Leu Val Leu Tyr Leu Asn Ser Thr Asn Phe 
50 55 60 65 

aac tgg acc ggc gag cag gcg acg cgc gcc gcg ctg gta ttc ctg ggc 477 
Asn Trp Thr Gly Glu Gin Ala Thr Arg Ala Ala Leu Val Phe Leu Gly 

70 75 80 

gcc tec tac ctg ctg gcg ccc gtg ggc ggc tgg ctg gcc gac gtg tac 525 
Ala Ser Tyr Leu Leu Ala Pro Val Gly Gly Trp Leu Ala Asp Val Tyr 

85 90 95 

ctg ggc cgc tac cgc gcg gtc gcg etc age ctg ctg etc tac ctg gcc 573 
Leu Gly Arg Tyr Arg Ala Val Ala Leu Ser Leu Leu Leu Tyr Leu Ala 
100 105 110 

gcc teg ggc ctg ctg ccc gcc acc gcc ttc ccc gac ggc cgc age tec 621 
Ala Ser Gly Leu Leu Pro Ala Thr Ala Phe Pro Asp Gly Arg Ser Ser 
115 120 125 

ttc tgc gga gag atg ccc gcg teg ccg ctg gga cct gcc tgc ccc teg 669 
Phe Cys Gly Glu Met Pro Ala Ser Pro Leu Gly Pro Ala Cys Pro Ser 
130 135 140 145 

gcc ggc tgc ccg cgc tec teg ccc age ccc tac tgc gcg ccc gtc etc 717 
Ala Gly Cys Pro Arg Ser Ser Pro Ser Pro Tyr Cys Ala Pro Val Leu 

150 155 160 

tac gcg ggc ctg ctg eta etc ggc ctg gcc gcc age tec gtc egg age 765 
Tyr Ala Gly Leu Leu Leu Leu Gly Leu Ala Ala Ser Ser Val Arg Ser 

165 170 175 

aac etc acc tec ttc ggt gcc gac cag gtg atg gat etc ggc cgc gac 813 
Asn Leu Thr Ser Phe Gly Ala Asp Gin Val Met Asp Leu Gly Arg Asp 
180 185 190 

gcc acc cgc cgc ttc ttc aac tgg ttt tac tgg age ate aac ctg ggt 861 
Ala Thr Arg Arg Phe Phe Asn Trp Phe Tyr Trp Ser lie Asn Leu Gly 
195 200 205 

get gtg ctg teg ctg ctg gtg gtg gcg ttt att cag cag aac ate age 909 
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Ala Val Leu Ser Leu Leu Val Val Ala Phe lie Gin Gin Asn lie Ser 
210 215 220 225 

ttc ctg ctg ggc tac age ate cct gtg ggc tgt gtg ggc ctg gca ttt 957 
Phe Leu Leu Gly Tyr Ser He Pro Val Gly Cys Val Gly Leu Ala Phe 

230 235 240 

ttc ate ttc etc ttt gee ace ccc gtc ttc ate acc aag ccc ccg atg 1005 
Phe He Phe Leu Phe Ala Thr Pro Val Phe He Thr Lys Pro Pro Met 

245 250 255 

ggc age caa gtg tec tct atg ctt aag etc get etc caa aac tgc tgc 1053 
Gly Ser Gin Val Ser Ser Met Leu Lys Leu Ala Leu Gin Asn Cys Cys 
260 265 270 

ccc cag ctg tgg caa cga cac teg gee aga gac cgt caa tgt gec cgc 1101 
Pro Gin Leu Trp Gin Arg His Ser Ala Arg Asp Arg Gin Cys Ala Arg 
275 280 285 

gtg ctg gec gac gag agg tct ccc cag cca ggg get tec ccg caa gag 1149 
Val Leu Ala Asp Glu Arg Ser Pro Gin Pro Gly Ala Ser Pro Gin Glu 
290 295 300 305 

gac ate gec aac ttc cag gtg ctg gtg aag ate ttg ccc gtc atg gtg 1197 
Asp He Ala Asn Phe Gin Val Leu Val Lys He Leu Pro Val Met Val 

310 315 320 

acc ctg gtg ccc tac tgg atg gtc tac ttc cag atg cag tec acc tat 1245 
Thr Leu Val Pro Tyr Trp Met Val Tyr Phe Gin Met Gin Ser Thr Tyr 

325 330 335 

gtc ctg cag ggt ctt cac etc cac ate cca aac att ttc cca gec aac 1293 
Val Leu Gin Gly Leu His Leu His He Pro Asn He Phe Pro Ala Asn 
340 345 350 

ccg gee aac ate tct gtg gee ctg aga gee cag ggc age age tac acg 1341 
Pro Ala Asn He Ser Val Ala Leu Arg Ala Gin Gly Ser Ser Tyr Thr 
355 360 365 

ate ccg gaa gee tgg etc etc ctg gee aat gtt gtg gtg gtg ctg att 1389 
He Pro Glu Ala Trp Leu Leu Leu Ala Asn Val Val Val Val Leu He 
370 375 380 385 

ctg gtc cct ctg aag gac cgc ttg ate gac cct tta ctg ctg egg tgc 1437 
Leu Val Pro Leu Lys Asp Arg Leu He Asp Pro Leu Leu Leu Arg Cys 

390 395 400 

aag ctg ctt ccc tct get ctg cag aag atg gcg ctg ggg atg ttc ttt 1485 
Lys Leu Leu Pro Ser Ala Leu Gin Lys Met Ala Leu Gly Met Phe Phe 

405 410 415 

ggt ttt acc tec gtc att gtg gca gga gtc ctg gag atg gag cgc tta 1533 
Gly Phe Thr Ser Val He Val Ala Gly Val Leu Glu Met Glu Arg Leu 
420 425 430 

cac tac ate cac cac aac gag acc gtg tec cag cag att ggg gag gtc 1581 
His Tyr He His His Asn Glu Thr Val Ser Gin Gin He Gly Glu Val 
435 440 445 

ctg tac aac gcg gca cca ctg tec ate tgg tgg cag ate cct cag tac 162 9 

Leu Tyr Asn Ala Ala Pro Leu Ser He Trp Trp Gin lie Pro Gin Tyr 
450 455 460 465 

ctg etc att ggg ate agt gag ate ttt gec age ate cca ggc ctg gag 1677 
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Leu Leu lie Gly lie Ser Glu lie Phe Ala Ser lie Pro Gly Leu Glu 

470 475 480 

ttt gcc tac tea gag gec ccg cgc tec atg cag ggc gec ate atg ggc 1725 
Phe Ala Tyr Ser Glu Ala Pro Arg Ser Met Gin Gly Ala lie Met Gly 

485 490 495 

ate ttc ttc tgc ctg teg ggg gtg ggc tea ctg ttg ggc tec age eta 1773 
lie Phe Phe Cys Leu Ser Gly Val Gly Ser Leu Leu Gly Ser Ser Leu 
500 505 510 

gtg gca ctg ctg tec ttg ccc ggg ggc tgg ctg cac tgc ccc aag gac 1821 
Val Ala Leu Leu Ser Leu Pro Gly Gly Trp Leu His Cys Pro Lys Asp 
515 520 525 

tfct 999 a *c ate aac aat tgc egg atg gac etc tac ttc ttc ctg ctg 1869 
Phe Gly Asn lie Asn Asn Cys Arg Met Asp Leu Tyr Phe Phe Leu Leu 
530 535 540 545 

get ggc att cag gcc gtc acg get etc eta ttt gtc tgg ate get gga 1917 
Ala Gly He Gin Ala Val Thr Ala Leu Leu Phe Val Trp He Ala Gly 

550 555 560 

cgc tat gag agg gcg tec cag ggc cca gcc tec cac age cgt ttc age 1965 
Arg Tyr Glu Arg Ala Ser Gin Gly Pro Ala Ser His Ser Arg Phe Ser 

565 570 575 

a gg gac agg ggc tga acaggcccta ttccagcccc cttgcttcac tctaccggac 2 02 0 
Arg Asp Arg Gly * 
580 

agaeggcage agtcccagct ctggtttcct teteggttta ttctgttaga atgaaatggt 2080 

tcccataaat aaggggcatg agcccttcct caaaaaaaaa aaaa 2124 



<210> 893 
<211> 3495 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (181) . . (2793) 
<400> 893 

ccgggaaccg agttcgtggc tgeggctgag geggeggegg cgccccgctt ctgttgaggt 60 

tgccggggcc gcgcgcgctg atetgegagt gaagagggac gagggaaaag aaacaaagee 120 

acagaegcaa cttgagactc ccgcatccca aaagaagcac cagatcagca aaaaaagaag 180 

atg ggc ccc ccg age etc gtg ctg tgc ttg ctg tec gca act gtg ttc 228 
Met Gly Pro Pro Ser Leu Val Leu Cys Leu Leu Ser Ala Thr Val Phe 
15 10 15 

tec ctg ctg ggt gga age teg gcc ttc ctg teg cac cac cgc ctg aaa 276 
Ser Leu Leu Gly Gly Ser Ser Ala Phe Leu Ser His His Arg Leu Lys 

20 25 30 

ggc agg ttt cag agg gac cgc agg aac ate cgc ccc aac ate ate ctg 324 
Gly Arg Phe Gin Arg Asp Arg Arg Asn He Arg Pro Asn He He Leu 
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35 40 45 

gtg ctg acg gac gac cag gat gtg gag ctg ggt tec atg cag gtg atg 372 

Val Leu Thr Asp Asp Gin Asp Val Glu Leu Gly Ser Met Gin Val Met 

50 55 60 

aac aag acc egg cgc ate atg gag cag ggc ggg gcg cac ttc ate aac 420 

Asn Lys Thr Arg Arg lie Met Glu Gin Gly Gly Ala His Phe lie Asn 

65 70 75 80 

gee ttc gtg acc aca ccc atg tgc tgc ccc tea cgc tec tec ate etc 468 

Ala Phe Val Thr Thr Pro Met Cys Cys Pro Ser Arg Ser Ser lie Leu 

85 90 95 

acc ggc aag tac gtc cac aac cac aac acc tac acc aac aat gag aac 516 
Thr Gly Lys Tyr Val His Asn His Asn Thr Tyr Thr Asn Asn Glu Asn 

100 105 110 

tgc tec teg ccc tec tgg cag gca cag cac gag age cgc acc ttt gee 564 
Cys Ser Ser Pro Ser Trp Gin Ala Gin His Glu Ser Arg Thr Phe Ala 

115 120 125 

gtg tac etc aat age act ggc tac egg aca get ttc ttc ggg aag tat 612 
Val Tyr Leu Asn Ser Thr Gly Tyr Arg Thr Ala Phe Phe Gly Lys Tyr 

130 135 140 

ctt aat gaa tac aac ggc tec tac gtg cca ccc ggc tgg aag gag tgg 660 
Leu Asn Glu Tyr Asn Gly Ser Tyr Val Pro Pro Gly Trp Lys Glu Trp 

145 150 155 160 

gtc gga etc ctt aaa aac tec cgc ttt tat aac tac acg ctg tgt egg 708 
Val Gly Leu Leu Lys Asn Ser Arg Phe Tyr Asn Tyr Thr Leu Cys Arg 

165 170 175 

aac ggg gtg aaa gag aag cac ggc tec gac tac tec aag gat tac etc 756 

Asn Gly Val Lys Glu Lys His Gly Ser Asp Tyr Ser Lys Asp Tyr Leu 

180 185 190 

aca gac etc ate acc aat gac age gtg age ttc ttc cgc acg tec aag 804 
Thr Asp Leu lie Thr Asn Asp Ser Val Ser Phe Phe Arg Thr Ser Lys 

195 200 205 

aag atg tac ccg cac agg cca gtc etc atg gtc ate age cat gca gee 852 

Lys Met Tyr Pro His Arg Pro Val Leu Met Val lie Ser His Ala Ala 

210 215 220 

ccc cac ggc cct gag gat tea gee cca caa tat tea cgc etc ttc cca 900 

Pro His Gly Pro Glu Asp Ser Ala Pro Gin Tyr Ser Arg Leu Phe Pro 

225 230 235 240 

aac gca tct cag cac ate acg ccg age tac aac tac gcg ccc aac ccg 948 

Asn Ala Ser Gin His lie Thr Pro Ser Tyr Asn Tyr Ala Pro Asn Pro 

245 250 255 

gac aaa cac tgg ate atg cgc tac acg ggg ccc atg aag ccc ate cac 996 

Asp Lys His Trp lie Met Arg Tyr Thr Gly Pro Met Lys Pro lie His 

260 265 270 

atg gaa ttc acc aac atg etc cag egg aag cgc ttg cag acc etc atg 1044 

,Met Glu Phe Thr Asn Met Leu Gin Arg Lys Arg Leu Gin Thr Leu Met 

275 280 285 

teg gtg gac gac tec atg gag acg att tac aac atg ctg gtt gag acg 1092 

Ser Val Asp Asp Ser Met Glu Thr lie Tyr Asn Met Leu Val Glu Thr 
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290 295 300 

ggc gag ctg gac aac acg tac ate gta tac acc gec gac cac ggt tac 1140 
Gly Glu Leu Asp Asn Thr Tyr lie Val Tyr Thr Ala Asp His Gly Tyr 
305 310 315 320 

cac ate ggc cag ttt ggc ctg gtg aaa ggg aaa tec atg cca tat gag 1188 
His lie Gly Gin Phe Gly Leu Val Lys Gly Lys Ser Met Pro Tyr Glu 

325 330 335 

ttt gac ate agg gtc ccg ttc tac gtg agg ggc ccc aac gtg gaa gec 1236 
Phe Asp lie Arg Val Pro Phe Tyr Val Arg Gly Pro Asn Val Glu Ala 

340 345 350 

ggc tgt ctg aat ccc cac ate gtc etc aac att gac ctg gee ccc acc 1284 
Gly Cys Leu Asn Pro His lie Val Leu Asn lie Asp Leu Ala Pro Thr 
355 360 365 

ate ctg gac att gca ggc ctg gac at a cct gcg gat atg gac ggg aaa 1332 
lie Leu Asp lie Ala Gly Leu Asp lie Pro Ala Asp Met Asp Gly Lys 
370 375 380 

tec ate etc aag ctg ctg gac acg gag egg ccg gtg aat egg ttt cac 13 80 

Ser lie Leu Lys Leu Leu Asp Thr Glu Arg Pro Val Asn Arg Phe His 
385 390 395 400 

ttg aaa aag aag atg agg gtc tgg egg gac tec ttc ttg gtg gag aga 1428 
Leu Lys Lys Lys Met Arg Val Trp Arg Asp Ser Phe Leu Val Glu Arg 

405 410 415 

ggc aag ctg eta cac aag aga gac aat gac aag gtg gac gec cag gag 1476 
Gly Lys Leu Leu His Lys Arg Asp Asn Asp Lys Val Asp Ala Gin Glu 

420 425 430 

gag aac ttt ctg ccc aag tac cag cgt gtg aag gac ctg tgt cag cgt 1524 
Glu Asn Phe Leu Pro Lys Tyr Gin Arg Val Lys Asp Leu Cys Gin Arg 
435 440 445 

get gag tac cag acg gcg tgt gag cag ctg gga cag aag tgg cag tgt 1572 
Ala Glu Tyr Gin Thr Ala Cys Glu Gin Leu Gly Gin Lys Trp Gin Cys 
450 455 460 

gtg gag gac gee acg ggg aag ctg aag ctg cat aag tgc aag ggc ccc 1620 
Val Glu Asp Ala Thr Gly Lys Leu Lys Leu His Lys Cys Lys Gly Pro 
465 470 475 480 

atg egg ctg ggc ggc age aga gec etc tec aac etc gtg ccc aag tac 1668 
Met Arg Leu Gly Gly Ser Arg Ala Leu Ser Asn Leu Val Pro Lys Tyr 

485 490 495 

tac ggg cag ggc age gag gee tgc acc tgt gac age ggg gac tac aag 1716 
Tyr Gly Gin Gly Ser Glu Ala Cys Thr Cys Asp Ser Gly Asp Tyr Lys 

500 505 510 

etc age ctg gec gga cgc egg aaa aaa etc ttc aag aag aag tac aag 1764 
Leu Ser Leu Ala Gly Arg Arg Lys Lys Leu Phe Lys Lys Lys Tyr Lys 
515 520 525 

gee age tat gtc cgc agt cgc tec ate cgc tea gtg gec ate gag gtg 1812 
Ala Ser Tyr Val Arg Ser Arg Ser lie Arg Ser Val Ala lie Glu Val 
530 535 540 

gac ggc agg gtg tac cac gta ggc ctg ggt gat gec gee cag ccc cga 1860 
Asp Gly Arg Val Tyr His Val Gly Leu Gly Asp Ala Ala Gin Pro Arg 
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aac etc acc aag egg cac tgg cca ggg gec cct gag gac caa gat gac 1908 

Asn Leu Thr Lys Arg His Trp Pro Gly Ala Pro Glu Asp Gin Asp Asp 

565 570 575 

aag gat ggt ggg gac ttc agt ggc act gga ggc ctt ccc gac tac tea 1956 

Lys Asp Gly Gly Asp Phe Ser Gly Thr Gly Gly Leu Pro Asp Tyr Ser 

580 585 590 

gee gec aac ccc att aaa gtg aca cat egg tgc tac ate eta gag aac 2004 

Ala Ala Asn Pro lie Lys Val Thr His Arg Cys Tyr lie Leu Glu Asn 
595 600 605 

gac aca gtc cag tgt gac ctg gac ctg tac aag tec ctg cag gee tgg 2052 

Asp Thr Val Gin Cys Asp Leu Asp Leu Tyr Lys Ser Leu Gin Ala Trp 

610 615 620 

aaa gac cac aag ctg cac ate gac cac gag att gaa acc ctg cag aac 2100 

Lys Asp His Lys Leu His He Asp His Glu He Glu Thr Leu Gin Asn 
625 630 635 640 

aaa att aag aac ctg agg gaa gtc cga ggt cac ctg aag aaa aag egg 2148 

Lys He Lys Asn Leu Arg Glu Val Arg Gly His Leu Lys Lys Lys Arg 

645 650 655 

cca gaa gaa tgt gac tgt cac aaa ate age tac cac acc cag cac aaa 2196 

Pro Glu Glu Cys Asp Cys His Lys He Ser Tyr His Thr Gin His Lys 

660 665 670 

ggc cgc etc aag cac aga ggc tec agt ctg cat cct ttc agg aag ggc 2244 

Gly Arg Leu Lys His Arg Gly Ser Ser Leu His Pro Phe Arg Lys Gly 
675 680 685 

ctg caa gag aag gac aag gtg tgg ctg ttg egg gag cag aag cgc aag 2292 

Leu Gin Glu Lys Asp Lys Val Trp Leu Leu Arg Glu Gin Lys Arg Lys 

690 695 700 

aag aaa etc cgc aag ctg etc aag cgc ctg cag aac aac gac acg tgc 2340 

Lys Lys Leu Arg Lys Leu Leu Lys Arg Leu Gin Asn Asn Asp Thr Cys 
705 710 715 720 

age atg cca ggc etc acg tgc ttc acc cac gac aac cag cac tgg cag 23 88 

Ser Met Pro Gly Leu Thr Cys Phe Thr His Asp Asn Gin His Trp Gin 

725 730 735 

acg gcg cct ttc tgg aca ctg ggg cct ttc tgt gee tgc acc age gec 2436 

Thr Ala Pro Phe Trp Thr Leu Gly Pro Phe Cys Ala Cys Thr Ser Ala 

740 745 750 

aac aat aac acg tac tgg tgc atg agg acc ate aat gag act cac aat 2484 

Asn Asn Asn Thr Tyr Trp Cys Met Arg Thr He Asn Glu Thr His Asn 
755 760 765 

ttc etc ttc tgt gaa ttt gca act ggc ttc eta gag tac ttt gat etc 2532 

Phe Leu Phe Cys Glu Phe Ala Thr Gly Phe Leu Glu Tyr Phe Asp Leu 

770 775 780 

aac aca gac ccc tac cag ctg atg aat gca gtg aac aca ctg gac agg 2580 

Asn Thr Asp Pro Tyr Gin Leu Met Asn Ala Val Asn Thr Leu Asp Arg 
785 790 795 800 

gat gtc etc aac cag eta cac gta cag etc atg gag ctg agg age tgc 2628 

Asp Val Leu Asn Gin Leu His Val Gin Leu Met Glu Leu Arg Ser Cys 
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aag ggt tac aag cag tgt aac ccc egg act cga aac atg gac ctg gga 26 76 

Lys Gly Tyr Lys Gin Cys Asn Pro Arg Thr Arg Asn Met Asp Leu Gly 

820 825 830 

ctt aaa gat gga gga age tat gag caa tac agg cag ttt cag cgt cga 2724 
Leu Lys Asp Gly Gly Ser Tyr Glu Gin Tyr Arg Gin Phe Gin Arg Arg 
835 840 845 

aag tgg cca gaa atg aag aga cct tct tec aaa tea ctg gga caa ctg 2772 
Lys Trp Pro Glu Met Lys Arg Pro Ser Ser Lys Ser Leu Gly Gin Leu 
850 855 860 

tgg gaa ggc tgg gaa ggt taa ga aacaacagag gtggacctcc aaaaacatag 2825 
Trp Glu Gly Trp Glu Gly * 
865 870 



aggcaucacc 


ugactgcaca 


ggcaatgaaa aaccatgtgg gtgatttcca gcagacctgt 


f-V M *-» mmm 

2885 


getattggee 


aggaggectg 


agaaagcaag cacgcactct 


cagtcaacat 


gacagattct 


2945 


ggaggataac 


cagcaggagc 


agagataact tcaggaagtc 


catttttgee 


ectgettttg 


3005 


ctttggatta 


tacctcacca 


getgeacaaa atgcattttt 


tegtatcaaa 


aagtcaccac 


3065 


taaccctccc 


ccagaagctc 


acaaaggaaa aeggagagag 


egagegagag 


agatttcctt 


3125 


ggaaatttct 


cccaagggcg 


aaagtcattg gaatttttaa 


atcatagggg 


aaaagcagtc 


3185 


ctgttctaaa 


tcctcttatt 


cttttggttt gtcacaaaga 


aggaactaag 


aagcaggaca 


3245 


gaggcaacgt 


ggagaggctg 


aaaacagtgc agagacgttt 


gacaatgagt 


cagtagcaca 


3305 


aaagagatga 


catttaccta 


gcactataaa ccctggttgc 


ctctgaagaa actgccttca 


3365 


ttgtatatat 


gtgactattt 


acatgtaatc aacatgggaa 


cttttagggg aacctaataa 


3425 


gaaatcccaa 


ttttcaggag 


tggtggtgtc aataaacget 


ctgtggccag 


tgtaaaagaa 


3485 


aaaaaaaaaa 










3495 


<210> 
<211> 
<212> 


894 

3435 

DNA 











<213> Homo sapiens 



<220> 
<221> CDS 

<222> (181) . . (2733) 
<400> 894 

ccgggaaccg agttcgtggc tgeggctgag geggeggegg cgccccgctt ctgttgaggt 60 

tgccggggcc gcgcgcgctg atetgegagt gaagagggac gagggaaaag aaacaaagee 120 

acagaegcaa cttgagactc ccgcatccca aaagaagcac cagatcagca aaaaaagaag 180 

atg ggc ccc ccg age etc gtg ctg tgc ttg ctg tec gca act gtg ttc 228 
Met Gly Pro Pro Ser Leu Val Leu Cys Leu Leu Ser Ala Thr Val Phe 
l 5 10 15 
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tec ctg ctg ggt gga age teg gec ttc ctg teg cac cac cgc ctg aaa 276 
Ser Leu Leu Gly Gly Ser Ser Ala Phe Leu Ser His His Arg Leu Lys 

20 25 30 

ggc agg ttt cag agg gac cgc agg aac ate cgc ccc aac ate ate ctg 324 
Gly Arg Phe Gin Arg Asp Arg Arg Asn lie Arg Pro Asn lie lie Leu 
35 40 45 

gtg ctg acg gac gac cag gat gtg gag ctg ggt tec atg cag gtg atg 372 
Val Leu Thr Asp Asp Gin Asp Val Glu Leu Gly Ser Met Gin Val Met 
50 55 60 

aac aag ace egg cgc ate atg gag cag ggc ggg gcg cac ttc ate aac 42 0 

Asn Lys Thr Arg Arg He Met Glu Gin Gly Gly Ala His Phe He Asn 
65 70 75 80 

gee ttc gtg ace aca ccc atg tgc tgc ccc tea cgc tec tec ate etc 468 
Ala Phe Val Thr Thr Pro Met Cys Cys Pro Ser Arg Ser Ser He Leu 

85 90 95 

acc ggc aag tac gtc cac aac cac aac ace tac acc aac aat gag aac 516 
Thr Gly Lys Tyr Val His Asn His Asn Thr Tyr Thr Asn Asn Glu Asn 

100 105 110 

tgc tec teg ccc tec tgg cag gca cag cac gag age cgc acc ttt gee 564 
Cys Ser Ser Pro Ser Trp Gin Ala Gin His Glu Ser Arg Thr Phe Ala 
115 120 125 

gtg tac etc aat age act ggc tac egg aca get ttc ttc ggg aag tat 612 
Val Tyr Leu Asn Ser Thr Gly Tyr Arg Thr Ala Phe Phe Gly Lys Tyr 
130 135 140 

ctt aat gaa tac aac ggc tec tac gtg cca ccc ggc tgg aag gag tgg 660 
Leu Asn Glu Tyr Asn Gly Ser Tyr Val Pro Pro Gly Trp Lys Glu Trp 
145 150 155 160 

gtc gga etc ctt aaa aac tec cgc ttt tat aac tac acg ctg tgt egg 708 
Val Gly Leu Leu Lys Asn Ser Arg Phe Tyr Asn Tyr Thr Leu Cys Arg 

165 170 175 

aac ggg gtg aaa gag aag cac ggc tec gac tac tec aag gat tac etc 756 
Asn Gly Val Lys Glu Lys His Gly Ser Asp Tyr Ser Lys Asp Tyr Leu 

180 185 190 

aca gac etc ate acc aat gac age gtg age ttc ttc cgc acg tec aag 804 
Thr Asp Leu He Thr Asn Asp Ser Val Ser Phe Phe Arg Thr Ser Lys 
195 200 205 

aag atg tac ccg cac agg cca gtc etc atg gtc ate age cat gca gee 852 
Lys Met Tyr Pro His Arg Pro Val Leu Met Val He Ser His Ala Ala 
210 215 220 

ccc cac ggc cct gag gat tea gee cca caa tat tea cgc etc ttc cca 900 
Pro His Gly Pro Glu Asp Ser Ala Pro Gin Tyr Ser Arg Leu Phe Pro 
225 230 235 240 

aac gca tct cag cac ate acg ccg age tac aac tac gcg ccc aac ccg 948 
Asn Ala Ser Gin His He Thr Pro Ser Tyr Asn Tyr Ala Pro Asn Pro 

245 250 255 

gac aaa cac tgg ate atg cgc tac acg ggg ccc atg aag ccc ate cac 996 
Asp Lys His Trp He Met Arg Tyr Thr Gly Pro Met Lys Pro He His 

260 265 270 
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atg gaa ttc acc aac atg etc cag egg aag cgc ttg cag acc etc atg 1044 
Met Glu Phe Thr Asn Met Leu Gin Arg Lys Arg Leu Gin Thr Leu Met 

275 280 285 

teg gtg gac gac tec atg gag acg att tac aac atg ctg gtt gag acg 1092 
Ser Val Asp Asp Ser Met Glu Thr lie Tyr Asn Met Leu Val Glu Thr 
290 295 300 

ggc gag ctg gac aac acg tac ate gta tac acc gee gac cac ggt tac 1140 
Gly Glu Leu Asp Asn Thr Tyr lie Val Tyr Thr Ala Asp His Gly Tyr 
305 310 315 320 

cac ate ggc cag ttt ggc ctg gtg aaa ggg aaa tec atg cca tat gag 1188 
His lie Gly Gin Phe Gly Leu Val Lys Gly Lys Ser Met Pro Tyr Glu 

325 330 335 

ttt gac ate agg gtc ccg ttc tac gtg agg ggc ccc aac gtg gaa gec 1236 
Phe Asp lie Arg Val Pro Phe Tyr Val Arg Gly Pro Asn Val Glu Ala 

340 345 350 

ggc tgt ctg aat ccc cac ate gtc etc aac att gac ctg gee ccc acc 1284 
Gly Cys Leu Asn Pro His lie Val Leu Asn lie Asp Leu Ala Pro Thr 
355 360 365 

ate ctg gac att gca ggc ctg gac ata cct gcg gat atg gac ggg aaa 1332 
lie Leu Asp lie Ala Gly Leu Asp lie Pro Ala Asp Met Asp Gly Lys 
370 375 380 

tec ate etc aag ctg ctg gac acg gag egg ccg gtg aat egg ttt cac 1380 
Ser lie Leu Lys Leu Leu Asp Thr Glu Arg Pro Val Asn Arg Phe His 
385 390 395 400 

ttg aaa aag aag atg agg gtc tgg egg gac tec ttc ttg gtg gag aga 1428 
Leu Lys Lys Lys Met Arg Val Trp Arg Asp Ser Phe Leu Val Glu Arg 

405 410 415 

ggc aag ctg eta cac aag aga gac aat gac aag gtg gac gee cag gag 1476 
Gly Lys Leu Leu His Lys Arg Asp Asn Asp Lys Val Asp Ala Gin Glu 

420 425 430 

gag aac ttt ctg ccc aag tac cag cgt gtg aag gac ctg tgt cag cgt 1524 
Glu Asn Phe Leu Pro Lys Tyr Gin Arg Val Lys Asp Leu Cys Gin Arg 
435 440 445 

get gag tac cag acg gcg tgt gag cag ctg gga cag aag tgg cag tgt 1572 
Ala Glu Tyr Gin Thr Ala Cys Glu Gin Leu Gly Gin Lys Trp Gin Cys 
450 455 460 

gtg gag gac gee acg ggg aag ctg aag ctg cat aag tgc aag ggc ccc 1620 
Val Glu Asp Ala Thr Gly Lys Leu Lys Leu His Lys Cys Lys Gly Pro 
465 470 475 480 

atg egg ctg ggc ggc age aga gee etc tec aac etc gtg ccc aag tac 1668 
Met Arg Leu Gly Gly Ser Arg Ala Leu Ser Asn Leu Val Pro Lys Tyr 

485 490 495 

tac ggg cag ggc age gag gec tgc acc tgt gac age ggg gac tac aag 1716 
Tyr Gly Gin Gly Ser Glu Ala Cys Thr Cys Asp Ser Gly Asp Tyr Lys 

500 505 510 

etc age ctg gee gga cgc egg aaa aaa etc ttc aag aag aag tac aag 1764 
Leu Ser Leu Ala Gly Arg Arg Lys Lys Leu Phe Lys Lys Lys Tyr Lys 
515 520 525 
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gcc age tat gtc cgc agt cgc tec ate cgc tea gtg gee ate gag gtg 1812 
Ala Ser Tyr Val Arg Ser Arg Ser lie Arg Ser Val Ala lie Glu Val 
530 535 540 

gac ggc agg gtg tac cac gta ggc ctg ggt gat gcc gcc cag ccc cga 1860 
Asp Gly Arg Val Tyr His Val Gly Leu Gly Asp Ala Ala Gin Pro Arg 
545 550 555 560 

aac etc ace aag egg cac tgg cca ggg gcc cct gag gac caa gat gac 1908 
Asn Leu Thr Lys Arg His Trp Pro Gly Ala *Pro Glu Asp Gin Asp Asp 

565 570 575 

aag gat ggt ggg gac ttc agt ggc act gga ggc ctt ccc gac tac tea 1956 
Lys Asp Gly Gly Asp Phe Ser Gly Thr Gly Gly Leu Pro Asp Tyr Ser 

580 585 590 

gcc gcc aac ccc att aaa gtg aca cat egg tgc tac ate eta gag aac 2004 
Ala Ala Asn Pro lie Lys Val Thr His Arg Cys Tyr lie Leu Glu Asn 
595 600 605 

gac aca gtc cag tgt gac ctg gac ctg tac aag tec ctg cag gcc tgg 2052 
Asp Thr Val Gin Cys Asp Leu Asp Leu Tyr Lys Ser Leu Gin Ala Trp 
610 615 620 

aaa gac cac aag etg cac ate gac cac gag att gaa ace ctg cag aac 2100 
Lys Asp His Lys Leu His lie Asp His Glu lie Glu Thr Leu Gin Asn 
625 630 635 640 

aaa att aag aac ctg agg gaa gtc cga ggt cac ctg aag aaa aag egg 2148 
Lys lie Lys Asn Leu Arg Glu Val Arg Gly His Leu Lys Lys Lys Arg 

645 650 655 

cca gaa gaa tgt gac tgt cac aaa ate agg aag ggc ctg caa gag aag 2196 
Pro Glu Glu Cys Asp Cys His Lys lie Arg Lys Gly Leu Gin Glu Lys 

660 665 670 

gac aag gtg tgg ctg ttg egg gag cag aag cgc aag aag aaa etc cgc 2244 
Asp Lys Val Trp Leu Leu Arg Glu Gin Lys Arg Lys Lys Lys Leu Arg 
675 680 685 

aag ctg etc aag cgc ctg cag aac aac gac acg tgc age atg cca ggc 2292 
Lys Leu Leu Lys Arg Leu Gin Asn Asn Asp Thr Cys Ser Met Pro Gly 
690 , 695 700 

etc acg tgc ttc acc cac gac aac cag cac tgg cag acg gcg cct ttc 2340 
Leu Thr Cys Phe Thr His Asp Asn Gin His Trp Gin Thr Ala Pro Phe 
705 710 715 720 

tgg aca ctg ggg cct ttc tgt gcc tgc acc age gcc aac aat aac acg 2388 
Trp Thr Leu Gly Pro Phe Cys Ala Cys Thr Ser Ala Asn Asn Asn Thr 

725 m 730 735 

tac tgg tgc atg agg acc ate aat gag act cac aat ttc etc ttc tgt 2436 
Tyr Trp Cys Met Arg Thr lie Asn Glu Thr His Asn Phe Leu Phe Cys 

740 745 750 

gaa ttt gca act ggc ttc eta gag tac ttt gat etc aac aca gac ccc 2484 
Glu Phe Ala Thr Gly Phe Leu Glu Tyr Phe Asp Leu Asn Thr Asp Pro 
755 760 765 

tac cag ctg atg aat gca gtg aac aca ctg gac agg gat gtc etc aac 2532 
Tyr Gin Leu Met Asn Ala Val Asn Thr Leu Asp Arg Asp Val Leu Asn 
770 775 780 
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cag eta cac gta cag etc atg gag ctg agg age tgc aag ggt tac aag 2580 
Gin Leu His Val Gin Leu Met Glu Leu Arg Ser Cys Lys Gly Tyr Lys 
785 790 795 800 

cag tgt aac ccc egg act cga aac atg gac ctg gga ctt aaa gat gga 2628 
Gin Cys Asn Pro Arg Thr Arg Asn Met Asp Leu Gly Leu Lys Asp Gly 

805 810 815 

gga age tat gag caa tac agg cag ttt cag cgt cga aag tgg cca gaa 2676 
Gly Ser Tyr Glu Gin Tyr Arg Gin Phe Gin Arg Arg Lys Trp Pro Glu 

820 825 830 

atg aag aga cct tct tec aaa tea ctg gga caa ctg tgg gaa ggc tgg 2724 
Met Lys Arg Pro Ser Ser Lys Ser Leu Gly Gin Leu Trp Glu Gly Trp 
835 840 845 

gaa ggt taa gaaacaa cagaggtgga cctccaaaaa catagaggca tcacctgact 2780 
Glu Gly * 
850 

0 

itccagcaga cctgtgctat tggecaggag .2840 

lacatgacag attctggagg ataaccagca 2900 

;tgcccctgc ttttgctttg gattatacct 2 960 

caaaaagtc accactaacc ctcccccaga 3020 

ragagagatt tccttggaaa tttctcccaa 3 080 

ggggaaaag cagtcctgtt ctaaatcctc 3140 

;taagaagca ggacagaggc aacgtggaga 3200 

gagtcagta gcacaaaaga gatgacattt 3 260 

.agaaactgc cttcattgta tatatgtgac 3320 

ggggaacct aataagaaat cccaattttc 338 0 

ceagtgtaa aagaaaaaaa aaaaa 3435 



gcacaggcaa 


tgaaaaacca 


tgtgggtgat 


gectgagaaa 


gcaagcacgc 


actctcagtc 


ggagcagaga 


taacttcagg 


aagtccattt 


caccagctgc 


acaaaatgea 


ttttttcgta 


agctcacaaa 


ggaaaacgga 


gagagegage 


gggcgaaagt 


cattggaatt 


tttaaatcat 


ttattctttt 


ggtttgtcac 


aaagaaggaa 


ggctgaaaac 


agtgcagaga 


cgtttgacaa 


acctagcact 


ataaaccctg 


gttgcctctg 


tatttacatg 


taatcaacat 


gggaactttt 


aggagtggtg 


gtgtcaataa 


acgctctgtg 



<210> 895 
<211> 1260 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1260) 

<400> 895 

atg gtc ttc teg gca gtg ttg act gcg ttc cat ace ggg aca tec aac 48 

Met Val Phe Ser Ala Val Leu Thr Ala Phe His Thr Gly Thr Ser Asn 
15 10 15 

aca aca ttt gtc gtg tat gaa aac acc tac atg aat att aca etc cct 96 
Thr Thr Phe Val Val Tyr Glu Asn Thr Tyr Met Asn He Thr Leu Pro 

20 25 30 
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cca cca ttc 
Pro Pro Phe 
35 

gaa acc atg 
Glu Thr Met 
50 

get gtg ccc 
Ala Val Pro 
65 

cag ate acc 
Gin lie Thr 



ctt ggg aac 
Leu Gly Asn 



agg tct gca 
Arg Ser Ala 
115 

ttg ctt gca 
Leu Leu Ala 
130 

acc cga tgg 
Thr Arg Trp 

145 

ttc tgg tta 
Phe Trp Leu 



ata gat agg 
lie Asp Arg 



tat aga get 
Tyr Arg Ala 
195 



cag cat cct 
Gin His Pro 



get ccc act 
Ala Pro Thr 



aca aca cca 
Thr Thr Pro 
70 

ctt tct get 
Leu Ser Ala 
85 

ttg gtt gtt 
Leu Val Val 
100 

att aac ate 
lie Asn lie 



gtg ctg aac 
Val Leu Asn 



att ttt ggg 
lie Phe Gly 
150 

ttt gtg ata 
Phe Val He 
165 

ttc ctt att 
Phe Leu He 
18 0 

aag gtt ctg 
Lys Val Leu 



gac etc agt 
Asp Leu Ser 
40 

ggt ttg agt 
Gly Leu Ser 
55 

gca gca ttt 
Ala Ala Phe 



ata atg ata 
He Met He 



tgc etc atg 
Cys Leu Met 
105 

etc ctt gee 
Leu Leu Ala 
120 

atg ccc ttt 
Met Pro Phe 
135 

aaa ttc ttc 
Lys Phe Phe 



gaa gga gta 
Glu Gly Val 



ata gtc cag 
He Val Gin 
185 

att gca gtt 
He Ala Val 
200 



cca ttg ctt 
Pro Leu Leu 



tec ttg acc 
Ser Leu Thr 
60 

aag age eta 
Lys Ser Leu 
75 

ttc att ctg 
Phe He Leu 
90 

gtt tac caa 
Val Tyr Gin 



age eta get 
Ser Leu Ala 



gee ctg gta 
Ala Leu Val 
140 

tgt agg gta 
Cys Arg Val 
155 

gee ate ctg 
Ala lie Leu 
170 

agg cag gat 
Arg Gin Asp 



tct tgg gca 
Ser Trp Ala 



aga tat agt 
Arg Tyr Ser 
45 

gtg aat agt 
Val Asn Ser 



aac ttg cct 
Asn Leu Pro 



ttt gtg tct 
Phe Val Ser 
95 

aaa get gee 
Lys Ala Ala 
110 

ttt gca gac 
Phe Ala Asp 
125 

act att ctt 
Thr He Leu 



tct get atg 
Ser Ala Met 



etc ate att 
Leu He He 
175 

aag eta aac 
Lys Leu Asn 
190 

act tec ttt 
Thr Ser Phe 
205 



ttt 144 
Phe 



aca 192 
Thr 



ctt 240 
Leu 
80 

ttt 288 
Phe 



atg 336 
Met 



atg 384 
Met 



act 432 
Thr 



ttt 480 

Phe 

160 

age 528 
Ser 



cca 576 
Pro 



tgt 624 
Cys 



gta get ttt 
Val Ala Phe 
210 

cga get ccc 
Arg Ala Pro 
225 

get tat gtg 
Ala Tyr Val 



gta ata ctg 
Val lie Leu 



cct tta gee 
Pro Leu Ala 



cag tgt gtg 
Gin Cys Val 
230 

att ttg att 
He Leu He 
245 

tac tea ttt 
Tyr Ser Phe 
260 



gta gga aac 
Val Gly Asn 
215 

ttt ggg tac 
Phe Gly Tyr 



tct etc att 
Ser Leu He 



atg ggc ata 
Met Gly He 
265 



ccc gac ctg 
Pro Asp Leu 
220 

aca acc aat 
Thr Thr Asn 
235 

tct ttc ttc 
Ser Phe Phe 
250 

etc aac acc 
Leu Asn Thr 



cag ata cct 
Gin lie Pro 



cca ggc tac 
Pro Gly Tyr 



ata ccc ttc 
He Pro Phe 
255 

ctt egg cac 
Leu Arg His 
270 



tec 672 
Ser 



cag 720 

Gin 

240 

ctg 768 
Leu 



aat 816 
Asn 



gee ttg agg ate cat age tac cct gaa ggt ata tgc etc age cag gee 864 
Ala Leu Arg lie His Ser Tyr Pro Glu Gly lie Cys Leu Ser Gin Ala 
275 280 285 
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age aaa ctg ggt etc atg agt ctg cag aga cct ttc cag atg age att 912 

Ser Lys Leu Gly Leu Met Ser Leu Gin Arg Pro Phe Gin Met Ser lie 

290 295 300 

gac atg ggc ttt aaa aca cgt gec ttc acc act att ttg att etc ttt 960 

Asp Met Gly Phe Lys Thr Arg Ala Phe Thr Thr lie Leu lie Leu Phe 
305 310 315 320 

get gtc ttc att gtc tgc tgg gee cca ttc acc act tac age ctt gtg 1008 

Ala Val Phe lie Val Cys Trp Ala Pro Phe Thr Thr Tyr Ser Leu Val 

325 330 335 

gca aca ttc agt aag cac ttt tac tat cag cac aac ttt ttt gag att 1056 

Ala Thr Phe Ser Lys His Phe Tyr Tyr Gin His Asn Phe Phe Glu He 

340 345 350 

age acc tgg eta ctg tgg etc tgc tac etc aag tct gca ttg aat ccg 1104 

Ser Thr Trp Leu Leu Trp Leu Cys Tyr Leu Lys Ser Ala Leu Asn Pro 
355 360 365 

ctg ate tac tac tgg agg att aag aaa ttc cat gat get tgc ctg gac 1152 

Leu He Tyr Tyr Trp Arg He Lys Lys Phe His Asp Ala Cys Leu Asp 

370 375 380 

atg atg cct aag tec ttc aag ttt ttg ccg cag etc cct ggt cac aca 1200 

Met Met Pro Lys Ser Phe Lys Phe Leu Pro Gin Leu Pro Gly His Thr 
385 390 395 400 

aag cga egg at a cgt cct agt get gtc tat gtg tgt ggg gaa cat egg 1248 

Lys Arg Arg He Arg Pro Ser Ala Val Tyr Val Cys Gly Glu His Arg 

405 410 415 

acg gtg gtg tga 1260 
Thr Val Val * 

420 



<210> 896 
<211> 3836 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2832) 

<400> 896 

atg gcg gcg gta gcg gca gtg gcg gcg cgt agg agg egg tct tgg gcg 48 
Met Ala Ala Val Ala Ala Val Ala Ala Arg Arg Arg Arg Ser Trp Ala 
15 10 15 

tct ttg gta ctg get ttt tta ggg gtc tgc ctg ggg att acc ctt get 96 
Ser Leu Val Leu Ala Phe Leu Gly Val Cys Leu Gly He Thr Leu Ala 

20 25 30 

gtg gat aga age aac ttt aag acc tgt gaa gag agt tct ttc tgc aag 144 
Val Asp Arg Ser Asn Phe Lys Thr Cys Glu Glu Ser Ser Phe Cys Lys 
35 40 45 

cga cag aga age ata egg cca ggc etc tct cca tac cga gee ttg ctg 192 
Arg Gin Arg Ser He Arg Pro Gly Leu Ser Pro Tyr Arg Ala Leu Leu 
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50 ^ 55 60 

gac tct eta cag ctt ggt cct gat tec etc acg gtc cat ctg ate cat 240 
Asp Ser Leu Gin Leu Gly Pro Asp Ser Leu Thr Val His Leu lie His 
65 70 75 80 



gag gtc ace aag gtg ttg ctg gtg eta gag ctt cag ggg ctt caa aag 
Glu Val Thr Lys Val Leu Leu Val Leu Glu Leu Gin Gly Leu Gin Lys 

85 90 95 



288 



aac atg act egg ttc agg att gat gag ctg gag cct egg cga ccc cga 336 
Asn Met Thr Arg Phe Arg lie Asp Glu Leu Glu Pro Arg Arg Pro Arg 

100 105 110 

tac cgt gta cca gat gtt ttg gtg get gat cca cca ata gee egg ctt 384 
Tyr Arg Val Pro Asp Val Leu Val Ala Asp Pro Pro lie Ala Arg Leu 
115 120 125 

tct gtc tct ggt cgt gat gag aac agt gtg gag tta ace atg get gag 432 
Ser Val Ser Gly Arg Asp Glu Asn Ser Val Glu Leu Thr Met Ala Glu 
130 135 140 

gga ccc tac aag ate ate ttg aca gca egg cca ttc cgc ctt gac eta 480 
Gly Pro Tyr Lys lie lie Leu Thr Ala Arg Pro Phe Arg Leu Asp Leu 
145 150 155 160 

eta gag gac cga agt ctt ttg ctt agt gtc aat gec cga gga etc ttg 528 
Leu Glu Asp Arg Ser Leu Leu Leu Ser Val Asn Ala Arg Gly Leu Leu 

165 170 175 

gag ttt gag cat cag agg gee cct agg gtc teg caa gga tea aaa gac 576 
Glu Phe Glu His Gin Arg Ala Pro Arg Val Ser Gin Gly Ser Lys Asp 

180 185 190 

cca get gag ggc gat ggg gee cag cct gag gaa aca ccc agg gat ggc 624 
Pro Ala Glu Gly Asp Gly Ala Gin Pro Glu Glu Thr Pro Arg Asp Gly 
195 200 205 

gac aag cca gag gag act cag ggg aag gca gag aaa gat gag cca gga 672 
Asp Lys Pro Glu Glu Thr Gin Gly Lys Ala Glu Lys Asp Glu Pro Gly 
210 215 220 

gec tgg gag gag aca ttc aaa act cac tct gac age aag ccg tat ggc 720 
Ala Trp Glu Glu Thr Phe Lys Thr His Ser Asp Ser Lys Pro Tyr Gly 
225 230 235 240 

ccc atg tct gtg ggt ttg gac ttc tct ctg cca ggc atg gag cat gtc 768 
Pro Met Ser Val Gly Leu Asp Phe Ser Leu Pro Gly Met Glu His Val 

245 250 255 

tat ggg ate cct gag cat gca gac aac ctg agg ctg aag gtc act gag 816 
Tyr Gly lie Pro Glu His Ala Asp Asn Leu Arg Leu Lys Val Thr Glu 

260 265 270 

ggt ggg gag cca tat cgc etc tac aat ttg gat gtg ttc cag tat gag 864 
Gly Gly Glu Pro Tyr Arg Leu Tyr Asn Leu Asp Val Phe Gin Tyr Glu 
275 280 285 

ctg tac aac cca atg gec ttg tat ggg tct gtg cct gtg etc ctg gca 912 
Leu Tyr Asn Pro Met Ala Leu Tyr Gly Ser Val Pro Val Leu Leu Ala 
290 295 300 

cac aac cct cat cgc gac ttg ggc ate ttc tgg etc aat get gca gag 960 
His Asn Pro His Arg Asp Leu Gly lie Phe Trp Leu Asn Ala Ala Glu 
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305 310 315 320 

acc tgg gtt gat ata tct tec aac act gec ggg aag acc ctg ttt ggg 1008 
Thr Trp Val Asp lie Ser Ser Asn Thr Ala Gly Lys Thr Leu Phe Gly 

325 330 335 

aag atg atg gac tac ctg cag ggc tct ggg gag acc cca cag aca gat 1056 
Lys Met Met Asp Tyr Leu Gin Gly Ser Gly Glu Thr Pro Gin Thr Asp 

340 345 350 

gtt cgc tgg atg tea gag act ggc ate att gac gtc ttc ctg ctg ctg 1104 
Val Arg Trp Met Ser Glu Thr Gly lie lie Asp Val Phe Leu Leu Leu 
355 360 365 

ggg ccc tec ate tct gat gtt ttc egg caa tat get agt etc aca gga 1152 
Gly Pro Ser lie Ser Asp Val Phe Arg Gin Tyr Ala Ser Leu Thr Gly 
370 375 380 

acc cag gcg ttg ccc cca etc ttc tec etc ggc tac cac cag age cgt 1200 
Thr Gin Ala Leu Pro Pro Leu Phe Ser Leu Gly Tyr His Gin Ser Arg 
385 390 395 400 

tgg aac tac egg gac gag get gat gtg ctg gaa gtg gat cag ggc ttt 1248 
Trp Asn Tyr Arg Asp Glu Ala Asp Val Leu Glu Val Asp Gin Gly Phe 

405 4i0 415 

gat gat cac aac ctg ccc tgt gat gtc ate tgg eta gac att gaa cat 1296 
Asp Asp His Asn Leu Pro Cys Asp Val lie Trp Leu Asp lie Glu His 

420 425 430 

get gat ggc aag egg tat ttc acc tgg gac ccc agt cgc ttc cct cag 1344 
Ala Asp Gly Lys Arg Tyr Phe Thr Trp Asp Pro Ser Arg Phe Pro Gin 
435 440 445 

ccc cgc acc atg ctt gag cgc ttg get tct aag agg egg aag ctg gtg 1392 
Pro Arg Thr Met Leu Glu Arg Leu Ala Ser Lys Arg Arg Lys Leu Val 
450 455 460 

gee ate gta gac ccc cac ate aag gtg gac tec ggc tac cga gtt cac 1440 
Ala lie Val Asp Pro His lie Lys Val Asp Ser Gly Tyr Arg Val His 
465 470 475 480 

gag gag ctg egg aac ctg ggg ctg tat gtt aaa acc egg gat ggc tct 1488 
Glu Glu Leu Arg Asn Leu Gly Leu Tyr Val Lys Thr Arg Asp Gly Ser 

485 490 495 

gac tat gag ggc tgg tgc tgg cca ggc tea get ggt tac cct gac ttc 1536 
Asp Tyr Glu Gly Trp Cys Trp Pro Gly Ser Ala Gly Tyr Pro Asp Phe 

500 505 510 

act aat ccc acg atg agg gee tgg tgg get aac atg ttc age tat gac 1584 
Thr Asn Pro Thr Met Arg Ala Trp Trp Ala Asn Met Phe Ser Tyr Asp 
515 520 525 

aat tat gag ggc tea get ccc aac etc ttt gtc tgg aat gac atg aac 1632 
Asn Tyr Glu Gly Ser Ala Pro Asn Leu Phe Val Trp Asn Asp Met Asn 
530 535 540 

gaa cca tct gtg ttc aat ggt cct gag gtc acc atg etc aag gat gee 1680 
Glu Pro Ser Val Phe Asn Gly Pro Glu Val Thr Met Leu Lys Asp Ala 
545 550 555 560 

cag cat tat ggg ggc tgg gag cac egg gat gtg cat aac ate tat ggc 1728 
Gin His Tyr Gly Gly Trp Glu His Arg Asp Val His Asn lie Tyr Gly 
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575 



ctt tat gtg cac atg gcg act get gat ggg ctg aga cag cgc tct ggg 1776 
Leu Tyr Val His Met Ala Thr Ala Asp Gly Leu Arg Gin Arg Ser Gly 

580 585 590 

ggc atg gaa cgc ccc ttt gtc ctg gec agg gec ttc ttc get ggc tec 1824 
Gly Met Glu Arg Pro Phe Val Leu Ala Arg Ala Phe Phe Ala Gly Ser 
595 600 605 

cag cgc ttt gga gee gtg tgg aca ggg gac aac act gee gag tgg gac 1872 
Gin Arg Phe Gly Ala Val Trp Thr Gly Asp Asn Thr Ala Glu Trp Asp 
610 615 620 

cat ttg aag ate tct att cct atg tgt etc age ttg ggg ctg gtg gga 1920 
His Leu Lys lie Ser lie Pro Met Cys Leu Ser Leu Gly Leu Val Gly 
625 630 635 640 

ctt tec ttc tgt ggg gcg gat gtg ggt ggc ttc ttc aaa aac cca gag 1968 
Leu Ser Phe Cys Gly Ala Asp Val Gly Gly Phe Phe Lys Asn Pro Glu 

645 650 655 

cca gag ctg ctt gtg cgc tgg tac cag atg ggt get tac cag cca ttc 2 016 

Pro Glu Leu Leu Val Arg Trp Tyr Gin Met Gly Ala Tyr Gin Pro Phe 

660 665 670 

ttc egg gca cat gee cac ttg gac act ggg cga cga gag cca tgg ctg 2064 
Phe Arg Ala His Ala His Leu Asp Thr Gly Arg Arg Glu Pro Trp Leu 
675 680 685 

tta cca tct cag cac aat gat ata ate cga gat gee ttg ggc cag cga 2112 
Leu Pro Ser Gin His Asn Asp lie lie Arg Asp Ala Leu Gly Gin Arg 
690 695 700 

tat tct ttg ctg ccc ttc tgg tac ace etc tta tat cag gee cat egg 2160 
Tyr Ser Leu Leu Pro Phe Trp Tyr Thr Leu Leu Tyr Gin Ala His Arg 
705 710 715 720 

gaa ggc att cct gtc atg agg ccc ctg tgg gtg cag tac cct cag gat 2208 
Glu Gly lie Pro Val Met Arg Pro Leu Trp Val Gin Tyr Pro Gin Asp 

725 730 " 735 

gtg act ace ttc aat ata gat gat cag tac ttg ctt ggg gat gcg ttg 2256 
Val Thr Thr Phe Asn lie Asp Asp Gin Tyr Leu Leu Gly Asp Ala Leu 

740 745 750 

ctg gtt cac cct gta tea gac tct gga gee cat ggt gtc cag gtc tat 2304 
Leu Val His Pro Val Ser Asp Ser Gly Ala His Gly Val Gin Val Tyr 
755 760 765 

ctg cct ggc caa ggg gag gtg tgg tat gac att caa age tac cag aag 2352 
Leu Pro Gly Gin Gly Glu Val Trp Tyr Asp lie Gin Ser Tyr Gin Lys 
770 775 780 

cat cat ggt ccc cag ace ctg tac ctg cct gta act eta age agt ate 2400 
His His Gly Pro Gin Thr Leu Tyr Leu Pro Val Thr Leu Ser Ser lie 
785 790 795 800 

cct gtg ttc cag cgt gga ggg aca ate gtg cct cga tgg atg cga gtg 2448 
Pro Val Phe Gin Arg Gly Gly Thr lie Val Pro Arg Trp Met Arg Val 

805 810 815 

egg egg tct tea gaa tgt atg aag gat gac ccc ate act etc ttt gtt 2496 
Arg Arg Ser Ser Glu Cys Met Lys Asp Asp Pro lie Thr Leu Phe Val 
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gca ctt age cct cag ggt aca get caa gga gag etc ttt ctg gat gat 2544 
Ala Leu Ser Pro Gin Gly Thr Ala Gin Gly Glu Leu Phe Leu Asp Asp 
835 840 845 

. ggg cac acg ttc aac tat cag act cgc caa gag ttc ctg ctg cgt cga 2592 
Gly His Thr Phe Asn Tyr Gin Thr Arg Gin Glu Phe Leu Leu Arg Arg 
850 855 860 

ttc tea ttc tct ggc aac ace ctt gtc tec age tea gca gac cct gaa 264 0 
Phe Ser Phe Ser Gly Asn Thr Leu Val Ser Ser Ser Ala Asp Pro Glu 
865 870 875 880 

gga cac ttt gag aca cca ate tgg att gag egg gtg gtg ata at a ggg 2688 
Gly His Phe Glu Thr Pro lie Trp lie Glu Arg Val Val He He Gly 

885 890 895 

get gga aag cca gca get gtg gta etc cag aca aaa gga tct cca gaa 2736 
Ala Gly Lys Pro Ala Ala Val Val Leu Gin Thr Lys Gly Ser Pro Glu 

900 905 910 

age cgc ctg tec ttc cag cat gac cct gag ace tct gtg ttg gtc ctg 2 784 
Ser Arg Leu Ser Phe Gin His Asp Pro Glu Thr Ser Val Leu Val Leu 
915 920 925 



cgc aag cct ggc ate aat gtg gca tct gat tgg agt att cac ctg cga 2832 
Arg Lys Pro Gly He Asn Val Ala Ser Asp Trp Ser He His Leu Arg 



930 

■/ J w 




93 s 




940 






taacccaagg 


gatgttctgg 


gttaggggga 


gggaagggga 


gcattagtgc 


tgagagatat 


2892 


tctttcttct 


gccttggagt 


tcggccctcc 


ccagacttca 


ettatgetag 


tctaagaccc 


2952 


agattctgee 


aacatttggg 


caggatgaga 


gggctgaccc 


tgggctccaa 


attcctcttg 


3012 


tgatctcctc 


acctctccca 


ctccattgat 


accaactctt 


tcccttcatt 


cccccaacat 


3072 


cctgttgctc 


taactggagc 


acattcactt 


acgaacacca 


ggaaaccaca 


gggcccttgt 


3132 


cgccccttct 


ctttccctta 


tttaggagee 


ctgaactccc 


ccagagtcta 


tccattcatg 


3192 


cctcttgtat 


gttgatgeca 


cttcttggaa 


gaagatgagg 


gcaatgagtt 


agggctcctt 


3252 


ttccccttcc 


ctcccaccag 


attgctctcc 


cacctttcat 


ttcttcctcc 


aggctttact 


3312 


ccccttttta 


tgccccaccg 


atacactggg 


accacccctt 


accccggaca 


ggatgaatgg 


3372 


atcaaaggag 


tgaggttgct 


aaagaacatc 


cttttccctc 


tcattctacc 


cttttcctct 


3432 


ccccgattcc 


ttgtagagct 


getgeaatte 


ttagaggggc 


agttctacct 


cctctgtccc 


3492 


teggcagaaa 


gaegtttcca 


cacctcttag 


gggatgegea 


ttaaacttct 


tttgccccct 


3552 


tcttgtcccc 


tttgaggggc 


acttaagatg 


gagaaatcag 


ttgtggtttc 


agtgaatcat 


3612 


ggtcacctgt 


atttattget 


aggagaagee 


tgagggtggg 


gggagatgat 


catgtgtgct 


3672 


cggggttggc 


tggaagcect 


gggtgggggg 


ttgggggagg 


actaatgggg 


agtcggggaa 


3732 


tatttgtggg 


tatttttttt 


tacttcctct 


tggttcceag 


ctgtgacacg 


ttttgatcaa 


3792 


aggagaaaca 


ataaagggat 


aaaccataaa 


taaaaaaaaa 


aaaa 
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<210> 897 

<211> 2276 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (99) . . (2273) 

<400> 897 

ggtggggatc tcgacgttga acgcctgcgg taccggtccg gaattcccgg gtcgacccac 60 

gcgtccgccc acgcgtccgc ccacgcgtcc gcctggac atg aag acc gag ggg 113 

Met Lys Thr Glu Gly 
1 5 

ggt aaa gtt ctt tac aaa gtt cgc tgg aaa ggc tat aca teg gat gat 161 
Gly Lys Val Leu Tyr Lys Val Arg Trp Lys Gly Tyr Thr Ser Asp Asp 

10 15 20 

gat acc tgg gag ccc gag att cac ctg gag gac tgt aaa gaa gtg ctt 209 
Asp Thr Trp Glu Pro Glu He His Leu Glu Asp Cys Lys Glu Val Leu 

25 30 35 

ctt gaa ttt agg aag aga att gca gag aac ata gec aaa gca gtc aag 257 
Leu Glu Phe Arg Lys Arg He Ala Glu Asn He Ala Lys Ala Val Lys 
40 45 50 

aag gat att cag aga eta tec tta aat aac gac ata ttt gag gcg aac 305 
Lys Asp He Gin Arg Leu Ser Leu Asn Asn Asp He Phe Glu Ala Asn 
55 60 65 

tct gat age gat cag caa agt gag aca aaa gaa gat act tec cca aag 353 
Ser Asp Ser Asp Gin Gin Ser Glu Thr Lys Glu Asp Thr Ser Pro Lys 
70 75 80 85 

aag aaa aag aaa aaa ttg agg cag aga gaa gag aaa age cca gat gat 401 
Lys Lys Lys Lys Lys Leu Arg Gin Arg Glu Glu Lys Ser Pro Asp Asp 

90 95 100 

ctg aaa aag aaa aaa gca aag gee ggg aag eta aaa gac aag tec aaa 44 9 

Leu Lys Lys Lys Lys Ala Lys Ala Gly Lys Leu Lys Asp Lys Ser Lys 

105 110 115 

cca gac ctg gag age tec ttg gaa agt tta gtt ttt gat tta agg aca 497 
Pro Asp Leu Glu Ser Ser Leu Glu Ser Leu Val Phe Asp Leu Arg Thr 
120 125 130 

aag aaa aga att tct gaa gee aaa gaa gaa eta aag gag tec aaa aag 545 
Lys Lys Arg He Ser Glu Ala Lys Glu Glu Leu Lys Glu Ser Lys Lys 
135 140 145 

ccc aaa aaa gat gaa gta aaa gaa aca aaa gaa tta aag aaa gtt aaa 593 
Pro Lys Lys Asp Glu Val Lys Glu Thr Lys Glu Leu Lys Lys Val Lys 
150 155 160 165 

aag ggt gaa ata aga gat tta aag acg aaa aca aga gaa gat ccc aaa 641 
Lys Gly Glu He Arg Asp Leu Lys Thr Lys Thr Arg Glu Asp Pro Lys 

170 175 180 

gaa aat aga aaa aca aaa aaa gaa aaa ttt gtc gaa tec cag gtg gaa 689 
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Glu Asn Arg Lys Thr Lys Lys Glu Lys Phe Val Glu Ser Gin Val Glu . 

185 190 195 

tct gaa tea agt gta ctt aat gat tct ccc ttt cca gag gat gac agt 737 
Ser Glu Ser Ser Val Leu Asn Asp Ser Pro Phe Pro Glu Asp Asp Ser 
200 205 210 

gaa ggg eta cat tec gac age aga gaa gag aaa caa aac act aaa agt 785 
Glu Gly Leu His Ser Asp Ser Arg Glu Glu Lys Gin Asn Thr Lys Ser 
215 220 225 

gca aga gag aga gca ggg cag gac atg ggg ctg gag cat ggc ttt gag 833 
Ala Arg Glu Arg Ala Gly Gin Asp Met Gly Leu Glu His Gly Phe Glu 
230 235 240 245 

aag ccc eta gac agt gee atg agt get gag gag gat acc gat gtc aga 881 
Lys Pro Leu Asp Ser Ala Met Ser Ala Glu Glu Asp Thr Asp Val Arg 

250 255 260 

ggc agg agg aaa aag aag acc ccg aga aag get gag gac act aga gag 929 
Gly Arg Arg Lys Lys Lys Thr Pro Arg Lys Ala Glu Asp Thr Arg Glu 

265 270 275 

aac agg aag eta gag aac aag aac get ttc tta gag aag aaa act gtg 977 
Asn Arg Lys Leu Glu Asn Lys Asn Ala Phe Leu Glu Lys Lys Thr Val 
280 285 290 

cct aaa aag cag agg aat caa gac aga age aaa agt get gca gag tta 1025 
Pro Lys Lys Gin Arg Asn Gin Asp Arg Ser Lys Ser Ala Ala Glu Leu 
295 300 305 

gag aag ctg atg cct gta tct gec caa acg cca aag ggc egg agg ttg 1073 
Glu Lys Leu Met Pro Val Ser Ala Gin Thr Pro Lys Gly Arg Arg Leu 
310 315 320 325 

a 9C ggg gaa gag aga ggc etc tgg tec acg gac tea gee gag gag gac 1121 
Ser Gly Glu Glu Arg Gly Leu Trp Ser Thr Asp Ser Ala Glu Glu Asp 

330 335 ~ 340 

aaa gaa acc aaa aga aat gaa tec aaa gaa aaa tat cag aaa agg cat 1169 
Lys Glu Thr Lys Arg Asn Glu Ser Lys Glu Lys Tyr Gin Lys Arg His 

345 350 355 

gat tct gac aag gaa gaa aaa ggc aga aaa gag cca aaa gga tta aag 1217 
Asp Ser Asp Lys Glu Glu Lys Gly Arg Lys Glu Pro Lys Gly Leu Lys 
360 365 370 

aaa gee att ttg gta caa get tea aca tec age tat aga cag tct ggt 1265 
Lys Ala lie Leu Val Gin Ala Ser Thr Ser Ser Tyr Arg Gin Ser Gly 
375 380 385 

gtc ttt age tgt ggg aaa ggt get ggt gtg act tgg ate act ctg aga 1313 
Val Phe Ser Cys Gly Lys Gly Ala Gly Val Thr Trp He Thr Leu Arg 
390 395 400 405 

etc act gee ttc agt agg cct ttg tea caa ctg cag gaa ate aga aat 1361 
Leu Thr Ala Phe Ser Arg Pro Leu Ser Gin Leu Gin Glu He Arg Asn 

410 415 420 

gca ttt gat tta ttt aaa tta act cca gaa gaa aaa aat gat gtt tct 1409 
Ala Phe Asp Leu Phe Lys Leu Thr Pro Glu Glu Lys Asn Asp Val Ser 

425 430 435 

gag aat aat egg aaa agg gaa gaa ata cca ctg gat ttt aaa acc ata 1457 
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Glu Asn Asn Arg Lys Arg Glu Glu lie Pro Leu Asp Phe Lys Thr lie 
440 445 450 

gac gat cac aaa acc aag gaa aac aaa cag tea ctt aaa gaa agg aga 1505 
Asp Asp His Lys Thr Lys Glu Asn Lys Gin Ser Leu Lys Glu Arg Arg 
455 460 465 

aac acc aga gac gaa acg gat act tgg gca tac att get gca gaa ggt 1553 
Asn Thr Arg Asp Glu Thr Asp Thr Trp Ala Tyr He Ala Ala Glu Gly 
470 475 480 485 

gat cag gag gtt tta gac age gtg tgc caa gca gat gag aat tea ggg 1601 
Asp Gin Glu Val Leu Asp Ser Val Cys Gin Ala Asp Glu Asn Ser Gly 

490 495 500 

gee aac aga cgc etc ata cag gag age tec ggc tgg cat ctg gcg ggt 1649 
Ala Asn Arg Arg Leu He Gin Glu Ser Ser Gly Trp His Leu Ala Gly 

505 510 515 

gee cct ctg gga cga age ttc cag agg aag gaa cag gca gca ate ttt 1697 
Ala Pro Leu Gly Arg Ser Phe Gin Arg Lys Glu Gin Ala Ala He Phe 
520 525 530 

get gtt ctg cag ctt ccg ctg gtg ata ccc agg caa aca gag tct gga 1745 
Ala Val Leu Gin Leu Pro Leu Val He Pro Arg Gin Thr Glu Ser Gly 
535 540 545 

gat cac aac tec teg cca agg gaa caa aac tgg gcg gag aat gag ttt 1793 
Asp His Asn Ser Ser Pro Arg Glu Gin Asn Trp Ala Glu Asn Glu Phe 
550 555 560 565 

gac gaa ttg aca gaa gta ggc ttc aga agg tgg gta ata aac tec tct 1841 
Asp Glu Leu Thr Glu Val Gly Phe Arg Arg Trp Val He Asn Ser Ser 

570 575 580 

gag eta aaa gag cat gtt eta acc caa tgc aag gaa get aag aac ctt 1889 
Glu Leu Lys Glu His Val Leu Thr Gin Cys Lys Glu Ala Lys Asn Leu 

585 590 595 

gag aaa agg tta gag gaa ttg ctg act aga ata aca agt tta ggg aag 1937 
Glu Lys Arg Leu Glu Glu Leu Leu Thr Arg He Thr Ser Leu Gly Lys 
600 605 610 

aac aga aat gac ctg atg gag ctg aaa aca cag cac gag aac ttc atg 1985 
Asn Arg Asn Asp Leu Met Glu Leu Lys Thr Gin His Glu Asn Phe Met 
615 620 625 

aag cat aca caa gta tea ata acg aaa teg gaa cgc age tec tea cca 2033 
Lys His Thr Gin Val Ser He Thr Lys Ser Glu Arg Ser Ser Ser Pro 
630 635 640 645 

■ 

gca acg gaa caa age tgg atg gag aat gac ttt gac aag ttg aga gaa 2081 
Ala Thr Glu Gin Ser Trp Met Glu Asn Asp Phe Asp Lys Leu Arg Glu 

650 655 660 

ggc ttc aga cga tea aac tac tec gag eta aag gag gaa gtt caa acc 2129 
Gly Phe Arg Arg Ser Asn Tyr Ser Glu Leu Lys Glu Glu Val Gin Thr 

665 670 675 

cat age aaa gaa gtt aaa aac ctt gaa aaa aga tta gac gaa tgg eta 2177 
His Ser Lys Glu Val Lys Asn Leu Glu Lys Arg Leu Asp Glu Trp Leu 
680 685 690 

act aga ata acc aat gca gag aag tec tta aag gac ctg atg gag ctg 2225 



2472 



WO 01/57190 — ~ PCT/US01/04098 



Thr Arg He Thr Asn Ala Glu Lys Ser Leu Lys Asp Leu Met Glu Leu 
695 700 705 

aaa acc aag gca cga gaa eta cgt gac gaa cgc aca age etc agt age 2273 
Lys Thr Lys Ala Arg Glu Leu Arg Asp Glu Arg Thr Ser Leu Ser Ser 
710 715 720 725 

tga 2276 



<210> 898 

<211> 3672 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (731) . . (3451) 
<400> 898 

ctgatgctgg aattgatcat ggagatctcg tttctgttcc tgggcccgga tcatatccat 60 

gaccttccgg ttttcaggga ggcaggtggg gcagtcagca tcactttccg agtaactctc 120 

aaagcagtgt tggtggaagg agtggceaca caggaagtgg actgagggca actccaaggc 180 

actgttacag atgetgeact tggtcttttg gaaaatctta ggatccccaa ccccccgccg 240 

ctcctttccc cgtttctcca geagagggeg caggcccaaa ggttccgccg accccgcccc 3 00 

agcctggccc cgccccgccc eggegtaggg geggggaaga egggcacaga aacctggccg 360 

cggctttccg ggagctgtgg gcacgcgagc tgetcgaage cggtggcccg gggategteg 42 0 

ctgcccagtc cggccgcggc cggccgcttc cccgagctta ccagtaagcc ggtccgcctc 480 

cgggacgcgc cccgcccgcc ccgggctcgc gcgctctgaa ggggcgcgtc ccgcgcactc 540 

ccggcgccgc ccactcccct ccccacggcc gctcctccct ccgcccggat agccggcggc 600 

ggcggcggcg geggeggegg cggcggcggc ggcggccggg agaggcccct ccttcacgcc 660 

ctgcttctct ccctcgctcg cagtcgagcc gagceggegg acccgcctgg gctccgaccc 720 

tgcccaggcc atg gec ggc aac gtg aag aag age tct ggg gee ggg ggc 769 

Met Ala Gly Asn Val Lys Lys Ser Ser Gly Ala Gly Gly 
1-5 10 

ggc age ggc tec ggg ggc teg ggt teg ggt ggc ctg att ggg etc atg 817 
Gly Ser Gly Ser Gly Gly Ser Gly Ser Gly Gly Leu He Gly Leu Met. 
15 20 25 

aag gac -gee ttc cag ccg cac cac cac cac cac cac cac etc age ccc 865 
Lys Asp Ala Phe Gin Pro His His His His, His His His Leu Ser Pro 
30 35 40 45 

cac ccg ccg ggg acg gtg gac aag aag atg gtg gag aag tgc tgg aag 913 
His Pro Pro Gly Thr Val Asp Lys Lys Met Val Glu Lys Cys Trp Lys 

50 55 60 

etc atg gac aag gtg gtg egg ttg tgt cag aac cca aag ctg gcg eta 961 
Leu Met Asp Lys Val Val Arg Leu Cys Gin Asn Pro Lys Leu Ala Leu 
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65 70 75 

aag aat age cca cct tat ate tta gac ctg eta cca gat ace tac cag 1009 
Lys Asn Ser Pro Pro Tyr lie Leu Asp Leu Leu Pro Asp Thr Tyr Gin 
80 85 90 

cat etc cgt act ate ttg tea aga tat gag ggg aag atg gag aca ctt 1057 
His Leu Arg Thr lie Leu Ser Arg Tyr Glu Gly Lys Met Glu Thr Leu 
95 100 105 

gga gaa aat gag tat ttt agg gtg ttt atg gag aat ttg atg aag aaa 1105 
Gly Glu Asn Glu Tyr Phe Arg Val Phe Met Glu Asn Leu Met Lys Lys 
110 115 120 125 

act aag caa acc ata age etc ttc aag gag gga aaa gaa aga atg tat 1153 
Thr Lys Gin Thr lie Ser Leu Phe Lys Glu Gly Lys Glu Arg Met Tyr 

130 135 140 

gag gag aat tct cag cct agg cga aac eta acc aaa ctg tec etc ate 1201 
Glu Glu Asn Ser Gin Pro Arg Arg Asn Leu Thr Lys Leu Ser Leu lie 

145 150 . 155 

ttc age cac atg ctg gca gaa eta aaa gga ate ttt cca agt gga etc 1249 
Phe Ser His Met' Leu Ala Glu Leu Lys Gly lie Phe Pro Ser Gly Leu 
160 165 170 

ttt cag gga gac aca ttt egg att act aaa gca gat get gcg gaa ttt 1297 
Phe Gin Gly Asp Thr Phe Arg He Thr Lys Ala Asp Ala Ala Glu Phe 
175 180 185 

tgg aga aaa get ttt ggg gaa aag aca ata gtc cct tgg aag age ttt 1345 
Trp Arg Lys Ala Phe Gly Glu Lys Thr He Val Pro Trp Lys Ser Phe 
190 195 200 205 

cga cag get eta cat gaa gtg cat ccc ate agt tct ggg ctg gag gec 13 93 

Arg Gin Ala Leu His Glu Val His Pro He Ser Ser Gly Leu Glu Ala 

210 215 220 

atg get ctg aaa tec act att gat ctg acc tgc aat gat tat att teg 1441 
Met Ala Leu Lys Ser Thr He Asp Leu Thr Cys Asn Asp Tyr lie Ser 

225 230 235 

gtt ttt gaa ttt gac ate ttt acc cga etc ttt cag ccc tgg tec tct 148 9 

Val Phe Glu Phe Asp He Phe Thr Arg Leu Phe Gin Pro Trp Ser Ser 
240 245 250 

ttg etc agg aat tgg aac age ctt get gta act cat cct ggc tac atg 153 7 
Leu Leu Arg Asn Trp Asn Ser Leu Ala Val Thr His Pro Gly Tyr Met 
255 260 265 

get ttt ttg acg tat gac gaa gtg aaa get egg etc cag aaa ttc att 1585 
Ala Phe Leu Thr Tyr Asp Glu Val Lys Ala Arg Leu Gin Lys Phe He 
270 275 280 285 

cac aaa cct ggc agt tat ate ttc egg ctg age tgt act cgt ctg ggt 1633 
His Lys Pro Gly Ser Tyr He Phe Arg Leu Ser. Cys Thr Arg Leu Gly 

290 295 300 

cag tgg get att ggg tat gtt act get gat ggg aac att etc cag aca 1681 
Gin Trp Ala He Gly Tyr Val Thr Ala Asp Gly Asn He Leu Gin Thr 

305 310 315 

ate cct cac aat aaa cct etc ttc caa gca ctg att gat ggc ttc agg 1729 
lie Pro His Asn Lys Pro Leu Phe Gin Ala Leu lie Asp Gly Phe Arg 
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gaa ggc ttc tat ttg ttt cct gat gga cga aat cag aat cct gat ctg 1777 
Glu Gly Phe Tyr Leu Phe Pro Asp Gly Arg Asn Gin Asn Pro Asp Leu 
335 340 345 

act ggc tta tgt gaa cca act ccc caa gac cat ate aaa gtg acc cag 1825 
Thr Gly Leu Cys Glu Pro Thr Pro Gin Asp His lie Lys Val Thr Gin 
350 355 360 365 

gaa caa tat gaa tta tac tgt gag atg ggc tec aca ttc caa eta tgt 18 73 
Glu Gin Tyr Glu Leu Tyr Cys Glu Met Gly Ser Thr Phe Gin Leu Cys 

370 375 380 

aaa ata tgt get gaa aat gat aag gat gta aag att gag ccc tgt gga 1921 
Lys lie Cys Ala Glu Asn Asp Lys Asp Val Lys lie Glu Pro Cys Gly 

385 390 395 

cac etc atg tgc aca tec tgt ctt aca tec tgg cag gaa tea gaa ggt 1969 
His Leu Met Cys Thr Ser Cys Leu Thr Ser Trp Gin Glu Ser Glu Gly 
400 405 410 

cag ggc tgt cct ttc tgc cga tgt gaa att aaa ggt act gaa ccc ate 2017 
Gin Gly Cys Pro Phe Cys Arg Cys Glu lie Lys Gly Thr Glu Pro lie 
415 420 425 

gtg gta gat ccg ttt gat cct aga ggg agt ggc age ctg ttg agg caa 2065 
Val Val Asp Pro Phe Asp Pro Arg Gly Ser Gly Ser Leu Leu Arg Gin 
430 435 440 445 

gga gca gag gga get ccc tec cca aat tat gat gat gat gat gat gaa 2113 
Gly Ala Glu Gly Ala Pro Ser Pro Asn Tyr Asp Asp Asp Asp Asp Glu 

450 455 460 

cga get gat gat act etc ttc atg atg aag gaa ttg get ggt gee aag 2161 
Arg Ala Asp Asp Thr Leu Phe Met Met Lys Glu Leu Ala Gly Ala Lys 

465 470 475 

gtg gaa egg ccg cct tct cca ttc tec atg gee cca caa get tec ctt 2209 
Val Glu Arg Pro Pro Ser Pro Phe Ser Met Ala Pro Gin Ala Ser Leu 
480 485 490 

ccc ccg gtg cca cca cga ctt gac ctt ctg ccg cag cga gta tgt gtt 2257 
Pro Pro Val Pro Pro Arg Leu Asp Leu Leu Pro Gin Arg Val Cys Val 
495 500 505 

ccc tea agt get tct get ctt gga act get tct aag get get tct ggc 23 05 
Pro Ser Ser Ala Ser Ala Leu Gly Thr Ala Ser Lys Ala Ala Ser Gly 
510 515 520 525 

tec ctt cat aaa gac aaa cca ttg cca gta cct ccc aca ctt cga gat 2353 
Ser Leu His Lys Asp Lys Pro Leu Pro Val Pro Pro Thr Leu Arg Asp 

530 535 540 

ctt cca cca cca ccg cct cca gac egg cca tat tct gtt gga gca gaa 2401 
Leu Pro Pro Pro Pro Pro Pro Asp Arg Pro Tyr Ser Val Gly Ala Glu 

545 550 555 

tec cga cct caa aga cgc ccc ttg cct tgt aca cca ggc gac tgt ccc 2449 
Ser Arg Pro Gin Arg Arg Pro Leu Pro Cys Thr Pro Gly Asp Cys Pro 
560 565 570 

tec aga gac aaa ctg ccc cct gtc ccc tct age cgc ctt gga gac tea 2497 
Ser Arg Asp Lys Leu Pro Pro Val Pro Ser Ser Arg Leu Gly Asp Ser 



2475 



WO 01/57190 
575 



580 



585 



PCT/US01/04098 



tgg ctg ccc egg cca ate ccc aaa gta 
Trp Leu Pro Arg Pro lie Pro Lys Val 
590 595 

agt gat ccc tgg aca gga aga gaa tta 
Ser Asp Pro Trp Thr Gly Arg Glu Leu 

610 

ttt tea ttg ccc tea caa atg gag ccc 
Phe Ser Leu Pro Ser Gin Met Glu Pro 

625 630 



cca gta tct gee cca agt tec 2545 
Pro Val Ser Ala Pro Ser Ser 
600 605 

ace aac egg cac tea ctt cca 2593 
Thr Asn Arg His Ser Leu Pro 
615 620 

aga cca gat gtg cct agg etc 2641 
Arg Pro Asp Val Pro Arg Leu 

635 



gga age acg ttc agt ctg gat ace tec atg agt atg aat age age cca 2689 
Gly Ser Thr Phe Ser Leu Asp Thr Ser Met Ser Met Asn Ser Ser Pro 
640 645 650 

tta gta ggt cca gag tgt gac cac ccc aaa ate aaa cct tec tea tct 273 7 
Leu Val Gly Pro Glu Cys Asp His Pro Lys He Lys Pro Ser Ser Ser 
655 660 665 

gee aat gee att tat tct ctg get gee aga cct ctt cct gtg cca aaa 2785 
Ala Asn Ala He Tyr Ser Leu Ala Ala Arg Pro Leu Pro Val Pro Lys 
670 675 680 685 

ctg cca cct ggg gag caa tgt gag ggt gaa gag gac aca gag tac atg 2833 
Leu Pro Pro Gly Glu Gin Cys Glu Gly Glu Glu Asp Thr Glu Tyr Met 

690 ' 695 700 

act ccc tct tec agg cct eta egg cct ttg gat aca tec cag agt tea 2881 
Thr Pro Ser Ser Arg Pro Leu Arg Pro Leu Asp Thr Ser Gin Ser Ser 

705 710 715 

cga gca tgt gat tgc gac cag cag att gat age tgt acg tat gaa gca 292 9 

Arg Ala Cys Asp Cys Asp Gin Gin He Asp Ser Cys Thr Tyr Glu Ala 
720 725 730 

atg tat aat att cag tec cag gcg cca tct ate acc gag age age ace 2977 
Met Tyr Asn He Gin Ser Gin Ala Pro Ser He Thr Glu Ser Ser Thr 
735 740 745 

ttt ggt gaa ggg aat ttg gee gca gee cat gee aac act ggt ccc gag 3025 
Phe Gly Glu Gly Asn Leu Ala Ala Ala His Ala Asn Thr Gly Pro Glu 
750 755 760 765 

gag tea gaa aat gag gat gat ggg tat gat gtc cca aag cca cct gtg 3073 
Glu Ser Glu Asn Glu Asp Asp Gly Tyr Asp Val Pro Lys Pro Pro Val 

770 775 780 

ccg gee gtg ctg gee cgc cga act etc tea gat ate tct aat gee age 3121 
Pro Ala Val Leu Ala Arg Arg Thr Leu Ser Asp He Ser Asn Ala Ser 

785 790 795 

tec tec ttt ggc tgg ttg tct ctg gat ggt gat cct aca aca aat gtc 3169 
Ser Ser Phe Gly Trp Leu Ser Leu Asp Gly Asp Pro Thr Thr Asn Val 
800 805 810 

act gaa ggt tec caa gtt ccc gag agg cct cca aaa cca ttc ccg egg 3217 
Thr Glu Gly Ser Gin Val Pro Glu Arg Pro Pro Lys Pro Phe Pro Arg 
815 820 825 

aga ate aac tct gaa egg aaa get ggc age tgt cag caa ggt agt ggt 3265 
Arg He Asn Ser Glu Arg Lys Ala Gly Ser Cys Gin Gin Gly Ser Gly 
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cct gcc gcc tct get gec acc gec tea cct cag etc tec agt gag ate 3313 
Pro Ala Ala Ser Ala Ala Thr Ala Ser Pro Gin Leu Ser Ser Glu He 

850 855 860 

gag aac etc atg agt cag ggg tac tec tac cag gac ate cag aaa get 3361 
Glu Asn Leu Met Ser Gin Gly Tyr Ser Tyr Gin Asp He Gin Lys Ala 

865 870 875 

ttg gtc att gcc cag aac aac ate gag atg gcc aaa aac ate etc egg 3409 
Leu Val He Ala Gin Asn Asn He Glu Met Ala Lys Asn He Leu Arg 
880 885 890 

gaa ttt gtt tec att tct tct cct gcc cat gta get acc tag cacacca 3458 
Glu Phe Val Ser He Ser Ser Pro Ala His Val Ala Thr * 
895 900 905 

tctccctgct gcaggtttag aggaccagtg agttgggagt tattactcaa gtggcaccta 3518 

gaagggcagg agttcctttg gtgacttcac agtgaagtct tgccctctct gtgggatatc 3578 

acatcagtgg ttccaagatt tcaaagtggt gaaatgaaaa tggagcagct agtatgtttt 3638 

attattttat gggtcttgag tgcatttgaa ggtg 3672 



<210> 899 

<211> 2865 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (78) . . (2699) 
<400> 899 

attgaacact ttgaacgect geggtacegg aceggaatte ccgggtcgac ccacgcgtcc 60 

gcggacgcgt ggggagc atg gac ggt gcc atg ggg cct egg ggg ctg ctg 110 

Met Asp Gly Ala Met Gly Pro Arg Gly Leu Leu 
15 10 

atg tgc atg tac ctg gta tct etc etc ate ctg cag gcc atg cct gcc 158 
Met Cys Met Tyr Leu Val Ser Leu Leu He Leu Gin Ala Met Pro Ala 

15 20 25 

ctg ggc teg get aca ggc agg tec aag age age gag aag cga cag get 206 
Leu Gly Ser Ala Thr Gly Arg Ser Lys Ser Ser Glu Lys Arg Gin Ala 
30 35 40 

gtg gac acc get gtc gat ggc gtg ttc ate egg agt ttg aaa gtc aac 254 
Val Asp Thr Ala Val Asp Gly Val Phe lie Arg Ser Leu Lys Val Asn 
45 50 55 

tgc aaa gtc acc tct cgc ttc gcc cac tat gtt gtc acc age caa gtg 302 
Cys Lys Val Thr Ser Arg Phe Ala His Tyr Val Val Thr Ser Gin Val 
60 65 70 75 

gtc aac act gcc aat gaa gcc agg gaa gtg gcc ttc gac ctg gaa ate 350 
Val Asn Thr Ala Asn Glu Ala Arg Glu Val Ala Phe Asp Leu Glu He 

80 85 90 



2477 



WO 01/57190 



PCT/USO 1/04098 



ccc aac aca ggc ttc ate agt gac ttt gec gtt aca gca gat gga aac 398 
Pro Asn Thr Gly Phe lie Ser Asp Phe Ala Val Thr Ala Asp Gly Asn 

95 100 105 

gca ttt ate gga gac ata aag gac aag gtg act gca tgg aag cag tac 446 
Ala Phe lie Gly Asp lie Lys Asp Lys Val Thr Ala Trp Lys Gin Tyr 
110 115 120 

egg aaa gca get ate tea gga gag aat gee ggc ctt gtc agg gec teg 494 
Arg Lys Ala Ala lie Ser Gly Glu Asn Ala Gly Leu Val Arg Ala Ser 
125 130 135 

ggg aga act atg gag caa ttc ate ate cac etc acc gtc aat ccc cag 542 
Gly Arg Thr Met Glu Gin Phe lie lie His Leu Thr Val Asn Pro Gin 
140 145 150 155 

age aag gtc acg ttt cag ctg act tat gag gaa gtg ctg aag aga aac 590 
Ser Lys Val Thr Phe Gin Leu Thr Tyr Glu Glu Val Leu Lys Arg Asn 

160 165 170 

cat atg cag tat gaa att gtc ate aaa gtc aag ccc aag cag ctg gtg 638 
His Met Gin Tyr Glu lie Val lie Lys Val Lys Pro Lys Gin Leu Val 

175 180 185 

cat cat ttt gag att gat gtg gac ate ttc gag ccc cag ggg ate age 686 
His His Phe Glu He Asp Val Asp He Phe Glu Pro Gin Gly He Ser 
190 195 200 

aag ctg gat gee cag gee tct ttc ctg ccg aag gaa ctg gca gec caa 734 
Lys Leu Asp Ala Gin Ala Ser Phe Leu Pro Lys Glu Leu Ala Ala Gin 
205 210 215 

act ate aag aag tec ttc tea gga aaa aag ggt cat gtg ctg ttc cgt 782 
Thr He Lys Lys Ser Phe Ser Gly Lys Lys Gly His Val Leu Phe Arg 
220 225 230 235 

ccc acc gtg age cag cag cag tec tgc ccc aca tgc tct aca tec tta 83 0 

Pro Thr Val Ser Gin Gin Gin Ser Cys Pro Thr Cys Ser Thr Ser Leu 

240 245 250 

ctg aac ggg cac ttc aag gtg acc tac gat gtc agt cga gac aag ate 878 
Leu Asn Gly His Phe Lys Val Thr Tyr Asp Val Ser Arg Asp Lys He 

255 260 265 

tgc gac etc ctg gtg gec aat aac cac ttt gee cac ttc ttt gec ccc 926 
Cys Asp Leu Leu Val Ala Asn Asn His Phe Ala His Phe Phe Ala Pro 
270 275 280 

caa aac ctg aca aac atg aac aag aac gtg gtt ttt gtg att gac ate 974 
Gin Asn Leu Thr Asn Met Asn Lys Asn Val Val Phe Val He Asp He 
285 290 295 

agt ggc tec atg aga ggc cag aaa gtg aag cag acc aag gag gca etc 1022 
Ser Gly Ser Met Arg Gly Gin Lys Val Lys Gin Thr Lys Glu Ala Leu 
300 305 310 315 

ctt aaa att ctg ggg gac ate cac cca ggg gac tac ttt gac ctg gtt 1070 
Leu Lys He Leu Gly Asp He His Pro Gly Asp Tyr Phe Asp Leu Val 

320 325 330 

ctt ttt ggg act cga gta caa teg tgg aag ggc teg ctg gtg caa gca 1118 
Leu Phe Gly Thr Arg Val Gin Ser Trp Lys Gly Ser Leu Val Gin Ala 

335 340 345 
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tct gag gcc aac eta caa gca get caa gac ttt gtg egg ggc ttt tec 1166 
Ser Glu Ala Asn Leu Gin Ala Ala Gin Asp Phe Val Arg Gly Phe Ser 
350 355 360 

ctg gat gag gcc aca aac ctg aat gga ggt ttg etc egg gga att gag 1214 
Leu Asp Glu Ala Thr Asn Leu Asn Gly Gly Leu Leu Arg Gly lie Glu 
365 370 375 

ate ttg aac caa gtt cag gaa age etc cca gaa etc age aac cat gcc 1262 
lie Leu Asn Gin Val Gin Glu Ser Leu Pro Glu Leu Ser Asn His Ala 
380 385 390 395 

tea at a etc ate atg ttg aca gat ggc gat ccc aca gag ggg gtg acg 1310 
Ser lie Leu He Met Leu Thr Asp Gly Asp Pro Thr Glu Gly Val Thr 

400 405 410 

gac cgt tec caa ate etc aag aac gtc cgc aac gcc ate egg ggc agg 1358 
Asp Arg Ser Gin He Leu Lys Asn Val Arg Asn Ala He Arg Gly Arg 

415 420 425 

ttc ccg etc tac aac ctg ggt ttc ggc cac aat gtg gac ttt aac ttt 1406 
Phe Pro Leu Tyr Asn Leu Gly Phe Gly His Asn Val Asp Phe Asn Phe 
430 435 440 

ctg gag gtc atg tec atg gag aac aac gga egg gcc cag aga ate tac 1454 
Leu Glu Val Met Ser Met Glu Asn Asn Gly Arg Ala Gin Arg He Tyr 
445 450 455 

gag gac cat gat gcc acc cag cag ctg cag ggt ttc tac age cag gta 1502 
Glu Asp His Asp Ala Thr Gin Gin Leu Gin Gly Phe Tyr Ser Gin Val 
460 465 470 475 

gcc aaa ccc ctg ctg gtg gat gtg gat ttg cag tac ccc cag gat get 1550 
Ala Lys Pro Leu Leu Val Asp Val Asp Leu Gin Tyr Pro Gin Asp Ala 

480 485 490 

gtc ttg gcc ctg acc cag aac cac cat aaa cag tac tac gaa ggc tea 1598 
Val Leu Ala Leu Thr Gin Asn His His Lys Gin Tyr Tyr Glu Gly Ser 

495 500 505 

gag att gtg gtg gcc ggg cgc att get gac aac aaa cag age age ttc 1646 
Glu He Val Val Ala Gly Arg He Ala Asp Asn Lys Gin Ser Ser Phe 
510 515 520 

aag get gat gtg cag gcc cat ggg gag gga caa gaa ttc agt ata acc 1694 
Lys Ala Asp Val Gin Ala His Gly Glu Gly Gin Glu Phe Ser He Thr 
525 530 535 

tgc eta gtg gat gag gag gag atg aag aaa ctg etc cga gag cgt ggc 1742 
Cys Leu Val Asp Glu Glu Glu Met Lys Lys Leu Leu Arg Glu Arg Gly 
540 545 550 555 

cac atg ctg gag aac cac gtc gag cgc etc tgg gcc tac etc acc ate 1790 
His Met Leu Glu Asn His Val Glu Arg Leu Trp Ala Tyr Leu Thr He 

560 565 570 

cag gag ctg ctg gcc aag egg atg aag gtg gac agg gag gtg agg gcc 1838 
Gin Glu Leu Leu Ala Lys Arg Met Lys Val Asp Arg Glu Val Arg Ala 

575 580 585 

aac ctg tea tec cag gcc ctg egg atg teg ctg gac tat ggg ttt gtg 1886 
Asn Leu Ser Ser Gin Ala Leu Arg Met Ser Leu Asp Tyr Gly Phe Val 
590 595 600 
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acc cca ctg acc tec atg age ate agg ggc atg gcg gac cag gac ggc 1934 
Thr Pro Leu Thr Ser Met Ser lie Arg Gly Met Ala Asp Gin Asp Gly 
605 610 615 

ctg aag ccc acc ate gac aag ccc tea gag gat tct ccg cct ttg gag 1982 
Leu Lys Pro Thr lie Asp Lys Pro Ser Glu Asp Ser Pro Pro Leu Glu 
620 625 630 635 

atg ctg gga ccc aga agg acg ttc gtg ctg tea gee ttg cag cct tct 203 0 

Met Leu Gly Pro Arg Arg Thr Phe Val Leu Ser Ala Leu Gin Pro Ser 

640 645 650 

cct act cat tec age tec aat acc cag egg ctg cca gac cga gtg acc 2078 
Pro Thr His Ser Ser Ser Asn Thr Gin Arg Leu Pro Asp Arg Val Thr 

655 660 665 

ggc ggc ttc tea gtg aat gga cag etc att ggc aac aag gec agg age 2126 
Gly Gly Phe Ser Val Asn Gly Gin Leu lie Gly Asn Lys Ala Arg Ser 
670 675 680 

cct ggg cag cat gac ggc acg tac ttc ggg egg ctg gga ate gca aac 2174 
Pro Gly Gin His Asp Gly Thr Tyr Phe Gly Arg Leu Gly lie Ala Asn 
685 690 695 

cct gee acg gac ttt cag ttg gaa gtg act cct cag aac att acg ctg 2222 
Pro Ala Thr Asp Phe Gin Leu Glu Val Thr Pro Gin Asn lie Thr Leu 
700 705 710 715 

aac ccc ggc ttt ggt ggg cct gtg ttt tec tgg agg gac caa get gtg 2270 

Asn Pro Gly Phe Gly Gly Pro Val Phe Ser Trp Arg Asp Gin Ala Val 

720 725 730 

* 

ctg egg cag gac ggg gtg gtg gtg acc ate aac aag aag agg aac ctg 2318 

Leu Arg Gin Asp Gly Val Val Val Thr lie Asn Lys Lys Arg Asn Leu 

735 740 745 

gtg gtg tct gtg gac gac ggt ggc acc ttt gag gtt gtt ttg cac cga 2366 
Val Val Ser Val Asp Asp Gly Gly Thr Phe Glu Val Val Leu His Arg 
750 755 760 

gtg tgg aag ggg age teg gtc cac cag gac ttc ctg ggc ttc tat gtg 2414 
Val Trp Lys Gly Ser Ser Val His Gin Asp Phe Leu Gly Phe Tyr Val 
765 770 775 

ctg gac agt cat egg atg tea gec egg acg cac ggg ctg ctg ggg caa 2462 
Leu Asp Ser His Arg Met Ser Ala Arg Thr His Gly Leu Leu Gly Gin 
780 , 785 790 795 

ttt ttc cac ccc ate ggt ttt gaa gtg tct gac ate cac cca ggc tct 2510 
Phe Phe His Pro lie Gly Phe Glu Val Ser Asp lie His Pro Gly Ser 

800 805 810 

gac ccc aca aag cca gat gee acg atg gtg gtg agg aac cgc egg etc 2558 
Asp Pro Thr Lys Pro Asp Ala Thr Met Val Val Arg Asn Arg Arg Leu 

815 820 825 

i 

. t 

acg gtc acc agg ggt ttg caa aaa gac tac age aag gac ccg tgg cat 2606 
Thr Val Thr Arg Gly Leu Gin Lys Asp Tyr Ser Lys Asp Pro Trp His 
830 835 840 

ggg gee gag gtg tec tgc tgg ttc att cac aac aat ggg get gga etc 2654 
Gly Ala Glu Val Ser Cys Trp Phe He His Asn Asn Gly Ala Gly Leu 
845 850 855 
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ate gat ggt gec tac act gat tat ate gtc ccc gac ate ttc tga gee 2702 
lie Asp Gly Ala Tyr Thr Asp Tyr lie Val Pro Asp He Phe * 
860 865 870 

ctctggccag cacgcctgtc ctcccccggg gecaaggcag aggaggagga cgacatcctg 2762 

acctgctgct gaggctgtac ctccttgact aagctggttc cttgtgtcaa agcacctcat 2822 

gccttccatt aaagagaggc cgtgtccacc caaaaaaaaa aaa 2865 



<210> 900 
<211> 3336 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (132) . . (1751) 
<400> 900 

atcgacccac gcgtccggga gcttgcgcca gtctcttcgc ggcgtccacc acttagaege 60 

aagttgctga agccggccgg ggagaaggtg ttgttgccgg agctgagacc gggcggccac 120 

agtcegcagg g atg aac etc gag ttg ctg gag tec ttt ggg cag aac tat 170 

Met Asn Leu Glu Leu Leu Glu Ser Phe Gly Gin Asn Tyr 
1 5 10 

cca gag gaa get gat gga act ttg gat tgt ate age atg get ttg act 218 
Pro Glu Glu Ala Asp Gly Thr Leu Asp Cys He Ser Met Ala Leu Thr 
15 20 25 

tgc ace ttt aac agg tgg ggc aca ctg ctt gca gtt ggc tgt aat gat 266 
Cys Thr Phe Asn Arg Trp Gly Thr Leu Leu Ala Val Gly Cys Asn Asp 
30 35 40 45 

ggc cga att gtc ate tgg gat ttc ttg aca aga ggc att get aaa att 314 
Gly Arg He Val He Trp Asp Phe Leu Thr Arg Gly He Ala Lys He 

50 55 60 

aaa ttt agt gca cac ate cat cca gtg tgt tct tta tgc tgg age cga 362 
Lys Phe Ser Ala His He His Pro Val Cys Ser Leu Cys Trp Ser Arg 

65 70 75 

gat ggt cat aaa etc gtg agt get tec act gat aac ata gtg tea cag 410 
Asp Gly His Lys Leu Val Ser Ala Ser Thr Asp Asn He Val Ser Gin 
80 85 90 

tgg gat gtt ctt tea ggc gac tgt gac cag agg ttt cga ttc cct tea 458 
Trp Asp Val Leu Ser Gly Asp Cys Asp Gin Arg Phe Arg Phe Pro Ser 
95 100 105 



ccc ate tta aaa gtc caa tat cat cca cga gat cag aac aag gtt etc 
Pro He Leu Lys Val Gin Tyr His Pro Arg Asp Gin Asn Lys Val Leu 
110 115 120 125 



506 



9tg tgt ccc atg aaa tct get cct gtc atg ttg ace ctt tea gat tec 554 
Val Cys Pro Met Lys Ser Ala Pro Val Met Leu Thr Leu Ser Asp Ser 

130 135 140 
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aaa cat gtt gtt ctg ccg gtg gac gat gac tec gat ttg aac gtt gtg 602 
Lys His Val Val Leu Pro Val Asp Asp Asp Ser Asp Leu Asn Val Val 

145 150 155 

gca tct ttt gat agg cga ggg gaa tat att tat acg gga aac gca aaa 650 
Ala Ser Phe Asp Arg Arg Gly Glu Tyr lie Tyr Thr Gly Asn Ala Lys 
160 165 170 

ggc aag att ttg gtc eta aaa aca gat tct cag gat ctt gtt get tec 698 
Gly Lys He Leu Val Leu Lys Thr Asp Ser Gin Asp Leu Val Ala Ser 
175 180 185 

ttc aga gtg aca act gga aca age aat acc aca gec att aag tea att 746 
Phe Arg Val Thr Thr Gly Thr Ser Asn Thr Thr Ala He Lys Ser He 
190 195 200 205 

gag ttt gee egg aag ggg agt tgc ttt tta att aac acg gca gat cga 794 
Glu Phe Ala Arg Lys Gly Ser Cys Phe Leu He Asn Thr Ala Asp Arg 

210 215 220 

ata ate aga gtt tat gat ggc aga gaa ate tta aca tgt gga aga gat 842 
He He Arg Val Tyr Asp Gly Arg Glu He Leu Thr Cys Gly Arg Asp 

225 230 235 

gga gag cct gaa cct atg cag gaa ttg cag gat ttg gtg aat agg acc 890 
Gly Glu Pro Glu Pro Met Gin Glu Leu Gin Asp Leu Val Asn Arg Thr 
240 245 250 

cca tgg aag aaa tgt tgt ttc tct ggg gat ggg gaa tac ate gtg gca 938 
Pro Trp Lys Lys Cys Cys Phe Ser Gly Asp Gly Glu Tyr He Val Ala 
255 260 265 

ggt tct gee egg cag cat gee ctg tac ate tgg gag aag age att ggc 986 
Gly Ser Ala Arg Gin His Ala Leu Tyr He Trp Glu Lys Ser He Gly 
270 275 280 285 

aac ctg gtg aag att etc cat ggg acg aga gga gaa etc etc ttg gat 1034 
Asn Leu Val Lys He Leu His Gly Thr Arg Gly Glu Leu Leu Leu Asp 

290 295 300 

gta get tgg cat cct gtt cga ccc ate ata gca tec att tec agt gga 1082 
Val Ala Trp His Pro Val Arg Pro lie lie Ala Ser lie Ser Ser Gly 

305 310 315 

gtg gta tct ate tgg gca cag aat caa gta gaa aac tgg agt gca ttt 1130 
Val Val Ser He Trp Ala Gin Asn Gin Val Glu Asn Trp Ser Ala Phe 
320 325 330 



gca cca gac ttc aaa gaa ttg gat gaa aat gta gaa tac . gaa gaa agg 
Ala Pro Asp Phe Lys Glu Leu Asp Glu Asn Val Glu Tyr Glu Glu Arg 
335 340 345 



1178 



gaa tea ggg ttt gat att gaa gat gaa gat aag agt gag cct gag cag 1226 
Glu Ser Gly Phe Asp He Glu Asp Glu Asp Lys Ser Glu Pro Glu Gin 
350 355 360 365 

aca ggg get gat get gca gaa gat gag gaa gtg gat gtc acc age gtg 1274 
Thr Gly Ala Asp Ala Ala Glu Asp Glu Glu Val Asp Val Thr Ser Val 

370 375 380 

gac cct att get gee ttc tgt age agt gat gaa gag ctg gaa gat tea 1322 
Asp Pro He Ala Ala Phe Cys Ser Ser Asp Glu Glu Leu Glu Asp Ser 

385 390 395 
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aag get eta ttg tat tta cec att gee cct gag gta gaa gac cca gaa 
Lys Ala Leu Leu Tyr Leu Pro He Ala Pro Glu Val Glu Asp Pro Glu 
400 405 410 



1370 



gaa aat cct tac ggc cec cca ccg gat gca gtc caa ace tec ttg atg 1418 
Glu Asn Pro Tyr Gly Pro Pro Pro Asp Ala Val Gin Thr Ser Leu Met 
415 420 425 

gat gaa ggg get agt tea gag aag aag agg cag tec tea gca gat ggg 1466 
Asp Glu Gly Ala Ser Ser Glu Lys Lys Arg Gin Ser Ser Ala Asp Gly 
430 435 440 445 

tec cag cca cct aag aag aaa cec aaa aca acc aat ata gaa ctt caa 1514 
Ser Gin Pro Pro Lys Lys Lys Pro Lys Thr Thr Asn He Glu Leu Gin 

450 455 460 

gga gta cca aat gat gaa gtc cat cca eta ctg ggt gtg aag ggg gat 1562 
Gly Val Pro Asn Asp Glu Val His Pro Leu Leu Gly Val Lys Gly Asp 

465 470 475 

ggc aaa tec aag aag aag caa gca ggc egg cct aaa gga tea aaa ggt 1610 
Gly Lys Ser Lys Lys Lys Gin Ala Gly Arg Pro Lys Gly Ser Lys Gly 
480 485 490 

aaa gag aaa gat tct cca ttt aaa ccg aaa etc tac aaa ggg gac aga 1658 
Lys Glu Lys Asp Ser Pro Phe Lys Pro Lys Leu Tyr Lys Gly Asp Arg 
495 500 505 

ggt tta cct ctg gaa gga tea gcg aag ggt aaa gtg cag gcg gaa etc 1706 
Gly Leu Pro Leu Glu Gly Ser Ala Lys Gly Lys Val Gin Ala Glu Leu 
510 515 520 525 

age cag cec ttg aca gca gga gga gca ate tea gaa ctg tta tga aga 1754 
Ser Gin Pro Leu Thr Ala Gly Gly Ala He Ser Glu Leu Leu * 



1814 
1874 
1934 
1994 
2054 
2114 
2174 
2234 
2294 
2354 
2414 
2474 
2534 
2594 





530 




535 




540 


ccttcgaagt 


tcttcattct 


ttctcacttt 


gecatcatgt 


ggcctctgga 


cactgtggtc 


agtcatttga 


aaattgactt 


taatttaaaa 


caaaggectg 


tgcctcccac 


ccaggaggtg 


ggagggtgaa 


ttttatgttt 


aaatgaagaa 


gtgaattatg 


gaagaagagt 


atacgacctt 


cccttccctt 


tcaagcataa 


gtccaaatag 


actctcagga 


atgaagattt 


gtgaagacat 


cagataggaa 


ttttgactca 


tttaaacttt 


gatgettagt 


tatgttgctg 


gagaaaagat 


acttatgttt 


tgctcatcta 


acttcattgt 


acccagcgtc 


attttgacat 


gtcatttcct 


atctcccatt 


tgccttcggt 


cctcaatgca 


tgtctttgag 


tgacttctta 


tctgaaattt 


tgctactggt 


atcctaggaa 


agcttttgtt 


ggatactctc 


attttaaact 


tctcctctcc 


ccagatacct 


cctatatttc 


catattgtgt 


gcaaaggatg 


ggcagaaaag 


aaagtgcttg 


aaagatttca 


aattttcaga 


aagggaacaa 


cgaaggccct 


ctcttcctct 


cataccacgt 


tttgctcaag 


aagctgggct 


gtaacaattc 


agggttttcc 


cttgttttcc 


tetcattgea 


tgtttccctc 


caatattggt 


tcattgtcat 


caatcatggt 


ttttgaagat 


agctagtttt 


atccatctcc 


agcaaagaat 


catcaatagt 


ttatattget 


ttacctgtgc 


tggcttccag 


agatggaaac 


aaacccaggt 


gtctctcaac 


aagctacttt 


tttactgggg 


tgggggaatc 
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tatgcaagga 


gtaaagtaaa 


accatccaga 


atcaaagcag caaccacata gttcaaatca 


aagatcaagg 


tgaatttttt 


gtatcactgc 


ctgtggaaat ctatcctcat cagtcattgc 


atttttccct 


gcctatacct 


gtgctccttt 


ttcttactgt gttttcagtc acttcctttc 


tgtgaaaggt 


tgcttagctt 


tttttttgac 


atttgttgtt ctttatataa aaataacaga 


ttggatagat 


gtgtacattt 


ggtgtttgaa 


attctctgaa aatcccatta ggaaaccagg 


tgtgaaaagg 


gctcagtagc 


ttctctgagt 


ggcgttttta gctgactgga agtgcttaat 


ctggatcgtc 


tttttttttt 


tttttttttt 


tcaatatttt aaaaggagaa tttaaatact 


gtgcttactg 


tgaaatatat 


cagttggtga 


gccgggcgtg gtgggtcacg cctgtaatcc 


cagcactttg 


ggaggccaag 


gcgggttgat 


cacccgaggt caggagttca agaccagcct 


ggccaacatg 


gtgaaagcct 


gtatctatta 


aaagacaaaa attagctggg cgtggtggta 


catgcctgta 


atcccagcta 


cactggaggc 


tgagtcagga gaatcacttg aacgtgggag 


gcagaggttg 


cagtgagtgg 


agatcgcacc 


actgccctcc agcctaggtg acagaatgag 


actctatctc 


aaaaaaaaaa 


aa 




<210> 
<211> 
<212> 
<213> 


901 

2650 

DNA 

Homo sapiens 




. <220> 
<221> 
<2 22 > 


CDS 

(201) . . (2501) 




<4 0O> 

cgtccggaat 


901 

tcccgggtcg acccacgcgt 


ccgcaagggc cctttacatt gcgttcttaa 


cggttcagtc 


accttaaccg 


ttattattca 


cttaccrqqccr agaacrtccaa crctaaaaatc 

• 


ctgaaaagga 


gggaacaatt 


gttgtagcag 


gtctaaaagt tcaggtccag ccccggtttc 


tctggattct 


gtgcttctcc 


atg gag 
Met Glu 
1 


gaa act caa gga gaa ctg aca agt 
Glu Thr Gin Gly Glu Leu Thr Ser 
5 10 



3336 



60 
120 
180 
2,30 



tct tgt ggt tct aaa acc atg gcc aat gta tct ttg gca ttt agg gat 278 
Ser Cys Gly Ser Lys Thr Met Ala Asn Val Ser Leu Ala Phe Arg Asp 

15 20 25 

gtg tec ata gac etc tec caa gag gag tgg gag tgc ctg gac get gtg 326 
Val Ser lie Asp Leu Ser Gin Glu Glu Trp Glu Cys Leu Asp Ala Val 

30 35 40 

cag agg gac ttg tac aag gat gtg atg ttg gag aac tac age aac ctg 3 74 

Gin Arg Asp Leu Tyr Lys Asp Val Met Leu Glu Asn Tyr Ser Asn Leu 
45 50 55 

gtc tea ctg gat ttg gaa tac aag tat att acc aag aat ttg ctt tea 422 
Val Ser Leu Asp Leu Glu Tyr Lys Tyr He Thr Lys Asn Leu Leu Ser 
60 65 70 
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gaa aag aat gtt tgc aaa ate tat tta tct caa ttg cag aca ggg gaa 470 
Glu Lys Asn Val Cys Lys lie Tyr Leu Ser Gin Leu Gin Thr Gly Glu 
75 80 85 90 

aaa agt aaa aac acc ate cat gag gac acc att ttc aga aat ggt ttg 518 
Lys Ser Lys Asn Thr lie His Glu Asp Thr lie Phe Arg Asn Gly Leu 

95 100 105 

cag tgt aaa cat gaa ttt gag aga caa gag aga cat cag atg gga tgc 566 
Gin Cys Lys His Glu Phe Glu Arg Gin Glu Arg His Gin Met Gly Cys 

110 115 120 

gtt agt caa atg eta ate caa aaa caa ata tct cat cct eta cat cca 614 
Val Ser Gin Met Leu He Gin Lys Gin He Ser His Pro Leu His Pro 
125 130 135 

aaa att cat get aga gag aaa tea tat gaa tgt aag gaa tgt aga aag 662 
Lys He His Ala Arg Glu Lys Ser Tyr Glu Cys Lys Glu Cys Arg Lys 
140 145 150 

gee ttt aga caa cag tea tac ctt att caa cat ctg aga att cac act 710 
Ala Phe Arg Gin Gin Ser Tyr Leu He Gin His Leu Arg He His Thr 
155 160 165 170 

ggt gag aga ccc tat aaa tgt atg gaa tgt gga aag gee ttt tgt cga 758 
Gly Glu Arg Pro Tyr Lys Cys Met Glu Cys Gly Lys Ala Phe Cys Arg 

175 180 185 

gtg gga gac ctt aga gta cat cac aca ate cat get ggg gag aga ccc 806 
Val Gly Asp Leu Arg Val His His Thr He His Ala Gly Glu Arg Pro 

190 . 195 200 

tat gaa tgt aaa gaa tgt ggg aag gee ttt aga ctt cat tat cac ctt 854 
Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Arg Leu His Tyr His Leu 
205 210 215 

act gaa cat cag aga ata cat tct ggt gtg aaa ccc tac gag tgt aag 902 
Thr Glu His Gin Arg He His Ser Gly Val Lys Pro Tyr Glu Cys Lys 
220 225 230 

gaa tgt ggg aaa gee ttt agt cgt gtt aga gac ctt aga gta cat cag 950 
Glu Cys Gly Lys Ala Phe Ser Arg Val Arg Asp Leu Arg Val His Gin 
235 240 245 250 

aca att cat get gga gag aga cct tat gaa tgc aaa gaa tgt ggg aag 998 
Thr He His Ala Gly Glu Arg Pro Tyr Glu Cys Lys Glu Cys Gly Lys 

255 260 265 

gee ttt aga ctt cat tat caa eta act gaa cat caa aga att cat act 1046 
Ala Phe Arg Leu His Tyr Gin Leu Thr Glu His Gin Arg He His Thr 

270 275 280 

ggt gag agg cct tat gaa tgt aag gtt tgt ggc aag acc ttt agg gta 1094 
Gly Glu. Arg Pro Tyr Glu Cys Lys Val Cys Gly Lys Thr Phe Arg Val 
285 290 295 

caa cga cat att agt caa cat cag aaa att cat act ggt gtc aaa ccc . 1142 
Gin Arg His He Ser Gin His Gin Lys He His Thr Gly Val Lys Pro 
300 305 310 

tat aaa tgt aat gaa tgt ggg aag gee ttt agt cat ggc tea tac ctt 1190 
Tyr Lys Cys Asn Glu Cys Gly Lys Ala Phe Ser His Gly Ser Tyr Leu 
315 320 325 330 
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gtt caa cat cag aaa att cat act ggt gaa aaa ccc tac gaa tgt aaa 1238 

Val Gin His Gin Lys lie His Thr Gly Glu Lys Pro Tyr Glu Cys Lys 

335 340 345 

gaa tgt ggt aag tec ttt agt ttt cat gca gaa ctt get cga cat cgt 1286 

Glu Cys Gly Lys Ser Phe Ser Phe His Ala Glu Leu Ala Arg His Arg 

350 355 360 

aga att cat act ggt gag aaa ccc tat gaa tgt aga gaa tgt gga aaa 1334 
Arg lie His Thr Gly Glu Lys Pro Tyr Glu Cys Arg Glu Cys Gly Lys 
365 370 375 

gec ttt cgt ctt caa acg gaa ctt act egg cat cat aga act cat act 1382 

Ala Phe Arg Leu Gin Thr Glu Leu Thr Arg His His Arg Thr His Thr 
380 385 390 

ggt gag aaa ccc tat gaa tgt aag gaa tgt ggg aag gee ttt att tgt 1430 

Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe lie Cys 

395 400 405 410 

ggt tat caa ctt act tta cat ctg aga act cac ace ggt gag att ccc 1478 

Gly Tyr Gin Leu Thr Leu His Leu Arg Thr His Thr Gly Glu He Pro 

415 420 425 

tat gaa tgt aag gaa tgt gga aaa ace ttc agt agt cgc tat cat etc 1526 

Tyr Glu Cys Lys Glu Cys Gly Lys Thr Phe Ser Ser Arg Tyr His Leu 

430 435 440 

act caa cac tac aga att cat act ggt gag aaa ccc tac ata tgt aac 1574 

Thr Gin His Tyr Arg He His Thr Gly Glu Lys Pro Tyr He Cys Asn 
445 450 455 

gaa tgt gga aaa gee ttt cgt ctt caa gga gaa ctt ace cga cat cac 1622 

Glu Cys Gly Lys Ala Phe Arg Leu Gin Gly Glu Leu Thr Arg His His 
460 465 470 

aga att cat aca tgt gag aaa ccc tat gaa tgt aag gaa tgt ggg aag 1670 

Arg He His Thr Cys Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys 

475 480 485 490 

get ttt att cat age aat caa ttt att tea cac cag cga att cac ace 1718 

Ala Phe lie His Ser Asn Gin Phe He Ser His Gin Arg He His Thr 

495 500 505 

agt gag age acc tac ata tgt aaa gaa tgt ggg aag att ttt agt cgt 1766 

Ser Glu Ser Thr Tyr He Cys Lys Glu Cys Gly Lys He Phe Ser Arg 

510 515 520 

cgc tat aat ctt act caa cat ttt aaa att cat act ggt gaa aaa ccc 1814 

Arg Tyr Asn Leu Thr Gin His Phe Lys He His Thr Gly Glu Lys Pro 
525 530 535 

tac ata tgt aat gaa tgt ggg aaa gec ttt cga ttt caa aca gaa ctt 1862 

Tyr He Cys Asn Glu Cys Gly Lys Ala Phe Arg Phe Gin Thr Glu Leu 
540 545 550 

act cag cat cac aga att cat act ggt gaa aaa ccc tat aaa tgt aca 1910 

Thr Gin His His Arg He His Thr Gly Glu Lys Pro Tyr Lys Cys Thr 

555 560 565 570 

gaa tgt ggg aag gee ttt att cgt age act cat etc acg caa cat cac 1958 

Glu Cys Gly Lys Ala Phe He Arg Ser Thr His Leu Thr Gin His His 

575 " 580 585 
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aga att cat act ggt gag aaa ccc tac gaa tgt acg gaa tgt ggg aag 2 006 
Arg lie His Thr Gly Glu Lys Pro Tyr Glu Cys Thr Glu Cys Gly Lys 

590 595 600 

acg ttt agt egg cac tat cat ctt act caa cat cac aga ggc cat act 2054 
Thr Phe Ser. Arg His Tyr His Leu Thr Gin His His Arg Gly His Thr 
605 610 615 

ggt gag aag ccc tac ata tgt aat gaa tgt ggg aat get ttt att tgc 2102 
Gly Glu Lys Pro Tyr lie Cys Asn Glu Cys Gly Asn Ala Phe lie Cys 
620 625 630 

agt tat cga ctt aca tta cat caa aga att cac act ggt gag ctt cca 2150 
Ser Tyr Arg Leu Thr Leu His Gin Arg lie His Thr Gly Glu Leu Pro 
635 640 645 650 

tat gaa tgt aag gaa tgt gga aag acc ttt agt cgt egg tat cat ctt 2198 
Tyr Glu Cys Lys Glu Cys Gly Lys Thr Phe Ser Arg Arg Tyr His Leu 

655 660 665 

act caa cat ttt aga ctt cat act ggt gag aaa cct tat age tgt aaa 2246 
Thr Gin His Phe Arg Leu His Thr Gly Glu Lys Pro Tyr Ser Cys Lys 

670 675 680 

gaa tgt ggg aat gee ttt cgt ctt caa gca gaa ctt act cga cat cac 22 94 

Glu Cys Gly Asn Ala Phe Arg Leu Gin Ala Glu Leu Thr Arg His His 
685 690 695 

ata gtt cac acg ggt gag aaa ccc tat aaa tgt aaa gaa tgt ggg aaa 2342 
lie Val His Thr Gly Glu Lys Pro Tyr Lys Cys Lys Glu Cys Gly Lys 
700 705 710 

gee ttc agt gtt aat tea gaa ctt act cga cat cac aga att cat act 2390 
Ala Phe Ser Val Asn Ser Glu Leu Thr Arg His His Arg lie His Thr 
715 720 725 730 

ggt gaa aaa ccc tat caa tgt aaa gaa tgt gga aaa gee ttt att cgt 2438 
Gly Glu Lys Pro Tyr Gin Cys Lys Glu Cys Gly Lys Ala Phe lie Arg 

735 740 745 

agt gat caa ctt act tta cat cag aga aat cat att agt gag gaa gtc 2486 
Ser Asp Gin Leu Thr Leu His Gin Arg Asn His lie Ser Glu Glu Val 

750 755 760 

eta tgc ata atg taa agagaatacg atggccttta gaaaatgece tttagcagag 2541 
Leu Cys lie Met * 
765 

aatttgtaat ttaagaaatt ttctgtttgt tacggaacat gtgggaatcc cttttacttc 2601 
atgctcacaa tttatcagaa attatttcgt atgttaaaga gtcgaaaga 2650 



<210> 902 
<211> 791 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (208) . . (738) 
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<400> 902 

tgcttatttt tcccttaact actccagtgt tttggcattt ttgcctttgg agtgaggggc 60 

ttcccagcct gggactgggg aaggactaat tcagagagtc tctgtccaca gactgatgct 120 

gagaagcact cacaggtgga gaggaattcc ctgtggtctg gtgatgatgt caagaaatca 180 

gacggaggct cagacagcgg cataaaa atg gag cca ggt tec aag tgg agg 231 

Met Glu Pro Gly Ser Lys Trp Arg 
1 5 

egg aat cct tct gat gtg tct gac gag tec gac aaa age acg teg ggc 279 
Arg Asn Pro Ser Asp Val Ser Asp Glu Ser Asp Lys Ser Thr Ser Gly 
10 15 20 

aag aag aat cct gtc ate tec cag aca ggc tea tgg egg cga ggc atg 327 
Lys Lys Asn Pro Val lie Ser Gin Thr Gly Ser Trp Arg Arg Gly Met 
25 30 35 40 

aca get cag gtg ggc ate ace atg cca agg acg aag get tea gee ccg 3 75 

Thr Ala Gin Val Gly He Thr Met Pro Arg Thr Lys Ala Ser Ala Pro 

45 . 50 55 

gca ggc gca ctg aag acc cca gga act ggt aag agg ccg ggg ctg tct 423 
Ala Gly Ala Leu Lys Thr Pro Gly Thr Gly Lys Arg Pro Gly Leu Ser 

60 65 70 

tgg ccc tgg ggc acc aac gee age age tec tec gca gtt age aag gat 471 
Trp Pro Trp Gly Thr Asn Ala Ser Ser Ser Ser Ala Val Ser Lys Asp 
75 80 85 

ggc ctg ggc ttt cag tct gtc age age etc cac acc age tgt gag tec 519 
Gly Leu Gly Phe Gin Ser Val Ser Ser Leu His Thr Ser Cys Glu Ser 
90 95 100 

ate gac ate tec etc age agt gga ggg gtc ccc age cac aat tct tec 567 
He Asp He Ser Leu Ser Ser Gly Gly Val Pro Ser His Asn Ser Ser 
105 110 115 120 

act ggc etc ate gee tec tec aag gac gac tec ttg act ccc ttt gtc 615 
Thr Gly Leu He Ala Ser Ser Lys Asp Asp Ser Leu Thr Pro Phe Val 

125 130 135 

aga act aac agt gtg aag acc aca ctg tea gaa agg ttg gtg ctg tgc 663 
Arg Thr Asn Ser Val Lys Thr Thr Leu Ser Glu Arg Leu Val Leu Cys 

140 145 150 

etc tgg ctg cct ttc tea gaa aga cac cct tec aaa aat aaa aag att 711 
Leu Trp Leu Pro Phe Ser Glu Arg His Pro Ser Lys Asn Lys Lys He 
155 160 165 

age tta gga ate cca aat gtc gaa tag ccttt gectgtaaga tttctcctcg 763 
Ser Leu Gly He Pro Asn Val Glu * 
170 175 

tgecgaatet ettgetcgag ggccaaat 791 



<210> 903 
<211> 3277 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (145) . . (792) 

<400> 903 

cacctttcgg aattcccggg tcgacgattt cgtgggggag acggagcccc aggagtgttg 60 

aagcctggaa atcccctccc ctttcccctc ccccctttac agtatccccc tccctccacc 120 

ctttcccatt ctgataatct ggcc atg act age aga age aca get agg ccc 171 

Met Thr Ser Arg Ser Thr Ala Arg Pro 
1 5 

aat ggg caa ccc cag gec age aaa att tgc cag ttc aaa ttg gtc ctg 219 
Asn Gly Gin Pro Gin Ala Ser Lys lie Cys Gin Phe Lys Leu Val Leu 
10 15 20 25 

ctg gga gaa tct gca gtg gga aag tea age ctg gta tta cgt ttt gtc 267 
Leu Gly Glu Ser Ala Val Gly Lys Ser Ser Leu Val Leu Arg Phe Val 

30 35 40 

aaa ggg cag ttc cat gag tac cag gag age acc att gga gcg gee ttc 315 
Lys Gly Gin Phe His Glu Tyr Gin Glu Ser Thr lie Gly Ala Ala Phe 

45 50 55 

etc acc cag tec gtt tgt eta gat gac aca aca gtg aag ttt gag ate 363 
Leu Thr Gin Ser Val Cys Leu Asp Asp Thr Thr Val Lys Phe Glu lie 
60 65 70 

tgg gac aca get ggg cag gag cga tat cac age tta gee ccc atg tac 411 
Trp Asp Thr Ala Gly Gin Glu Arg Tyr His Ser Leu Ala Pro Met Tyr 
75 80 85 

tac agg ggt gee caa get gca ate gtg gtt tac gac att act aat cag 459 
Tyr Arg Gly Ala Gin Ala Ala lie Val Val Tyr Asp lie Thr Asn Gin 
90 95 100 105 

gaa acc ttt gee cga gca aag aca tgg gtg aag gaa eta cag cga cag 507 
Glu Thr Phe Ala Arg Ala Lys Thr Trp Val Lys Glu Leu Gin Arg Gin 

110 115 120 

gee agt cct age ate gtt att gee ctg gca ggg aac aaa get gac ctg 555 
Ala Ser Pro Ser lie Val lie Ala Leu Ala Gly Asn Lys Ala Asp Leu 

125 130 135 

gee aac aaa cgt atg gtg gag tat gaa gag gee cag gca tat gca gat 603 
Ala Asn Lys Arg Met Val Glu Tyr Glu Glu Ala Gin Ala Tyr Ala Asp 
140 145 150 

gac aac age tta ttg ttc atg gag act tea gee aag aca get atg aac 651 
Asp Asn Ser Leu Leu Phe Met Glu Thr Ser Ala Lys Thr Ala Met Asn 
155 160 165 

gtg aat gat etc ttc ctg gca ata get aag aag ttg cca aag agt gaa 699 
Val Asn Asp Leu Phe Leu Ala lie Ala Lys Lys Leu Pro Lys Ser Glu 
170 175 180 185 

ccc cag aat ctg gga ggt gca gca ggc cga age egg ggt gtg gat etc 747 
Pro Gin Asn Leu Gly Gly Ala Ala Gly Arg Ser Arg Gly Val Asp Leu 

190 195 200 

cat gaa cag tec cag cag aac aag age cag tgt tgt age aac tga ggg 795 
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His Glu Gin Ser Gin Gin Asn Lys Ser Gin Cys Cys Ser Asn * 

205 210 215 



ggtggctagc 


agcaaacaag 


tatggagcta 


gcacaagagc 


taagaaataa 


cctccatccc 


855 


tacccctcag 


cacacaaccc 


ctacggtaac 


agcacactga 


gccctggctc 


ccaagggctg 


915 


cctcctgaca 


gctccgtcat 


ggcacttttt 


aacgcttcag 


caacaaacac 


caggcagctg 


975 


ttgccactgg 


cctcctaccc 


cctactctgg 


ggcttggggg 


tcaactcccc 


ccaggactta 


1035 


ccttccaaaa 


caaactttct 


tcactttgta 


ttataggtac 


aagacagcga 


cttacgtatc 


1095 


ttttctcctc 


ctccctagtg 


ttcctcccca 


ttttttcaga 


aaacacttct 


gactcctgtc 


1155 


ccttcccctt 


ctgcttttgg 


tcagtccctg 


ttcttgagcc 


tcttttctcc 


tctccccagg 


1215 


atgcagaaag 


tggtgaaccc 


aggaactgag 


gaaggaggtt 


tccagttcat 


ttacattaag 


1275 


ggccctgggg 


gagaataaag 


ctcagagcag 


gagggagtaa 


ggaaacattt 


cctttttgtt 


1335 


tttatttggt 


tggagtttct 


catatttgaa 


aacattgcgg 


tatccatgat 


ttggccttgt 


1395 


ggagggtgtt 


cctaggtaga 


ggtgagaatg 


gggaggcaag 


atctcaggca 


ccaggcagga 


1455 


ggtgccttgt 


aagctaactg 


ggcggaggtg 


gaggtgcagt 


gtcaactgtg 


gctctgtaac 


1515 


tcttcaaagg 


cccagtttcc 


cctcacgcag 


cctcttaggt 


agcgtttccc 


ctaatcgtgg 


1575 


gggttggacc 


ccagagtctt 


ccaaagaatt 


ttcactggtt 


gcctgcatct 


ttggctctgc 


1635 


tgtgatctga 


ttggaggagg 


gacagtttct 


ggtacccatc 


ctctgattta 


tacatatgca 


1695 


« ■ ■ ■ ■ ■ 

ttttttcccc 


tctggccttt 


agatggcctc 


agccccagcc 


accatatacc 


cctgcagttt 


1755 


gcactttaat 


tgatggtagt 


tcagttgggg 


tacttgtttt 


atggaagttt 


tgattgattt 


1815 


acttgccctc 


ccaccttctt 


tttaattcaa 


tgaaatctga 


ggttaatgcg 


aggttcgagg 


1875 


agaggttata 


gataaaacta 


ccagtggcag 


ctactcaagt 


cctatctcca 


ctgttagctt 


1935 


cctccaactc 


taattattaa 


cctatattct 


tgccaagcta 


actattgact 


ataggtttgc 


1995 


ctttcctgga 


gaattaattg 


agcaattgag 


gagtgtctca 


ggatagcaca 


ggccaaggta 


2055 


ggggagtaaa 


aaggaggtca 


ggcaaaaggg 


aggagttttc 


tgtcctttcc 


caggtttcac 


2115 


actcaatttg 


atatccatta 


ccatgtcttt 


tctacttcct 


tgtaaatagg 


tatgatcttt 


2175 


attcccaccg 


tacagtctgt 


tctatcctct 


gcctcccatc 


aggccctgtt 


tctttgttcc 


2235 


txtgtxaata 


tcttgaattt 


agtccctcca 


tccttaatcc 


ccccatccct 


ccccatcatg 


2295 


caaccagtgg 


tttaatccat 


gtaccaatag 


gggctagtac 


cacagaggcc 


tcctgtggtg 


2355 


ccctcgtatc 


ataccacctg 


ttcctgtgga 


gagggaatga 


ccggcactga 


aggtacctta 


2415 


caactggctc 


atattatcag 


aggaccttgg 


tcctttctaa 


atctctagtc 


tctcttcata 


2475 


tccttcatca 


ggtgttttaa 


gatgtctctg 


agaagccatc 


aaggcaaaag 


agaactttaa 


2535 


gttccttgtt 


ccagcccgga 


gttttgggaa 


agaaagaaag 


gaaaggtcac 


agtgacctag 


2595 


gattggaacc 


ttcctgccct 


tttggcttgc 


agactgcctt 


ctatcccaga 


acagctgaga 


2655 
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aatctatgaa 


/t /*-*> — % «^ 4"* 4" 

yCtyagauCC 


tgaaggaccc 


agcttaggtt 


cttccactta 


ggectcaatt 


m -hi mm 

2715 


ccc t tec tec 


uccaggggca 


gecttagtte 


ccatggccct 


gaaacacaca 


catttccccc 


2775 


ttcctttccc 


agaagccacc 


ggccccccat 


agcacccagt 


gcatcctttt 


tacaagtgga 


2835 


agaactagga 


uggc tcccca 


aagtcttcta gaaatgaagt 


tctttctctg 


tgeagcttte 


2895 


c c c c t t ggag 


caggagtgaa 


gatgtttcat 


tatcttgggc 


ctgggaaacc 


acttccccag 


2955 


get tctccct 


ccccccaccc 


ccataggaac 


aggatttggc 


cttagcttct 


gggectateg 


3015 


tfu M Aril ^4 

gctgcctxcc 


ccccaccccc 


taccacctct 


tctgccttcc 


tttgagctct gttgggcttg 


3075 


gggatcttag 


ttttcttttg 


tttatttccc 


agctcatttt 


tttcttctgg tcagtttttt 


3135 


taaggggggg 


tgttgtggtt 


ttttgttttt 


gttttgette 


tgagaaagca 


tttgecttte 


3195 


ttcctctccc 


aacataacaa 


tcgtggtaac 


agaatgegae 


tgctgattta 


ccgatgtatt 


3255 


taatgtaagt 


aaaaaaaaaa 


aa 








3277 



<210> 904 

<211> 2818 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (75) . . (2468) 

<400> 904 

gaattccgga caggacgtga agatagttgg gtttggaggc ggccgccagg cccaggcccg 60 

gtggacctgc cgee atg cag gac ggt aac ttc ctg ctg teg gcc ctg cag 110 

Met Gin Asp Gly Asn Phe Leu Leu Ser Ala Leu Gin 
15 10 

cct gag gcc ggc gtg tgc tec ctg gcg ctg ccc tct gac ctg cag ctg 158 
Pro Glu Ala Gly Val Cys Ser Leu Ala Leu Pro Ser Asp Leu Gin Leu 
15 20 25 

gac cgc egg ggc gcc gag ggg ccg gag* gcc gag egg ctg egg gea gcc 206 
Asp Arg Arg Gly Ala Glu Gly Pro Glu Ala Glu Arg Leu Arg Ala Ala 
30 35 40 

cgc gtc cag gag cag gtc cgc gcc cgc etc ttg cag ctg gga cag cag 254 
Arg Val Gin Glu Gin Val Arg Ala Arg Leu Leu Gin Leu Gly Gin Gin 
45 50 55 60 

ccg egg cac aac ggg gcc get gag ccc gag cct gag gcc gag act gcc 302 
Pro Arg His Asn Gly Ala Ala Glu Pro Glu Pro Glu Ala Glu Thr Ala 

65 70 75 

aga ggc aca tec agg ggg cag tac cac acc ctg cag get ggc ttc age 350 
Arg Gly Thr Ser Arg Gly Gin Tyr His Thr Leu Gin Ala Gly Phe Ser 

80 85 90 

tct cgc tct cag ggc ctg agt ggg gac aag acc teg ggc ttc egg ccc 3 98 

Ser Arg Ser Gin Gly Leu Ser Gly Asp Lys Thr Ser Gly Phe Arg Pro 
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95 100 

ate gec aag ccg gec tac age cca gec 
lie Ala Lys Pro Ala Tyr Ser Pro Ala 
110 115 

gtg gat ctg age tgc agt egg agg ctg 
Val Asp Leu Ser Cys Ser Arg Arg Leu 
125 130 

age gee ttt ggg gee get ggg tac ggg 
Ser Ala Phe Gly Ala Ala Gly Tyr Gly 

145 

atg ccc ace agg ccc gtg tec ttc cat 
Met Pro Thr Arg Pro Val Ser Phe His 

160 165 



PCT/USO 1/04098 

105 

tec tgg tec tec cgc tec gee 446 
Ser Trp Ser Ser Arg Ser Ala 
120 

agt tea gee cac aac ggg ggc 494 
Ser Ser Ala His Asn Gly Gly 
135 140 

ggt gee cag ccc acc cct ccc 542 
Gly Ala Gin Pro Thr Pro Pro 
150 155 

gag cgc ggt ggg gtt ggg age 590 
Glu Arg Gly Gly Val Gly Ser 

170 



egg gee gac tat gac aca etc tec ctg cgc teg ctg egg ctg ggg ccc 638 
Arg Ala Asp Tyr Asp Thr Leu Ser Leu Arg Ser Leu Arg Leu Gly Pro 
175 180 185 

ggg ggc ctg gac gac cgc tac age ctg gtg tct gag cag ctg gag ccc 686 
Gly Gly Leu Asp Asp Arg Tyr Ser Leu Val Ser Glu Gin Leu Glu Pro 
190 195 200 

gcg gec acc tec acc tac agg gee ttt gcg tac gag cgc cag gee age 734 
Ala Ala Thr Ser Thr Tyr Arg Ala Phe Ala Tyr Glu Arg Gin Ala Ser 
205 210 215 220 

tec age tec age egg gca ggg ggg ctg gac tgg ccc gag gee act gag 782 
Ser Ser Ser Ser Arg Ala Gly Gly Leu Asp Trp Pro Glu Ala Thr Glu 

225 230 235 

gtt tec ccg age egg acc ate cgt gee cct gee gtg egg acc ctg cag 83 0 

Val Ser Pro Ser Arg Thr lie Arg Ala Pro Ala Val Arg Thr Leu Gin 

240 245 250 

cga ttc cag age age cac egg age cgc ggg gta ggc ggg gca gtg ccg 878 
Arg Phe Gin Ser Ser His Arg Ser Arg Gly Val Gly Gly Ala Val Pro 
255 260 265 

ggg gee gtc ctg gag cca gtg get cga gcg cca tct gtg cgc age etc 926 
Gly Ala Val Leu Glu Pro Val Ala Arg Ala Pro Ser Val Arg Ser Leu 
270 275 ~ 280 

age etc age ctg get gac teg ggc cac ctg ccg gac gtg cat ggg ttc 974 
Ser Leu Ser Leu Ala Asp Ser Gly His Leu Pro Asp Val His Gly Phe 
285 290 295 300 

aac age tac ggt age cac cga acc ctg cag aga etc age age ggt ttt 1022 
Asn Ser Tyr Gly Ser His Arg Thr Leu Gin Arg Leu Ser Ser Gly Phe 

305 310 315 

gat gac att gac ctg ccc tea gca gtc aag tac etc atg get tea gac 1070 
Asp Asp He Asp Leu Pro Ser Ala Val Lys Tyr Leu Met Ala Ser Asp 

320 325 330 

ccc aac ctg cag gtg ctg gga gcg gee tac ate cag cac aag tgc tac 1118 
Pro Asn Leu Gin Val Leu Gly Ala Ala Tyr He Gin His Lys Cys Tyr 
335 340 345 

age gat gca gee gee aag aag cag gee cgc age ctt cag gee gtg cct 1166 
Ser Asp Ala Ala Ala Lys Lys Gin Ala Arg Ser Leu Gin Ala Val Pro 
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350 355 360 

agg ctg gtg aag etc ttc aac cac gec aac cag gaa gtg cag cgc cat 1214 
Arg Leu Val Lys Leu Phe Asn His Ala Asn Gin Glu Val Gin Arg His 
365 370 375 380 

gec aca ggt gec atg cgc aac etc ate tac gac aac get gac aac aag 1262 
Ala Thr Gly Ala Met Arg Asn Leu lie Tyr Asp Asn Ala Asp Asn Lys 

385 390 395 

ctg gee ctg gtg gag gag aac ggg ate ttc gag ctg ctg egg aca ctg 1310 
Leu Ala Leu Val Glu Glu Asn Gly He Phe Glu Leu Leu Arg Thr Leu 

400 405 410 

egg gag cag gat gat gag ctt cgc aaa aat gtc aca ggg ate ctg tgg 1358 
Arg Glu Gin Asp Asp Glu Leu Arg Lys Asn Val Thr Gly He Leu Trp 
415 420 425 

aac ctt tea tec age gac cac ctg aag gac cgc ctg gee aga gac acg 1406 
Asn Leu Ser Ser Ser Asp His Leu Lys Asp Arg Leu Ala Arg Asp Thr 
430 435 440 

ctg gag cag etc aca gac ctg gtg ttg age ccc ctg teg ggg get ggg- 1454 
Leu Glu Gin Leu Thr Asp Leu Val Leu Ser Pro Leu Ser Gly Ala Gly 
445 450 455 460 

ggt ccc ccc etc ate cag cag aac gee teg gag gcg gag ate ttc tac 1502 
Gly Pro Pro Leu He Gin Gin Asn Ala Ser Glu Ala Glu He Phe Tyr 

465 470 475 

aac gee acc ggc ttc etc agg aac etc age tea gee tct cag gec act 1550 
Asn Ala Thr Gly Phe Leu Arg Asn Leu Ser Ser Ala Ser Gin Ala Thr 

480 485 490 

cgc cag aag atg egg gag tgc cac ggg ctg gtg gac gee ctg gtc acc 1598 
Arg Gin Lys Met Arg Glu Cys His Gly Leu Val Asp Ala Leu Val Thr 
495 500 505 

tct ate aac cac gee ctg gac gcg ggc aaa tgc gag gac aag age gtg 1646 
Ser He Asn His Ala Leu Asp Ala Gly Lys Cys Glu Asp Lys Ser Val 
510 515 520 

gag aac gcg gtg tgc gtc ctg egg aac ctg tec tac cgc etc tac gac 1694 
Glu Asn Ala Val Cys Val Leu Arg Asn Leu Ser Tyr Arg Leu Tyr Asp 
525 530 535 540 

gag atg ccg ccg tec gcg ctg cag egg ctg gag ggt cgc ggc cgc agg 1742 
Glu Met Pro Pro Ser Ala Leu Gin Arg Leu Glu Gly Arg Gly Arg Arg 

545 550 555 

gac ctg gcg ggg gcg ccg ccg gga gag gtc gtg ggc tgc ttc acg ccg 1790 
Asp Leu Ala Gly Ala Pro Pro Gly Glu Val Val Gly Cys Phe Thr Pro 

560 565 570 

cag age egg egg ctg cgc gag ctg ccc etc gec gec gat gcg etc acc 1838 
Gin Ser Arg Arg Leu Arg Glu Leu Pro Leu Ala Ala Asp Ala Leu Thr 
575 580 585 

ttc gcg gag gtg tec aag gac ccc aag ggc etc gag tgg ctg tgg age 1886 
Phe Ala Glu Val Ser Lys Asp Pro Lys Gly Leu Glu Trp Leu Trp Ser 
590 595 " 600 

ccc cag ate gtg ggg ctg tac aac egg ctg ctg cag cgc tgc gag etc 1934 
Pro Gin He Val Gly Leu Tyr Asn Arg Leu Leu Gin Arg Cys Glu Leu 
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605 610 615 620 

aac egg cac acg acg gag gcg gec gec ggg gcg ctg cag aac ate acg 1982 
Asn Arg His Thr Thr Glu Ala Ala Ala Gly Ala Leu Gin Asn lie Thr 

625 630 635 

gca ggc gac cgc agg tgg gcg ggg gtg ctg age cgc ctg gec ctg gag 2030 
Ala Gly Asp Arg Arg Trp Ala Gly Val Leu. Ser Arg Leu Ala Leu Glu 

640 645 650 

cag gag cgt att ctg aac ccc ctg eta gac cgt gtc agg ace gee gac 2078 
Gin Glu Arg lie Leu Asn Pro Leu Leu Asp Arg Val Arg Thr Ala Asp 
655 660 665 

cac cac cag ctg cgc tea ctg act ggc etc ate cga aac ctg tct egg 2126 
His His Gin Leu Arg Ser Leu Thr Gly Leu lie Arg Asn Leu Ser Arg 
670 675 680 

aac get agg aac aag gac gag atg tec acg aag gtg gtg age cac ctg 2174 
Asn Ala Arg Asn Lys Asp Glu Met Ser Thr Lys Val Val Ser His Leu 
685 690 695 700 

ate gag aag ctg ccg ggc age gtg ggt gag aag teg ccc cca gee gag 2222 
lie Glu Lys Leu Pro Gly Ser Val Gly Glu Lys Ser Pro Pro Ala Glu 

705 710 715 

gtg ctg gtc aac ate ata get gtg etc aac aac ctg gtg gtg gee age 2270 
Val Leu Val Asn lie lie Ala Val Leu Asn Asn Leu Val Val Ala Ser 

720 725 730 

ccc ate get gec cga gac ctg ctg tat ttt gac gga etc cga aag etc 2318 
Pro lie Ala Ala Arg Asp Leu Leu Tyr Phe Asp Gly Leu Arg Lys Leu 
735 740 745 

ate ttc ate aag aag aag egg gac age ccc gac agt gag aag tec tec 2366 
lie Phe lie Lys Lys Lys Arg Asp Ser Pro Asp Ser Glu Lys Ser Ser 
750 755 760 

egg gca gca tec age etc ctg gee aac ctg tgg cag tac aac aag etc 2414 
Arg Ala Ala Ser Ser Leu Leu Ala Asn Leu Trp Gin Tyr Asn Lys Leu 
765 770 775 780 

cac cgt gac ttc egg gcg aag ggc tat egg aag gag gac ttc ctg ggc 2462 
His Arg Asp Phe Arg Ala Lys Gly Tyr Arg Lys Glu Asp Phe Leu Gly 

785 790 795 

cca tag gtgaagcett ctggaggaga aggtgacgtg gcccagcgtc caagggacag 2518 
Pro * 



actcagctcc aggctgettg gcagcccagc ctggaggaga aggctaatga eggaggggee 2578 

cctcgctggg gcccctgtgt gcatctttga gggtcctggg ccaccaggag gggcagggtc 2638 

ttatagctgg, ggacttggct tccgcagggc agggggtggg gcagggctca aggctgetet 2698 

ggtgtatggg gtggtgaccc agtcacattg gcagaggtgg gggttggctg tggcctggca 2 758 

gtatcttggg atagecagea ctgggaataa agatggecat gaacagtcaa aaaaaaaaaa 2818 



<210> 905 
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<211> 968 
<212> DNA 

<213> Homo sapiens 

<220> 
' <221> CDS 

<222> (199) . . (750) 

<400> 905 

atgtaaatca cacagatgtt ggtagagaaa aaggcatact ggtattgaaa ctgtaaactg 60 

gcctgtttac ttcgtctcct aacaaaaaac actttggatt caggttctcc acagcagtct 120 

tccactggcc acagtgaggg gagctaggtt tccccagtct ccagctagaa aaactcagaa 180 

catctaaaga tctgaaag atg gaa aaa aga gaa eta aag get tct gtt cca 231 

Met Glu Lys Arg Glu Leu Lys Ala Ser Val Pro 
15 10 

aaa ttt gac aag att cct tgg ctt agt gag gec age ctt gta aac aag 2 79 

Lys Phe Asp Lys lie Pro Trp Leu Ser Glu Ala Ser Leu Val Asn Lys 

15 20 25 

cca tta gtg etc age ctt ccc aga aga tat cct cat ace tct gcg act 32 7 

Pro Leu Val Leu Ser Leu Pro Arg Arg Tyr Pro His Thr Ser Ala Thr 
30 35 40 

ttt ctg act tea tec aag aag aat atg aat ttg cca att ttg ttt caa 3 75 

Phe Leu Thr Ser Ser Lys Lys Asn Met Asn Leu Pro lie Leu Phe Gin 
45 50 55 

gtt cca gat gtt tta tct aag gee agg agg aac cag tgt gac tec atg 423 
Val Pro Asp Val Leu Ser Lys Ala Arg Arg Asn Gin Cys Asp Ser Met 
60 65 70 75 

ctg etc aga aac caa cag ctg tgc tec aca tgt caa gaa atg aaa atg 471 
Leu Leu Arg Asn Gin Gin Leu Cys Ser Thr Cys Gin Glu Met Lys Met 

80 85 90 

gta caa cca aga aca atg aaa ate cca gat gat cca aaa gca tec ttt 519 
Val Gin Pro Arg Thr Met Lys lie Pro Asp Asp Pro Lys Ala Ser Phe 

95 100 105 

gag aat tgt atg agt tat aga atg agt ctt cat caa ccc aaa ttc cag 567 
Glu Asn Cys Met Ser Tyr Arg Met Ser Leu His Gin Pro Lys Phe Gin 
110 115 120 

act aca cct gag cct ttc cat gat gac ate cca aca gaa aac att cac 615 
Thr Thr Pro Glu Pro Phe His Asp Asp lie Pro Thr Glu Asn lie His 
125 130 135 

tac aga ctg ccc att ctg ggc ccc agg aca get gtc ttc cac gga tta 663 
Tyr Arg Leu Pro lie Leu Gly Pro Arg Thr Ala Val Phe His Gly Leu 
140 145 150 155 

ctg aca gag gee tac aaa act eta aaa gag aga caa 'cgt tct tec ttg 711 
Leu Thr Glu Ala Tyr Lys Thr Leu Lys Glu Arg Gin Arg Ser Ser Leu 

160 165 170 

ccc aga aag gaa cca ata ggc aag aca acg agg cag tga geggtaggag 76 0 

Pro Arg Lys Glu Pro lie Gly Lys Thr Thr Arg Gin * 

175 180 

ctcatcacct cccagactcc cagagagaaa ataacctcgc caagccaatc tttgacactg 820 
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gcaccttctc ctcacaattt tctctcttct cccaaaagat gatttaattt tgccttccta 88 0 

♦ 

agattgctgg tattctagct cttacctcta tgttctttct cacgtctcct aaagacaaaa 940 

ttgtttaatt tacatgatta taaagatctg tttatgaaaa aaaaaaaa 988 



<210> 906 

<211> 4265 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (153) . . (3359) 
<400> 906 

atttggccct cgaggccaag aattcggcac gagcggcacg agaggaaact gtttaaccgg 60 

atcccattgt acccagagtg cagagccgcc tttccagcat gcaggggctg ctcagcgttt 120 

agtcacatca agaaatagaa cagaattcag cc atg gcc cca aga aag aga ggt 173 

Met Ala Pro Arg Lys Arg Gly 
1 5 

gga cga ggt att tea ttc ate ttt tgc tgt ttc cga aat aat gat cac 221 
Gly Arg Gly lie Ser Phe lie Phe Cys Cys Phe Arg Asn Asn Asp His 
10 15 20 

cca gaa ate acg tat egg ctg cga aat gat age aac ttt gcg ctt cag 269 
Pro Glu lie Thr Tyr Arg Leu Arg Asn Asp Ser Asn Phe Ala Leu Gin 
25 30 35 

ace atg gaa cca gca ttg ccc atg ccc cct gtg gag gag ctg gat gtc 317 
Thr Met Glu Pro Ala Leu Pro Met Pro Pro Val Glu Glu Leu Asp Val 
40 45 50 55 

atg ttc agt gaa ctg gtg gat gaa ctg gac etc aca gac aaa cac aga 365 
Met Phe Ser Glu Leu Val Asp Glu Leu Asp Leu Thr Asp Lys His Arg 

60 65 70 

gaa gcc atg ttt gca ctt cca get gag aaa aaa tgg caa ata tac tgt 413 
Glu Ala Met Phe Ala Leu Pro Ala Glu Lys Lys Trp Gin lie Tyr Cys 

75 80 85 

age aag aaa aag gac cag gaa gaa aac aag gga get aca agt tgg cct 461 
Ser Lys Lys Lys Asp Gin Glu Glu Asn Lys Gly Ala Thr Ser Trp Pro 
90 95 100 

gaa ttc tac att gat cag etc aat tec atg get get aga aaa tct ctg 509 
Glu Phe Tyr lie Asp Gin Leu Asn Ser Met Ala Ala Arg Lys Ser Leu 
105 110 115 

ctg get tta gag aag gaa gaa gaa gaa gaa aga agt aaa act ata gag 557 
Leu Ala Leu Glu Lys Glu Glu Glu Glu Glu Arg Ser Lys Thr lie Glu 
120 125 130 135 

agt tta aag aca gca ctg agg aca aaa cca atg agg ttt gta ace aga 605 
Ser Leu Lys Thr Ala Leu Arg Thr Lys Pro Met Arg Phe Val Thr Arg 

140 145 150 
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ttc ate gac ttg gat ggc eta tea tgt ate etc aac ttt eta aag ace 653 
Phe He Asp Leu Asp Gly Leu Ser Cys He Leu Asn Phe Leu Lys Thr 

155 160 165 

atg gac tac gag acc tea gag tct cga ata cat act tct etc att ggc 701 
Met Asp Tyr Glu Thr Ser Glu Ser Arg He His Thr Ser Leu He Gly 
170 175 180 

tgt ata aag gcg tta atg aac aac tct caa ggc egg get cac gtc ctg 749 
Cys He Lys Ala Leu Met Asn Asn Ser Gin Gly Arg Ala His Val Leu 
185 190 195 

get cat tct gag agt att aat gta att get cag agt ctg age aca gag 797 
Ala His Ser Glu Ser He Asn Val He Ala Gin Ser Leu Ser Thr Glu 
200 205 210 215 

aac att aaa acg aag gtg gee gtg ctg gaa ate ttg ggc gee gtg tgc 845 
Asn He Lys Thr Lys Val Ala Val Leu Glu He Leu Gly Ala Val Cys 

220 225 230 

ctg gtt ccc ggg ggc cac aag aag gtt ctg cag gee atg ctg cac tac 893 
Leu Val Pro Gly Gly His Lys Lys Val Leu Gin Ala Met Leu His Tyr 

235 240 245 

cag aag tat gee age gaa agg acc cgc ttt cag aca tta att aac gac 941 
Gin Lys Tyr Ala Ser Glu Arg Thr Arg Phe Gin Thr Leu He Asn Asp 
250 255 260 

ttg gat aaa age act ggg egg tat cga gat gaa gtg agt etc aag act 989 
Leu Asp Lys Ser Thr Gly Arg Tyr Arg Asp Glu Val Ser Leu Lys Thr 
265 270 275 

gee ate atg tec ttc att aat gca gtg etc age caa ggt gca gga gtg 1037 
Ala He Met Ser Phe He Asn Ala Val Leu Ser Gin Gly Ala Gly Val 
280 285 290 295 

gag agt ttg gac ttt aga ctt cat ctt cgc tat gaa ttt ctg atg tta 1085 
Glu Ser Leu Asp Phe Arg Leu His Leu Arg Tyr Glu Phe Leu Met Leu 

300 305 310 

gga att caa cct gta ata gat aaa tta agg gaa cac gaa aat tea aca 1133 
Gly He Gin Pro Val He Asp Lys Leu Arg Glu His Glu Asn Ser Thr 

315 320 325 

tta gat agg cat tta gac ttt ttt gaa atg etc cga aat gaa gat gaa 1181 
Leu Asp Arg His Leu Asp Phe Phe Glu Met Leu Arg Asn Glu Asp Glu 
330 335 340 

eta gaa ttt gee aaa aga ttt gaa ctg gtt cac ata gac aca aaa agt 1229 
Leu Glu Phe Ala Lys Arg Phe Glu Leu Val His He Asp Thr Lys Ser 
345 350 355 

gca act cag atg ttt gag ctg acc agg aag agg ctg aca cat agt gaa 1277 
Ala Thr Gin Met Phe Glu Leu Thr Arg Lys Arg Leu Thr His Ser Glu 
360 365 370 375 

get tac ccg cat ttc atg tec ate ctg cac cac tgc etc caa atg cct 1325 
Ala Tyr Pro His Phe Met Ser He Leu His His Cys Leu Gin Met Pro 

380 385 390 

tac aag agg agt ggc aac act gtt cag tac tgg eta eta eta gat aga 13 73 

Tyr Lys Arg Ser Gly Asn Thr Val Gin Tyr Trp Leu Leu Leu Asp Arg 

395 400 405 
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att ata cag cag ata gtt ate cag aat gac aaa gga cag gac cct gac 1421 
lie lie Gin Gin lie Val lie Gin Asn Asp Lys Gly Gin Asp Pro Asp 
410 415 420 

tec aca cct ttg gaa aac ttt aat att aag aat gtc gta cga atg ttg 1469 
Ser Thr Pro Leu Glu Asn Phe Asn He Lys Asn Val Val Arg Met Leu 
425 430 435 

gtt aat gaa aat gaa gtt aag cag tgg aaa gaa caa gcg gaa aaa atg 1517 
Val Asn Glu Asn Glu Val Lys Gin Trp Lys Glu Gin Ala Glu Lys Met 
440 445 450 455 

aga aaa gag cac aat gag eta caa cag aaa ctg gaa aag aaa gaa cga 1565 
Arg Lys Glu His Asn Glu Leu Gin Gin Lys Leu Glu Lys Lys Glu Arg 

460 465 470 

gaa tgt gat get aag act caa gag aag gaa gag atg atg, cag ace tta 1613 
Glu Cys Asp Ala Lys Thr Gin Glu Lys Glu Glu Met Met Gin Thr Leu 

475 480 485 

aat aaa atg aaa gag aaa ctt gaa aag gag act act gag cat aag caa 1661 
Asn Lys Met Lys Glu Lys Leu Glu Lys Glu Thr Thr Glu His Lys Gin 
490 495 500 

gtc aag cag cag gtg gcg gac etc aca gca cag etc cat gag etc age 1709 
Val Lys Gin Gin Val Ala Asp Leu Thr Ala Gin Leu His Glu Leu Ser 
505 510 515 

agg agg gee gtc tgt get tea ate cca ggt gga ccc teg cct gga gca 1757 
Arg Arg Ala Val Cys Ala Ser He Pro Gly Gly Pro Ser Pro Gly Ala 
520 525 530 535 

cca gga ggg ccc ttt cct tec tct gtg cct gga tct etc ctt cct ccc 1805 
Pro Gly Gly Pro Phe Pro Ser Ser Val Pro Gly Ser Leu Leu Pro Pro 

540 545 550 

cca cca ccc cca cct eta cca ggt ggg atg ctt ccc cct cca ccg cct 1853 
Pro Pro Pro Pro Pro Leu Pro Gly Gly Met Leu Pro Pro Pro Pro Pro 

555 560 565 

ccc etc cct cca ggt ggc cct cct cct ccc cca ggg cct cct ccc tta 1901 
Pro Leu Pro Pro Gly Gly Pro Pro Pro Pro Pro Gly Pro Pro Pro Leu 
570 575 580 

ggg gca ate atg cca cct cct ggt get cca atg ggc eta gca ctg aag 1949 
Gly Ala He Met Pro Pro Pro Gly Ala Pro Met Gly Leu Ala Leu Lys 
585 590 595 

aag aaa age att cct cag ccc aca aat gee ctg aaa tec ttc aac tgg 1997 
Lys Lys Ser He Pro Gin Pro Thr Asn Ala Leu Lys Ser Phe Asn Trp 
600 605 610 615 

tct aaa ctg ccc gag aac aaa ctg gaa gga aca gta tgg ace gaa att 2 045 

Ser Lys Leu Pro Glu Asn Lys Leu Glu Gly Thr Val Trp Thr Glu He 

620 625 630 

gat gat aca aaa gtc ttc aaa att eta gat ctt gaa gac ctg gaa aga 2 093 
Asp Asp Thr Lys Val Phe Lys He Leu Asp Leu Glu Asp Leu Glu Arg 

635 640 645 

ace ttc tct gee tat caa aga cag cag aaa gaa gca gat gee att gat 2141 
Thr Phe Ser Ala Tyr Gin Arg Gin Gin Lys Glu Ala Asp Ala He Asp 
650 655 . 660 
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gac act ctg agt tec aaa ctt aaa gtt aaa gag ctt teg gtg att gat 2189 
Asp Thr Leu Ser Ser Lys Leu Lys Val Lys Glu Leu Ser Val He Asp 
665 670 675 

ggt egg aga get cag aat tgc aac ate ctt eta teg agg ttg aaa tta 223 7 
Gly Arg Arg Ala Gin Asn Cys Asn He Leu Leu Ser Arg Leu Lys Leu 
680 685 690 695 

tec aat gac gaa ate aaa egg gca att eta aca atg gac gaa cag gaa 2285 
Ser Asn Asp Glu He Lys Arg Ala He Leu Thr Met Asp Glu Gin Glu 

700 705 710 

gat ctg ccc aag gac atg ttg gaa cag etc ttg aaa ttt gtt cct gaa 2333 
Asp Leu Pro Lys Asp Met Leu Glu Gin Leu Leu Lys Phe Val Pro Glu 

715 720 725 

aaa agt gac att gac eta ttg gag gaa cat aaa cat gaa ctg gat egg 23 81 

Lys Ser Asp He Asp Leu Leu Glu Glu His Lys His Glu Leu Asp Arg 
730 735 740 

atg gee aag get gat agg ttc ctt ttt gag atg age cga att aat cac 2429 
Met Ala Lys. Ala Asp Arg Phe Leu Phe Glu Met Ser Arg He Asn His 
745 750 755 

tat cag caa agg ttg caa teg ctg tac ttc aaa aag aag ttt gca gag 2477 
Tyr Gin Gin Arg Leu Gin Ser Leu Tyr Phe Lys Lys Lys Phe Ala Glu 
760 765 770 775 

cgt gtg gca gaa gtg aaa cct aaa gtg gaa gca att cgt tct ggc tea 2525 
Arg Val Ala Glu Val Lys Pro Lys Val Glu Ala He Arg Ser Gly Ser 

780 785 79.0 

gaa gag gtg ttt agg agt ggt gee etc aag cag ttg ctg gag gtg gtt 2573 
Glu Glu Val Phe Arg Ser Gly Ala Leu Lys Gin Leu Leu Glu Val Val 

795 800 805 

ttg gca ttt gga aat tat atg aat aaa ggt caa aga ggg aat gca tat 2621 
Leu Ala Phe Gly Asn Tyr Met Asn Lys Gly Gin Arg Gly Asn Ala Tyr 
810 815 820 

gga ttc aag ata tct age eta aac aaa att get gac aca aaa tec age 2669 
Gly Phe Lys He Ser Ser Leu Asn Lys He Ala Asp Thr Lys Ser Ser 
825 830 835 

ate gac aaa aac att acc ctt ttg cac tat etc ate act att gtg gaa 2717 
He Asp Lys Asn He Thr Leu Leu His Tyr Leu He Thr lie Val Glu 
840 845 850 855 

aat aag tac ccc agt gtt etc aat eta aat gaa gaa ttg cga gat att 2 765 

Asn Lys Tyr Pro Ser Val Leu Asn Leu Asn Glu Glu Leu Arg Asp He 

860 865 870 

cct caa get gcg aaa gta aac atg act gag ctg gac aaa gaa ata agt 2813 
Pro Gin Ala Ala Lys Val Asn Met Thr Glu Leu Asp Lys Glu He Ser 

875 880 885 

acc ttg aga agt ggc ttg aaa gca gta gag aca gag ctg gaa tat cag 2861 
Thr Leu Arg Ser Gly Leu Lys Ala Val Glu Thr Glu Leu Glu Tyr Gin 
890 895 900 

aag tct cag ccc cca cag ccc gga gat aag ttt gtg tct gtt gtc age 2909 
Lys Ser Gin Pro Pro Gin Pro Gly Asp Lys Phe Val Ser Val Val Ser 
905 910 915 
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cag ttc ate aca gta gec age ttc age ttc tct gat gtt gaa gac ctt 2957 
Gin Phe lie Thr Val Ala Ser Phe Ser Phe Ser Asp Val Glu Asp Leu 
920 925 930 935 

eta gca gaa get aaa gac ctg ttt act aaa gca gtg aag cac ttt ggg 3005 
Leu Ala Glu Ala Lys Asp Leu Phe Thr Lys Ala Val Lys His Phe Gly 

940 945 950 

gaa gag get ggc aaa ata caa cca gat gag ttc ttt ggc att ttt gat . 3 053 
Glu Glu Ala Gly Lys lie Gin Pro Asp Glu Phe Phe Gly lie Phe Asp 

955 960 965 

caa ttt ctt caa get gtg tea gaa gee aaa caa gaa aac gaa aat atg 3101 
Gin Phe Leu Gin Ala Val Ser Glu Ala Lys Gin Glu Asn Glu Asn Met 
970 975 980 

aga aag aaa aag gag gaa gaa gaa cgt cga get cgc atg gaa get cag 3149 
Arg Lys Lys Lys Glu Glu Glu Glu Arg Arg Ala Arg Met Glu Ala Gin 
985 990 995 

etc aaa gaa caa cgt gaa agg gaa cgt aaa atg aga aaa get aaa gag 3197 
Leu Lys Glu Gin Arg Glu Arg Glu Arg Lys Met Arg Lys Ala Lys Glu 
1000 1005 1010 1015 

aat agt gaa gaa age gga gag ttt gat gac ctt gtt tea get tta cgc 3245 
Asn Ser Glu Glu Ser Gly Glu Phe Asp Asp Leu Val Ser Ala Leu Arg 

1020 1025 1030 

tea gga gaa gtg ttt gac aaa gac ctt tct aaa ttg aaa egg aat cgc 32 93 

Ser Gly Glu Val Phe Asp Lys Asp Leu Ser Lys Leu Lys Arg Asn Arg 

1035 1040 1045 

aaa cgt att ace aac cag atg act gac age age aga gag aga cca ate 3341 
Lys Arg lie Thr Asn Gin Met Thr Asp Ser Ser Arg Glu Arg Pro lie 
1050 1055 1060 

aca aaa ctt aat ttc taa ttttcc atgaatactt ttttttagaa agctcattag 33 95 
Thr Lys Leu Asn Phe * 
1065 

cagccctcta aagtgactag aacgtttcat tacactgcct tgcaatccaa 
ttttttcctt catctgtgag tgaatgtgtg aacgtgtgta tgtaaatgta 
tattaaaaaa tgtatataga tgtctgagtg ttgtctggag acctatacgt 
agatttatgt taatgtatgt gctccaaaac ctttcgtgta tgcattcaca 
ctcattttct ttccccgaac gecatgactg ttcagaagca caatactatc 
gataagagac attccctaga ttcaaaggca aaacagaaga aacaaacaaa 
aagcttgcaa aatattttat ggtttccaag cttgatatcc tttaaaatta 
tggaactgga gttgttggaa aaacatagat ttaaaatgat ttttgatagc 
atgttgatgt atcacatcag taataggacc agctttgaat ttctgacatt 
tacagtctgt aaatgtttat tgagaacatc ttgcacacaa tttgaattat 
aatcaagtt.t ttgtatattt aaaagttgga catcaatttt ttcccctgat 
tatctctgcc aagtgctctt gataatttct tcagattttt ggaaaaaaac 



acagtggcaa 3455 

tgtgtgtata 3515 

atggttaaaa 3575 

ttgagtgtgg 363 5 

tcctgaaaga 3695 

caaacaaaca 3 755 

ttttcattga 3815 

tgacattgtg 3875 

ggtgtgggga 3935 

gtagaatgtc 3995 

ttcatcaagt 4055 

actatataaa 4115 
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tgcaatccat gcttttttta aagaacaaca ttgccagagt atgcttgttc taacaatata 4175 

gatatataaa ccttaaaaat aataaaatat ctcacccaag acttaaagga agaattctct 4235 

gaagggataa agattactaa aaaaaaaaaa 4265 



<210> 907 
<211> 1957 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (77) . . (1639) 

<400> 907 

cggctgtagt aattcggcac gagcctcggc ggcccggctg gtgaatcaca cactctatgt 60 

tcacctgcag ccgggc atg age ctg gag ggc ccg get cag ccc cag tac 109 

Met Ser Leu Glu Gly Pro Ala Gin Pro Gin Tyr 
1 5 10 

age ccc gtg cag gec acg ttt gag gtt ctt gat ttc ate acg cac etc 157 
Ser Pro Val Gin Ala Thr Phe Glu Val Leu Asp Phe lie Thr His Leu 

15 20 25 

tat get ggc gee gac gtc cac agg cac ttg gac gtc aga ate eta ctg 205 
Tyr Ala Gly Ala Asp Val His Arg His Leu Asp Val Arg lie Leu Leu 
30 35 40 

ace aat ate cga ace aag age ace ttt etc cct ccc ctg ccc ace tea 253 
Thr Asn lie Arg Thr Lys Ser Thr Phe Leu Pro Pro Leu Pro Thr Ser 
45 50 55 

gtc cag aat etc gee cac ccg cca gaa gtc gtg ttg aca gat ttc cag 3 01 

Val Gin Asn Leu Ala His Pro Pro Glu Val Val Leu Thr Asp Phe Gin 
60 65 70 75 

ace ctg gat gga age cag tac aac ccg gtc aaa cag cag eta gtg cgt 349 
Thr Leu Asp Gly Ser Gin Tyr Asn Pro Val Lys Gin Gin Leu Val Arg 

80 85 90 

tac gee ace age tgt tac age tgt tgt ccg cga ctg gee teg gtg ctg 397 
Tyr Ala Thr Ser Cys Tyr Ser Cys Cys Pro Arg Leu Ala Ser Val Leu 

95 100 105 

eta tac tec gat tat ggg ata gga gaa gtg ccc gtg gag ccc ctg gat 445 
Leu Tyr Ser Asp Tyr Gly lie Gly Glu Val Pro Val Glu Pro Leu Asp 
110 115 120 

gtc ccc tta ccc tec acg ate agg cca get tec ccc gtg gee ggg tct 493 
Val Pro Leu Pro Ser Thr lie Arg Pro Ala Ser Pro Val Ala Gly Ser 
125 130 135 

cca aag cag ccg gtg cgt ggc tac tac cgt ggc get gtc ggt ggc acg 541 
Pro Lys Gin Pro Val Arg Gly Tyr Tyr Arg Gly Ala Val Gly Gly Thr 
140 145 150 155 

* 

ttt gac cgc ctg cac aac gee cac aag gtg ttg etc agt gtc gcg tgc 589 
Phe Asp Arg Leu His Asn Ala His Lys Val Leu Leu Ser Val Ala Cys 

160' 165 170 
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ate ctg gec cag gag cag ctt gtg gtg gga gta gca gac aaa gat ctg 637 
lie Leu Ala Gin Glu Gin Leu Val Val Gly Val Ala Asp Lys Asp Leu 

175 180 185 

ttg aag age aag ttg etc cct gag ctg etc caa cct tat aca gaa cgt 685 
Leu Lys Ser Lys Leu Leu Pro Glu Leu Leu Gin Pro Tyr Thr Glu Arg 
190 195 200 

gtg gaa cat ctg agt gaa ttc ctg gtg gac ate aag ccc tec ttg act 733 
Val Glu His Leu Ser Glu Phe Leu Val Asp lie Lys Pro Ser Leu Thr 
205 210 215 

ttt gat gtc ate ccc ctg ctg gac ccc tat ggg ccc get ggc tct gac 781 
Phe Asp Val lie Pro Leu Leu Asp Pro Tyr Gly Pro Ala Gly Ser Asp 
220 225 230 235 

ccc tec ctg gag ttc ctg gtg gtc age gag gag acc tat cgt ggg ggg 829 
Pro Ser Leu Glu Phe Leu Val Val Ser Glu Glu Thr Tyr Arg Gly Gly 

240 245 250 

atg gee ate aac cgc ttc cgc ctt gag aat gac ctg gag gaa ctt get 877 
Met Ala lie Asn Arg Phe Arg Leu Glu Asn Asp Leu Glu Glu Leu Ala 

255 260 265 

ttg tac cag ate cag ctg ctg aag gac etc aga cat aca gag aat gaa 925 
Leu Tyr Gin lie Gin Leu Leu Lys Asp Leu Arg His Thr Glu Asn Glu 
270 275 280 

gag gac aaa gtc age tec tec age ttc cgc cag cga atg ttg ggg aac 973 
Glu Asp Lys Val Ser Ser Ser Ser Phe Arg Gin Arg Met Leu Gly Asn 
285 290 295 

ctg ctt egg cct cca tat gaa agg cca gag etc ccc aca tgt etc tat 1021 
Leu Leu Arg Pro Pro Tyr Glu Arg Pro Glu Leu Pro Thr Cys Leu Tyr 
300 305 310 315 

gta att ggg ctg act ggc ate agt ggc tct ggg aag age tea ata get 1069 
Val lie Gly Leu Thr Gly lie Ser Gly Ser Gly Lys Ser Ser lie Ala 

320 325 330 

cag cga ctg aag ggc ctg ggg gcg ttt gtc att gac agt gac cac ctg 1117 
Gin Arg Leu Lys Gly Leu Gly Ala Phe Val lie Asp Ser Asp His Leu 

335 340 345 

ggt cat egg gee tat gee cca ggt ggc cct gee tac cag cct gtg gtg 1165 
Gly His Arg Ala Tyr Ala Pro Gly Gly Pro Ala Tyr Gin Pro Val Val 
350 355 360 

gag gee ttt gga aca gat att etc cat aaa gat ggc ate ate aac agg 1213 
Glu Ala Phe Gly Thr Asp lie Leu His Lys Asp Gly He He Asn Arg 
365 370 375 

aag gtc eta ggc age egg gtg ttt ggg aat aag aag cag ctg aag ata 1261 
Lys Val Leu Gly Ser Arg Val Phe Gly Asn Lys Lys Gin Leu Lys He 
380 385 390 395 

etc acg gac att atg tgg cca att ate gca aag ctg gee cga gag gag 1309 
Leu Thr Asp He Met Trp Pro He He Ala Lys Leu Ala Arg Glu Glu 

400 405 410 

atg gat egg get gtg get gag gga aag cgt gtg tgt gtg att gat gec 1357 
Met Asp Arg Ala Val Ala Glu Gly Lys Arg Val Cys Val He Asp Ala 

415 420 425 
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get gtg ttg ctt gaa gcc ggc tgg cag aac ctg gtc cat gag gtg tgg 14 05 
Ala Val Leu Leu Glu Ala Gly Trp Gin Asn Leu Val His Glu Val Trp 
430 435 440 

act get gtc ate cca gag act gag get gta aga cgc att gtg gag agg 1453 
Thr Ala Val He Pro Glu Thr Glu Ala Val Arg Arg He Val Glu Arg 
445 450 455 

gat ggc etc agt gaa gcc gcg get caa age egg ctg cag age cag atg 1501 
Asp Gly Leu Ser Glu Ala Ala Ala Gin Ser Arg Leu Gin Ser Gin Met 
460 465 470 475 

age ggg cag cag ctt gtg gaa cag age cac gtg gtg etc age acc ttg 1549 
Ser Gly Gin Gin Leu Val Glu Gin Ser His Val Val Leu Ser Thr Leu 

480 485 490 

tgg gag ccg cat ate acc caa cgc cag gtg gag aaa gcc tgg gcc etc 1597 
Trp Glu Pro His He Thr Gin Arg Gin Val Glu Lys Ala Trp Ala Leu 

495 500 505 

ttg cag aag cgc att ccc aag act cat cag gcc etc gac tga aaagttc 1646 
Leu Gin Lys Arg He Pro Lys Thr His Gin Ala Leu Asp * 
510 515 520 

tcagtggggc cagactggct cctggagctg acaagcgacc ccgtggtgag gagaaatggg 1706 

ggccttgatg ctcaccctgg ttcaggccca gaggtccaag ctatactgtg caggacatgg 1766 

ccaggcctgg tggacacagg aagcctaccc aacaegctgg tatttggeca acactgagga 1826 

tgtggttcat gggggagcag tcccctcccc actcttgccc atgggtgact cttacccaca 1886 

gctgactagg gccagcgcaa atactggaac ctgtaacaga attaaaggtg aatgttctga 1946 

aaaaaaaaaa a 1957 



<210> 908 
<211> 4399 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (141) . . (4133) 
<400> 908 

tttgatagct gtacgcctgc aggtaceggt ccggaattcc egggtcgacg atttcgtgtg 60 

gtgtgtagcc ggcttggcgt gaccctcgcc tgatccagtt gttagagttg gaagcttggc 120 

agttggcctc ccttcttccc atg gag gac ggg ggc tta aca gcc ttt gaa 17 0 

Met Glu Asp Gly Gly Leu Thr Ala Phe Glu 
1 5 10 

gag gac cag aga tgc ctt tec cag age etc ccc ttg cca gtg tea gca 218 
Glu Asp Gin Arg Cys Leu Ser Gin Ser Leu Pro Leu Pro Val Ser Ala 

15 20 25 

gag ggc cca get gca cag acc act get gag ccc age agg teg ttt tec 266 
Glu Gly Pro Ala Ala Gin Thr Thr Ala Glu Pro Ser Arg Ser Phe Ser 
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tea gec cac aga cac ctg age aga agg aat ggg ctt tec aga etc tgc 314 
Ser Ala His Arg His Leu Ser Arg Arg Asn Gly Leu Ser Arg Leu Cys 
45 50 " 55 

cag age agg aca gcg etc tct gaa gac aga tgg age tec tat tgt eta 362 
Gin Ser Arg Thr Ala Leu Ser Glu Asp Arg Trp Ser Ser Tyr Cys Leu 
60 65 70 

tea tea ctg get gee cag aat att tgt aca agt aaa ctg cac tgc cct 410 
Ser Ser Leu Ala Ala Gin Asn He Cys Thr Ser Lys Leu His Cys Pro 
75 80 85 90 

get gee cct gag cac acg gac ccg tec gaa ccg egg ggc agt gtg tec 458 
Ala Ala Pro Glu His Thr Asp Pro Ser Glu Pro Arg Gly Ser Val Ser 

95 100 105 

tgc tgc tec ctg ctg egg gga ctg tec tea ggg tgg tec tea cct ctg 506 
Cys Cys Ser Leu Leu Arg Gly Leu Ser Ser Gly Trp Ser Ser Pro Leu 

110 115 120 

ctt ccg gee cct gtg tgc aac cct aac aag gec ate ttc acg gtg gat 554 
Leu Pro Ala Pro Val Cys Asn Pro Asn Lys Ala He Phe Thr Val Asp 
125 130 135 

gee aag acc aca gag ate etc gtt get aac gac aaa get tgc ggg etc 602 
Ala Lys Thr Thr Glu He Leu Val Ala Asn Asp Lys Ala Cys Gly Leu 
140 145 150 

ct 9 ggg tac age age cag gac ctg att ggc cag aag etc acg cag ttc 650 
Leu Gly Tyr Ser Ser Gin Asp Leu He Gly Gin Lys Leu Thr Gin Phe 
155 160 165 170 

ttt ctg agg tea gat tct gat gtg gtg gag gee etc age gag gag cac 698 
Phe Leu Arg Ser Asp Ser Asp Val Val Glu Ala Leu Ser Glu Glu His 

175 180 185 

atg gag gee gac ggc cac get gcg gtg gtg ttt ggc acg gtg gtg gac 746 
Met Glu Ala Asp Gly His Ala Ala Val Val Phe Gly Thr Val Val Asp 

190 195 200 

ate ate age cgt agt ggg gag aag att cca gtg tct gtg tgg atg aag 794 
He He Ser Arg Ser Gly Glu Lys He Pro Val Ser Val Trp Met Lys 
205 210 215 

a 9g atg egg cag gag cgc cgc eta tgc tgc gtg gtg gtc ctg gag ccc 842 
Arg Met Arg Gin Glu Arg Arg Leu Cys Cys Val Val Val Leu Glu Pro 
220 225 230 

gtg gag agg gtc teg acc tgg gtc get ttc cag age gat ggc acc gtc 890 
Val Glu tog Val Ser Thr Trp Val Ala Phe Gin Ser Asp Gly Thr Val 
235 240 245 250 

acg tea tgt gac agt etc ttt get cat ctt cac ggg tac gtg tct ggg 93 8 

Thr Ser Cys Asp Ser Leu Phe Ala His Leu His Gly Tyr Val Ser Gly 

255 260 265 

gag gac gtg get ggg cag cat ate aca gac ctg ate cct tct gtg cag 986 
Glu Asp Val Ala Gly Gin His He Thr Asp Leu He Pro Ser Val Gin 

270 275 280 

etc cct cct tct ggc cag cac ate cca aag aat etc aag att cag agg 1034 
Leu Pro Pro Ser Gly Gin His He Pro Lys Asn Leu Lys lie Gin Arg 
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tct gtt gga aga gcc agg gac ggt acc acc ttc cct ctg age tta aag 1082 
Ser Val Gly Arg Ala Arg Asp Gly Thr Thr Phe Pro Leu Ser Leu Lys 
300 305 310 

ctg aaa tec caa ccc age age gag gag gcg acc acc ggt gag gcg gcc 113 0 

Leu Lys Ser Gin Pro Ser Ser Glu Glu Ala Thr Thr Gly Glu Ala Ala 
315 320 325 330 

cct gtg age ggc tac egg gca tct gtc tgg gtg ttc tgc acc ate agt 1178 
Pro Val Ser Gly Tyr Arg Ala Ser Val Trp Val Phe Cys Thr lie Ser 

335 340 345 

ggc etc ate acc etc ctg ccg gat ggg acc ate cac ggc ate aac cac 1226 
Gly Leu lie Thr Leu Leu Pro Asp Gly Thr lie His Gly lie Asn His 

350 355 360 

age ttc gcg ctg aca ctg ttt ggt tac gga aag acg gag etc ctg ggc 1274 
Ser Phe Ala Leu Thr Leu Phe Gly Tyr Gly Lys Thr Glu Leu Leu Gly 
365 370 375 

aag aat ate act ttc ctg att cct ggt ttc tac age tac atg gac ctt 1322 
Lys Asn lie Thr Phe Leu lie Pro Gly Phe Tyr Ser Tyr Met Asp Leu 
380 385 390 

gcg tac aac age tea tta cag etc cca gac ctg gcc age tgc ctg gac 1370 
Ala Tyr Asn Ser Ser Leu Gin Leu Pro Asp Leu Ala Ser Cys Leu Asp 
395 400 405 410 

gtc ggc aat gag agt ggg tgt ggg gag aga acc ttg gac ccg tgg cag 1418 
Val Gly Asn Glu Ser Gly Cys Gly Glu Arg Thr Leu Asp Pro Trp Gin 

415 420 425- 

ggc cag gac cca get gag ggg ggc cag gat cca agg att aat gtc gtg 1466 
Gly Gin Asp Pro Ala Glu Gly Gly Gin Asp Pro Arg lie Asn Val Val 

430 435 440 

ctt get ggt ggc cac gtt gtg ccc cga gat gag ate egg aag ctg atg 1514 
Leu Ala Gly Gly His Val Val Pro Arg Asp Glu lie Arg Lys Leu Met 
445 450 455 

gaa age caa gac ate ttc acc ggg act cag act gag ctg att get gga 1562 
Glu Ser Gin Asp He Phe Thr Gly Thr Gin Thr Glu Leu He Ala Gly 
460 465 470 

ggc cag etc ctt tec tgc etc tea cct cag cct get cca ggg gtg gac 1610 
Gly Gin Leu Leu Ser Cys Leu Ser Pro Gin Pro Ala Pro Gly Val Asp 
475 480 485 490 

aat gtc cca gaa gga age ctg cca gtg cac ggt gaa cag gcg ctg ecc 1658 
Asn Val Pro Glu Gly Ser Leu Pro Val His Gly Glu Gin Ala Leu Pro 

495 500 505 

aag gac cag caa ate act gcc ttg ggg aga gag gaa cct gtg gca ata 1706 
Lys Asp .Gin Gin He Thr Ala Leu Gly Arg Glu Glu Pro Val Ala He 

510 515 520 

gag age ccc gga cag gat ctt ctg gga gaa age agg tct gaa cca gtg 1754 
Glu Ser Pro Gly Gin Asp Leu Leu Gly Glu Ser Arg Ser Glu Pro Val 
525 530 535 

gat gtg aag cca ttt get tec tgc gaa gat tct gaa get cca gtc cca 1802 
Asp Val Lys Pro Phe Ala Ser Cys Glu Asp Ser Glu Ala Pro Val Pro 
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get gag gat ggg ggc agt gat get ggc atg tgt ggc ctg tgt cag aag 1850 
Ala Glu Asp Gly Gly Ser Asp Ala Gly Met Cys Gly Leu Cys Gin Lys 
555 560 565 570 

gec cag eta gag egg atg gga gtc agt ggt ccc age ggt tea gac ctt 18 98 

Ala Gin Leu Glu Arg Met Gly Val Ser Gly Pro Ser Gly Ser Asp Leu 

575 580 585 

tgg get ggg get gee gtg gee aag ccc cag gec aag ggt cag ctg gcg 1946 
Trp Ala Gly Ala Ala Val Ala Lys Pro Gin Ala Lys Gly Gin Leu Ala 

590 595 600 

ggg ggc age etc ctg atg cac tgc cct tgc tat ggg agt gaa tgg ggc 1994 
Gly Gly Ser Leu Leu Met His Cys Pro Cys Tyr Gly Ser Glu Trp Gly 
605 610 615 

ttg tgg tgg cga age cag gac ttg gec ccc age ccc tct ggg atg gca 2042 
Leu Trp Trp Arg Ser Gin Asp Leu Ala Pro Ser Pro Ser Gly Met Ala 
620 625 630 

ggc etc teg ttt ggg aca cct act eta gat gag ccg tgg ctg gga gtg 2090 
Gly Leu Ser Phe Gly Thr Pro Thr Leu Asp Glu Pro Trp Leu Gly Val 
635 640 645 650 

gaa aac gac cga gaa gag ctg cag acc tgc ttg att aag gag cag ctg 2138 
Glu Asn Asp Arg Glu Glu Leu Gin Thr Cys Leu lie Lys Glu Gin Leu 

655 660 665 

tec cag ttg age ctt gca gga gee ctg gat gtc ccc cac gee gaa etc 2186 
Ser Gin Leu Ser Leu Ala Gly Ala Leu Asp Val Pro His Ala Glu Leu 

670 675 680 

gtt ccg aca gag tgc cag get gtc acc get cct gtg teg tec tgc gat 2234 
Val Pro Thr Glu Cys Gin Ala Val Thr Ala Pro Val Ser Ser Cys Asp 
685 690 695 

ctg gga ggc aga gac ctg tgc ggt ggc tgc acg ggc age tec tea gee 2282 
Leu Gly Gly Arg Asp Leu Cys Gly Gly Cys Thr Gly Ser Ser Ser Ala 
700 705 710 

tgc tat gee ttg gee acg gac etc cct ggg ggc ctg gaa gca gtg gag 2330 
Cys Tyr Ala Leu Ala Thr Asp Leu Pro Gly Gly Leu Glu Ala Val Glu 
715 720 725 730 

gee cag gag gtt gat gtg aat teg ttt tec tgg aac etc aag gaa etc 23 78 

Ala Gin Glu Val Asp Val Asn Ser Phe Ser Trp Asn Leu Lys Glu Leu 

735 740 745 

ttt ttc agt gac cag aca gac caa acg tea tea aat tgt tec tgt get 2426 
Phe Phe Ser Asp Gin Thr Asp Gin Thr Ser Ser Asn Cys Ser Cys Ala 

750 755 760 

acg tct gaa etc aga gag aca ccc tct tec ttg gca gtg ggc tec gat 2474 
Thr Ser Glu Leu Arg Glu Thr Pro Ser Ser Leu Ala Val Gly Ser Asp 
765 770 775 

cca gat gta ggc agt etc cag gaa cag ggg teg tgt gtc ctg gat gac. 2522 
Pro Asp Val Gly Ser Leu Gin Glu Gin Gly Ser Cys Val Leu Asp Asp 
780 785 790 

agg gag ctg tta eta ctg acc ggc acc tgt gtt gac ctt ggc caa ggc 2570 
Arg Glu Leu Leu Leu Leu Thr Gly Thr Cys Val Asp Leu Gly Gin Gly 
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795 800 805 810 

cga egg ttc egg gag age tgt gtg gga cat gat cca aca gaa ccg ctt 2618 
Arg Arg Phe Arg Glu Ser Cys Val Gly His Asp Pro Thr Glu Pro Leu 

815 820 825 

gag gtt tgt ttg gtg tec tct gag cat tat gca gca age gac aga gaa 2666 
Glu Val Cys Leu Val Ser Ser Glu His Tyr Ala Ala Ser Asp Arg Glu 

830 835 840 

age cca gga cac gtt cct tec acg ttg gat get ggc cct gag gac acg 2714 
Ser Pro Gly His Val Pro Ser Thr Leu Asp Ala Gly Pro Glu Asp Thr 
845 850 855 

tgc cca tea gca gag gag cca agg ctg aac gtc cag gtc acc tec acg 2762 
Cys Pro Ser Ala Glu Glu Pro Arg Leu Asn Val Gin Val Thr Ser Thr 
860 865 870 

ccc gtg ate gtg atg cgc ggg get get ggc ctg cag egg gag ate cag 2810 
Pro Val lie Val Met Arg Gly Ala Ala Gly Leu Gin Arg Glu lie Gin 
875 880 885 890 

gag ggt gee tac tec ggg age tgc tac cat cga gat ggc tta egg ctg 2858 
Glu Gly Ala Tyr Ser Gly Ser Cys Tyr His Arg Asp Gly Leu Arg Leu 

895 900 905 

agt ata cag ttt gag gtg agg egg gtg gag etc cag ggc ccc aca cct 2906 
Ser lie Gin Phe Glu Val Arg Arg Val Glu Leu Gin Gly Pro Thr Pro 

910 915 920 

ctg ttc tgc tgc tgg ctg gtg aaa gac etc etc cac age caa cgc gac 2954 
Leu Phe Cys Cys Trp Leu Val Lys Asp Leu Leu His Ser Gin Arg Asp 
925 930 935 

tea gee gee agg acc cgc ctg ttc ctt gee age ctg ccc ggc tec acc 3 002 

Ser Ala Ala Arg Thr Arg Leu Phe Leu Ala Ser Leu Pro Gly Ser Thr 
940 945 950 

cac tct acc get get gag etc acc gga ccc age ctg gtg gaa gtg etc 3 050 

His Ser Thr Ala Ala Glu Leu Thr Gly Pro Ser Leu Val Glu Val Leu 
955 960 965 970 

aga gee aga ccc tgg ttt gag gag ccc ccc aag get gtg gaa ctg gag 3 098 

Arg Ala Arg Pro Trp Phe Glu Glu Pro Pro Lys Ala Val Glu Leu Glu 

975 980 985 

ggg ttg gcg gee tgt gag ggc gag tac tec caa aag tac agt acc atg 3146 
Gly Leu Ala Ala Cys Glu Gly Glu Tyr Ser Gin Lys Tyr Ser Thr Met 

990 995 1000 

age ccg ctg ggc agt ggg gee ttc ggc ttc gtg tgg act get gtg gac 3194 
Ser Pro Leu Gly Ser Gly Ala Phe Gly Phe Val Trp Thr Ala Val Asp 
1005 1010 1015 

aag gaa aaa aac aag gag gtg gtg gtg aag ttt att aag aag gag aag 3242 
Lys Glu Lys Asn Lys Glu Val Val Val Lys Phe lie Lys Lys Glu Lys 
1020 1025 1030 

gtc ttg gag gat tgt tgg att gag gat ccc aaa ctt ggg aaa gtt act 3290 
Val Leu Glu Asp Cys Trp He Glu Asp Pro Lys Leu Gly Lys Val Thr 
1035 1040 1045 1050 

tta gag ate gca att eta tec agg gtg gag cac gec aat ate ate aag 3338 
Leu Glu He Ala He Leu Ser Arg Val Glu His Ala Asn He He Lys 
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gta ttg gat ata ttt gaa aac caa ggg ttc ttc cag ctt gtg atg gag 3386 
Val Leu Asp He Phe Glu Asn Gin Gly Phe Phe Gin Leu Val Met Glu 

1070 1075 1080 

aag cac ggc tec ggc eta gac etc ttc get ttc ate gac cgc cac ccc 3434 
Lys His Gly Ser Gly Leu Asp Leu Phe Ala Phe He Asp Arg His Pro 
1085 1090 . 1095 

agg ctg gat gag ccc ctg gcg age tac ate ttc cga caa gtg aga gca 3482 
Arg Leu Asp Glu Pro Leu Ala Ser Tyr He Phe Arg Gin Val Arg Ala 
1100 1105 1110 

ggc cag age cgt eta gtg tea gca gtg gga tac ctg cgc ttg aag gac 3530 
Gly Gin Ser Arg Leu Val Ser Ala Val Gly Tyr Leu Arg Leu Lys Asp 
1115 1120 1125 1130 

ate ate cac cgt gac ate aag gat gag aac ate gtg ate get gag gac 3 578 

He He His Arg Asp He Lys Asp Glu Asn He Val He Ala Glu Asp 

1135 1140 1145 

ttc aca ate aag ctg ata gac ttt ggc teg gee gee tac ttg gaa agg 3626 
Phe Thr He Lys Leu He Asp Phe Gly Ser Ala Ala Tyr Leu Glu Arg 
1150 1155 1160 

gga aaa tta ttt tat act ttt tgt ggg ace ate gag tac tgt gca ccg 3674 
Gly Lys Leu Phe Tyr Thr Phe Cys Gly Thr He Glu Tyr Cys Ala Pro 
1165 1170 1175 

gaa gtt etc atg ggg aat ccc tac aga ggg ccg gag ctg gag atg tgg 3722 
Glu Val Leu Met Gly Asn Pro Tyr Arg Gly Pro Glu Leu Glu Met Trp 
1180 1185 " 1190 

tct ctg gga gtc act ctg tac acg ctg gtc ttt gag gag aac ccc ttc 3770 
Ser Leu Gly Val Thr Leu Tyr Thr Leu Val Phe Glu Glu Asn Pro Phe 
1195 1200 1205 1210 

tgt gag ctg gag gag ace gtg gag get gee ata cac ccg cca tac ctg 3818 
Cys Glu Leu Glu Glu Thr Val Glu Ala Ala He His Pro Pro Tyr Leu 

1215 1220 1225 

gtg tec aaa gaa etc atg age ctt gtg tct ggg ctg ctg cag cca gtc 3866 
Val Ser Lys Glu Leu Met Ser Leu Val Ser Gly Leu Leu Gin Pro Val 
1230 1235 1240 

cct gag aga cgc acc ace ttg gag aag ctg gtg aca gac ccg tgg gta 3914 
Pro Glu Arg Arg Thr Thr Leu Glu Lys Leu Val Thr Asp Pro Trp Val 
1245 1250 1255 

aca cag cct gtg aat ctt get gac tat aca tgg gaa gag gtg ttt cga 3962 
Thr Gin Pro Val Asn Leu Ala Asp Tyr Thr Trp Glu Glu Val Phe Arg 
1260 1265 1270 

gta aac aag cca gaa agt gga gtt ctg tec get gcg age ctg gag atg 4010 
^Val Asn Lys Pro Glu Ser Gly Val Leu Ser Ala Ala Ser Leu Glu Met 
1275 1280 1285 1290 

ggg aac agg age ctg agt gat gtg gee cag get cag gag ctt tgt ggg 4058 
Gly Asn Arg Ser Leu Ser Asp Val Ala Gin Ala Gin Glu Leu Cys Gly 

1295 1300 1305 

ggc ccc gtt cca ggc gag get cct aat ggc caa ggc tgt ttg cat ccc 4106 
Gly Pro Val Pro Gly Glu Ala Pro Asn Gly Gin Gly Cys Leu His Pro 
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1310 1315 1320 

ggg gat ccc cgt ctg ctg acc age taa acacc aatttcttcc tgcttttcte 4158 
Gly Asp Pro Arg Leu Leu Thr Ser * 
1325 1330 

cacttggttt ggaaaatcac acagttttca ggctccatct gtttggagaa aatacattct 4218 
gaagcatccc caattcacct tctaaaaact catgtgcagg tttgataaac accagaacag 4278 
aagacagtga tgctgtatta ttttagattt attacataga tttggaattc acttttttca 43 38 
tgacctagaa aaaaacattc cagtgttcaa ctgttttata ttattaaagg gcttttaatt 4398 
t 

4399 



<210> 909 

<211> 4393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (141) . . (4112) 
<400> 909 

tttgatagct gtacgcctgc aggtaceggt ccggaattcc egggtcgacg atttcgtgtg 6 0 

gtgtgtagcc ggcttggcgt gaccctcgcc tgatccagtt gttagagttg gaagcttggc 120 

agttggcctc ccttcttccc atg gag gac ggg ggc tta aca gec ttt gaa 170 

Met Glu Asp Gly Gly Leu Thr Ala Phe Glu 
1 5 10 

gag gac cag aga tgc ctt tec cag age etc ccc ttg cca gtg tea gca 218 
Glu Asp Gin Arg Cys Leu Ser Gin Ser Leu Pro Leu Pro Val Ser Ala 

15 20 25 

gag ggc cca get gca cag acc act get gag ccc age agg teg ttt tec 266 
Glu Gly Pro Ala Ala Gin Thr Thr Ala Glu Pro Ser Arg Ser Phe Ser 

30 35 40 

tea gee cac aga cac ctg age aga agg aat ggg ctt tec aga etc tgc 314 
Ser Ala His Arg His Leu Ser Arg Arg Asn Gly Leu Ser Arg Leu Cys 
45 50 55 

cag age agg aca gcg etc tct gaa gac aga tgg age tec tat tgt eta 362 
Gin Ser Arg Thr Ala Leu Ser Glu Asp Arg Trp Ser Ser Tyr Cys Leu 
60 65 70 



410 



458 



tea tea ctg get gee cag aat att tgt aca agt aaa ctg cac tgc cct 
Ser Ser Leu Ala Ala Gin Asn He Cys Thr Ser Lys Leu His Cys Pro 
75 80 85 90 

get gec cct gag cac acg gac ccg tec gaa ccg egg ggc agt gtg tec 
Ala Ala Pro Glu His Thr Asp Pro Ser Glu Pro Arg Gly Ser Val Ser 

95 100 105 

tgc tgc tec ctg ctg egg gga ctg tec tea ggg tgg tec tea cct ctg 506 
Cys CyB Ser Leu Leu Arg Gly Leu Ser Ser Gly Trp Ser Ser Pro Leu 

110 , 115 120 
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ctt ccg gcc cct gtg tgc aac cct aac aag gcc ate ttc acg gtg gat 554 
Leu Pro Ala Pro Val Cys Asn Pro Asn Lys Ala lie Phe Thr Val Asp 
125 130 135 

gcc aag acc aca gag. ate etc gtt get aac gac aaa get tgc ggg etc 602 
Ala Lys Thr Thr Glu lie Leu Val Ala Asn Asp Lys Ala Cys Gly Leu 
140 145 150 

ctg ggg tac age age cag gac ctg att ggc cag aag etc acg cag ttc 650 
Leu Gly Tyr Ser Ser Gin Asp Leu lie Gly Gin Lys Leu Thr Gin Phe 
155 160 165 170 

ttt ctg agg tea gat tct gat gtg gtg gag gcc etc age gag gag cac 698 
Phe Leu Arg Ser Asp Ser Asp Val Val Glu Ala Leu Ser Glu Glu His 

175 180 185 

atg gag gcc gac ggc cac get gcg gtg gtg ttt ggc acg gtg gtg gac 746 
Met Glu Ala Asp Gly His Ala Ala Val Val Phe Gly Thr Val Val Asp 

190 195 200 

ate ate age cgt agt ggg gag aag att cca gtg tct gtg tgg atg aag 794 
lie lie Ser Arg Ser Gly Glu Lys He Pro Val Ser Val Trp Met Lys 
205 210 215 

agg atg egg cag gag cgc cgc eta tgc tgc gtg gtg gtc ctg gag ccc 842 
Arg Met Arg Gin Glu Arg Arg Leu Cys Cys Val Val Val Leu Glu Pro 
220 225 230 

gtg gag agg gtc teg acc tgg gtc get ttc cag age gat ggc acc gtc 890 
Val Glu Arg Val Ser Thr Trp Val Ala Phe Gin Ser Asp Gly Thr Val 
235 240 245 250 

acg tea tgt gac agt etc ttt get cat ctt cac ggg tac gtg tct ggg 938 
Thr Ser Cys Asp Ser Leu Phe Ala His Leu His Gly Tyr Val Ser Gly 

255 260 265 

gag gac gtg get ggg cag cat ate aca gac ctg ate cct tct gtg cag 986 
Glu Asp Val Ala Gly Gin His He Thr Asp Leu lie Pro Ser Val Gin 

270 275 280 

etc cct cct tct ggc cag cac ate cca aag aat etc aag att cag agg 1034 
Leu Pro Pro Ser Gly Gin His He Pro Lys Asn Leu Lys He Gin Arg 
285 290 295 

tct gtt gga aga gcc agg gac ggt acc acc ttc cct ctg age tta aag 1082 
Ser Val Gly Arg Ala Arg Asp Gly Thr Thr Phe Pro Leu Ser Leu Lys 
300 305 310 

ctg aaa tec caa ccc age age gag gag gcg acc acc ggt gag gcg gcc 1130 
Leu Lys Ser Gin Pro Ser Ser Glu Glu Ala Thr Thr Gly Glu Ala Ala 
315 320 325 " 330 

cct gtg age ggc tac egg gca tct gtc tgg gtg ttc tgc acc ate agt 1178 
Pro Val Ser Gly Tyr Arg Ala Ser Val Trp Val Phe Cys Thr lie Ser 

335 340 345 

ggc etc ate acc etc ctg ccg gat ggg acc ate cac ggc ate aac cac 1226 
Gly Leu He Thr Leu Leu Pro Asp Gly Thr He His Gly He Asn His 

350 355 360 

age ttc gcg ctg aca ctg ttt ggt tac gga aag acg gag etc ctg ggc 1274 
Ser Phe Ala Leu Thr Leu Phe Gly Tyr Gly Lys Thr Glu Leu Leu Gly 
365 370 375 
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aag aat ate act ttc ctg att cct ggt ttc tac age tac atg gac ctt 1322 
Lys Asn lie Thr Phe Leu lie Pro Gly Phe Tyr Ser Tyr Met Asp Leu 
380 385 390 

gcg tac aac age tea tta cag etc cca gac ctg gee age tgc ctg gac 13 70 
Ala Tyr Asn Ser Ser Leu Gin Leu Pro Asp Leu Ala Ser Cys Leu Asp 
395 400 405 410 

gtc ggc aat gag agt ggg tgt ggg gag aga ace ttg gac ccg tgg cag 1418 
Val Gly Asn Glu Ser Gly Cys Gly Glu Arg Thr Leu Asp Pro Trp Gin 

415 420 425 

ggc cag gac cca get gag ggg ggc cag gat cca agg att aat gtc gtg 1466 
Gly Gin Asp Pro Ala Glu Gly Gly Gin Asp Pro Arg He Asn Val Val 

430 435 440 

ctt get ggt ggc cac gtt gtg ccc cga gat gag ate egg aag ctg atg 1514 
Leu Ala Gly Gly His Val Val Pro Arg Asp Glu He Arg Lys Leu Met 
445 450 455 

gaa age caa gac ate ttc ace ggg act cag act gag ctg att get gga 1562 
Glu Ser Gin Asp He Phe Thr Gly Thr Gin Thr Glu Leu He Ala Gly 
460 465 470 

ggc cag etc ctt tec tgc etc tea cct cag cct get cca ggg gtg gac 1610 
Gly Gin Leu Leu Ser Cys Leu Ser Pro Gin Pro Ala Pro Gly Val Asp 

475 480 485 490 

aat gtc cca gaa gga age ctg cca gtg cac ggt gaa cag gcg ctg ccc 1658 
Asn Val Pro Glu Gly Ser Leu Pro Val His Gly Glu Gin Ala Leu Pro 

495 500 505 

aag gac cag caa ate act gee ttg ggg aga gag gaa cct gtg gca ata 1706 
Lys Asp Gin Gin He Thr Ala Leu Gly Arg Glu Glu Pro Val Ala He 

510 515 520 

gag age ccc gga cag gat ctt ctg gga gaa age agg tct gaa cca gtg 1754 
Glu Ser Pro Gly Gin Asp Leu Leu Gly Glu Ser Arg Ser Glu Pro Val 
525 530 ~ 535 

gat gtg aag cca ttt get tec tgc gaa gat tct gaa get cca gtc cca 1802 
Asp Val Lys Pro Phe Ala Ser Cys Glu Asp Ser Glu Ala Pro Val Pro 
540 545 550 

get gag gat ggg ggc agt gat get ggc atg tgt ggc ctg tgt cag aag 185 0 

Ala Glu Asp Gly Gly Ser Asp Ala Gly Met Cys Gly Leu Cys Gin Lys 
555 560 565 570 

gee cag eta gag egg atg gga gtc agt ggt ccc age ggt tea gac ctt 1898 
Ala Gin Leu Glu Arg Met Gly Val Ser Gly Pro Ser Gly Ser Asp Leu 

575 580 585 

tgg get ggg get gee gtg gee aag ccc cag gee aag ggt cag ctg gcg 1946 
Trp Ala Gly Ala Ala Val Ala Lys Pro Gin Ala Lys Gly Gin Leu Ala 

590 595 600 

ggg gg c a gc etc ctg atg cac tgc cct tgc tat ggg agt gaa tgg ggc 1994 
Gly Gly Ser Leu Leu Met His Cys Pro Cys Tyr Gly Ser Glu Trp Gly 
605 610 615 

ttg tgg tgg cga age cag gac ttg gee ccc age ccc tct ggg atg gca 2 042 
Leu Trp Trp Arg Ser Gin Asp Leu Ala Pro Ser Pro Ser Gly Met Ala 
620 625 630 
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ggc etc teg ttt ggg aca cct act eta gat gag ccg tgg ctg gga gtg 2090 
Gly Leu Ser Phe Gly Thr Pro Thr Leu Asp Glu Pro Trp Leu Gly Val 
635 640 645 650 

gaa aac gac cga gaa gag ctg cag acc tgc ttg att aag gag cag ctg 2138 
Glu Asn Asp Arg Glu Glu Leu Gin Thr Cys Leu lie Lys Glu Gin Leu 

655 660 665 

tec cag ttg age ctt gca gga gee ctg gat gtc ccc cac gee gaa etc 2186 
Ser Gin Leu Ser Leu Ala Gly Ala Leu Asp Val Pro His Ala Glu Leu 

670 675 680 

gtt ccg aca gag tgc cag get gtc acc get cct gtg teg tec tgc gat 2234 
Val Pro Thr Glu Cys Gin Ala Val Thr Ala Pro Val Ser Ser Cys Asp 
685 690 695 

ctg gga ggc aga gac ctg tgc ggt ggc tgc acg ggc age tec tea gee 2282 
Leu Gly Gly Arg Asp Leu Cys Gly Gly Cys Thr Gly Ser Ser Ser Ala 
700 705 710 

tgc tat gee ttg gee acg gac etc cct ggg ggc ctg gaa gca gtg gag 2330 
Cys Tyr Ala Leu Ala Thr Asp Leu Pro Gly Gly Leu Glu Ala Val Glu 
715 720 725 730 

gee cag gag gtt gat gtg aat teg ttt tec tgg aac etc aag gaa etc 23 78 

Ala Gin Glu Val Asp Val Asn Ser Phe Ser Trp Asn Leu Lys Glu Leu 

735 740 745 

ttt ttc agt gac cag aca gac caa acg tea tea aat tgt tec tgt get 2426 
Phe Phe Ser Asp Gin Thr Asp Gin Thr Ser Ser Asn Cys Ser Cys Ala 

750 755 " 760 

acg tct gaa etc aga gag aca ccc tct tec ttg gca gtg ggc tec gat 2474 
Thr Ser Glu Leu Arg Glu Thr Pro Ser Ser Leu Ala Val Gly Ser Asp 
765 770 775 

cca gat gta ggc agt etc cag gaa cag ggg teg tgt gtc ctg gat gac 2522 
Pro Asp Val Gly Ser Leu Gin Glu Gin Gly Ser Cys Val Leu Asp Asp 
780 785 790 

agg gag ctg tta eta ctg acc ggc acc tgt gtt gac ctt ggc caa ggc 2570 
Arg Glu Leu Leu Leu Leu Thr Gly Thr Cys Val Asp Leu Gly Gin Gly 
795 800 805 810 

cga egg ttc egg gag age tgt gtg gga cat gat cca aca gaa ccg ctt 2618 
Arg Arg Phe Arg Glu Ser Cys Val Gly His Asp Pro Thr Glu Pro Leu 

815 820 825 

gag gtt tgt ttg gtg tec tct gag cat tat gca gca age gac aga gaa 2666 
Glu Val Cys Leu Val Ser Ser Glu His Tyr Ala Ala Ser Asp Arg Glu 

830 835 840 

age cca gga cac gtt cct tec acg ttg gat get ggc cct gag gac acg 2714 
Ser Pro Gly His Val Pro Ser Thr Leu Asp Ala Gly Pro Glu Asp Thr 
845 850 855 

tgc cca tea gca gag gag cca agg ctg aac gtc cag gtc acc tec acg 2762 
Cys Pro Ser Ala Glu Glu Pro Arg Leu Asn Val Gin Val Thr Ser Thr 
860 865 870 

ccc gtg ate gtg atg cgc ggg get get ggc ctg cag egg gag ate cag 2810 
Pro Val He Val Met Arg Gly Ala Ala Gly Leu Gin Arg Glu He Gin 
875 880 885 890 
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9*9 9Sft gcc tac tec ggg age tgc tac cat cga gat ggc tta egg ctg 2858 
Glu Gly Ala Tyr Ser Gly Ser Cys Tyr His Arg Asp Gly Leu Arg Leu 

895 900 905 

agt ata cag ttt gag gtg agg egg gtg gag etc cag ggc ccc aca cct 2906 
Ser lie Gin Phe Glu Val Arg Arg Val Glu Leu Gin Gly Pro Thr Pro 

910 915 920 

ctg ttc tgc tgc tgg ctg gtg aaa gac etc etc cac age caa cgc gac 2 954 
Leu Phe Cys Cys Trp Leu Val Lys Asp Leu Leu His Ser Gin Arg Asp 
925 930 935 

tea gcc gcc agg ace cgc ctg ttc ctt gcc age ctg ccc ggc tec ace 3002 
Ser Ala Ala Arg Thr Arg Leu Phe Leu Ala Ser Leu Pro Gly Ser Thr 
940 945 950 

cac tct ace get get gag etc ace gga ccc age ctg gtg gaa gtg etc 3050 
His Ser Thr Ala Ala Glu Leu Thr Gly Pro Ser Leu Val Glu Val Leu 
955 960 965 970 

aga gcc aga ccc tgg ttt gag gag ccc ccc aag get gtg gaa ctg gag 3098 
Arg Ala Arg Pro Trp Phe Glu Glu Pro Pro Lys Ala Val Glu Leu Glu 

975 980 985 

999 ttg gcg gcc tgt gag ggc gag tac tec caa aag tac agt ace atg 3146 
Gly Leu Ala Ala Cys Glu Gly Glu Tyr Ser Gin Lys Tyr Ser Thr Met 

990 995 1000 

age ccg ctg ggc agt ggg gcc ttc ggc ttc gtg tgg act get gtg gac 3194 
Ser Pro Leu Gly Ser Gly Ala Phe Gly Phe Val Trp Thr Ala Val Asp 
1005 1010 1015 

aag gaa aaa aac aag gag gtg gtg gtg aag ttt att aag aag gag aag 3242 
Lys Glu Lys Asn Lys Glu Val Val Val Lys Phe lie Lys Lys Glu Lys 
1020 1025 1030 

gtc ttg gag gat tgt tgg att gag gat ccc aaa ctt ggg aaa gtt act 32 90 

Val Leu Glu Asp Cys Trp lie Glu Asp Pro Lys Leu Gly Lys Val Thr 
1035 1040 1045 1050 

tta gag ate gca att eta tec agg gtg gag cac gcc aat ate ate aag 3338 
Leu Glu lie Ala lie Leu Ser Arg Val Glu His Ala Asn lie lie Lys 

1055 1060 1065 

gta ttg gat ata ttt gaa aac caa ggg ttc ttc cag ctt gtg atg gag 3386 
Val Leu Asp lie Phe Glu Asn Gin Gly Phe Phe Gin Leu Val Met Glu 

1070 1075 1080 

aag cac ggc tec ggc eta gac etc ttc get ttc ate gac cgc cac ccc 3434 
Lys His Gly Ser Gly Leu Asp Leu Phe Ala Phe lie Asp Arg His Pro 
1085 1090 1095 

agg ctg gat gag ccc ctg gcg age tac ate ttc cga caa eta gtg tea 3482 
Arg Leu Asp Glu Pro Leu Ala Ser Tyr He Phe Arg Gin Leu Val Ser 
1100 1105 1110 

gca gtg gga tac ctg cgc ttg aag gac ate ate cac cgt gac ate aag 3 530 

Ala Val Gly Tyr Leu Arg Leu Lys Asp He He His Arg Asp He Lys 
1115 1120 1125 1130 

gat gag aac ate gtg ate get gag gac ttc aca ate aag ctg ata gac 3578 
Asp Glu Asn He Val He Ala Glu Asp Phe Thr He Lys Leu He Asp 

1135 1140 1145 
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ttt ggc teg gec gec tac ttg gaa agg gga aaa tta ttt tat act ttt 3626 
Phe Gly Ser Ala Ala Tyr Leu Glu Arg Gly Lys Leu Phe Tyr Thr Phe 
1150 1155 1160 

tgt ggg acc ate gag tac tgt gca ccg gaa gtt etc atg ggg aat ccc 3674 
Cys Gly Thr He Glu Tyr Cys Ala Pro Glu Val Leu Met Gly Asn Pro 
1165 1170 1175 

tac aga ggg ccg gag ctg gag atg tgg tct ctg gga gtc act ctg tac 3722 
Tyr Arg Gly Pro Glu Leu Glu Met Trp Ser Leu Gly Val Thr Leu Tyr 
1180 1185 1190 

acg ctg gtc ttt gag gag aac ccc ttc tgt gag ctg gag gag acc gtg 3770 
Thr Leu Val Phe Glu Glu Asn Pro Phe Cys Glu Leu Glu Glu Thr Val 
1195 1200 1205 1210 

gag get gec ata cac ccg cca tac ctg gtg tec aaa gaa etc atg age 3818 
Glu Ala Ala He His Pro Pro Tyr Leu Val Ser Lys Glu Leu Met Ser 

1215 1220 1225 

ctt gtg tct ggg ctg ctg cag cca gtc cct gag aga cgc acc acc ttg 3866 
Leu Val Ser Gly Leu Leu Gin Pro Val Pro Glu Arg Arg Thr Thr Leu 

1230 1235 1240 

gag aag ctg gtg aca gac ccg tgg gta aca cag cct gtg aat ctt get 3914 
Glu Lys Leu Val Thr Asp Pro Trp Val Thr Gin Pro Val Asn Leu Ala 
1245 1250 1255 

gac tat aca tgg gaa gag gtg ttt cga gta aac aag cca gaa agt gga 3962 
Asp Tyr Thr Trp Glu Glu Val Phe Arg Val Asn Lys Pro Glu Ser Gly 
1260 1265 1270 

gtt ctg tec get gcg age ctg gag atg ggg aac agg age ctg agt gat 4010 
Val Leu Ser Ala Ala Ser Leu Glu Met Gly Asn Arg Ser Leu Ser Asp 
1275 1280 1285 1290 

gtg gee cag get cag gag ctt tgt ggg ggc ccc gtt cca ggc gag get ,4058 
Val Ala Gin Ala Gin Glu Leu Cys Gly Gly Pro Val Pro Gly Glu Ala 

1295 1300 1305 

cct aat ggc caa ggc tgt ttg cat ccc ggg gat ccc cgt ctg ctg acc 4106 
Pro Asn Gly Gin Gly Cys Leu His Pro Gly Asp Pro Arg Leu Leu Thr 
1310 1315 1320 

age taa acaccaattt cttcctgctt ttctccactt ggtttggaaa atcacacagt 4162 
Ser * 



tttcaggctc catctgtttg gagaaaatac attctgaagc atccccaatt caccttctaa 4222 

aaactcatgt gcaggtttga taaacaccag aacagaagac agtgatgctg tattatttta 4282 

gatttattac atagatttgg aattcacttt tttcatgacc tagaaaaaaa cattccagtg 4342 

ttcaactgtt ttatattatt aaagggcttt taatttgtga aaaaaaaaaa a 4393 



<210> 910 

<211> 3042 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> 
<222> 


CDS 

(402) . . (2069) 


• 






<400> 
gaattcgcgg 


910 

ccgctcgacg 


ctcagcagag 


ctaccagctg 


ccctgttggc 


ttcgctggtc 


ggatcgtcct 


cctggccccg 


ccaaacaggc 


ggggggagcg 


gccccgactg 


tggggccatg 


gcagtagtct 


cctcgttctc 


cgccgccgct 


agcctagctg 


agtcgccggc 


ttctgegcta 


ggggctccca 


ccgcctccgc 


aggctaagga 


gccgctgcca 


ccaacgagct 


gtgagggtta 


ctatgctccc 


tctttgccgc 


cgtctcctcc 


tcttgcccgc 


gcaggcaccc 


ctctggctgc 


tcagtcctgc 


ctcagtgtca 


aaccagaaga 


gaagtaaaat 


tcaacaaaaa 


tttatgtgtg 


gagttccttc 


ttaaaagaag 


aaaaaagtga 


ttatttagac 


t atg gat egg age 



Met Asp Arg Ser 
1 



60 
120 
180 
240 
300 
360 
413 



aaa egg aat tea att gca gga ttt cct cca cgt gtg gag cgt ctt gaa 461 
Lys Arg Asn Ser lie Ala Gly Phe Pro Pro Arg Val Glu Arg Leu Glu 
5 10 15 20 

gag ttt gaa gga ggt ggt gga gga gaa gga aat gtg age cag gtg gga 509 
Glu Phe Glu Gly Gly Gly Gly Gly Glu Gly Asn Val Ser Gin Val Gly 

25 30 35 

aga gtt tgg cca tct teg tat cga get ctt ata agt gee ttt tec aga 557 
Arg Val Trp Pro Ser Ser Tyr Arg Ala Leu lie Ser Ala Phe Ser Arg 

40 45 50 

ctg acg cgt ttg gat gat ttc acc tgt gaa aaa ata ggg tct ggc ttc 605 
Leu Thr Arg Leu Asp Asp Phe Thr Cys Glu Lys lie Gly Ser Gly Phe 
55 60 65 

ttt tct gaa gtg ttc aag gta cga cac cga get tct ggt cag gtg atg 653 
Phe Ser Glu Val Phe Lys Val Arg His Arg Ala Ser Gly Gin Val Met 
70 75 ^ 80 

get ctt aag atg aac aca ttg age agt aac egg gca aac atg ctg aaa 701 
Ala Leu Lys Met Asn Thr Leu Ser Ser Asn Arg Ala Asn Met Leu Lys 
85 90 95 100 

gaa gta cag etc atg aat aga etc tec cat ccc aac ate ctt agg tat 749 
Glu Val Gin Leu Met Asn Arg Leu Ser His Pro Asn lie Leu Arg Tyr 

105 110 115 

ate aac tec ggg aac ctg gaa cag ttg eta gac agt aac ctg cat ttg 797 
lie Asn Ser Gly Asn Leu Glu Gin Leu Leu Asp Ser Asn Leu His Leu 

120 125 130 

cct tgg act gtg agg gta aaa ctg gee tat gac ata gca gtg ggc etc 845 
Pro Trp Thr Val Arg Val Lys Leu Ala Tyr Asp He Ala Val Gly Leu 
135 140 145 

age tac ctt cac ttc aaa ggc att ttt cat egg gac etc aca tct aag 893 
Ser Tyr Leu His Phe Lys Gly He Phe His Arg Asp Leu Thr Ser Lys 
150 155 160 

aac tgc ctg ata aag agg gat gag aat ggt tac tct gca gtg gta get 941 
Asn Cys Leu He Lys Arg Asp Glu Asn Gly Tyr Ser Ala Val Val Ala 
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165 170 175 180 

gac ttt ggc ctg get gag aag ate ccc gat gtc age atg ggg agt gag 989 
Asp Phe Gly Leu Ala Glu Lys lie Pro Asp Val Ser Met Gly Ser Glu 

185 190 195 

aag ctg gee gtg gtg ggt tec cca ttc tgg atg gca cct gag gtt etc 1037 
Lys Leu Ala Val Val Gly Ser Pro Phe Trp Met Ala Pro Glu Val Leu 

200 205 210 

cga gat gag ccc tat aat gaa aag gca gat gtg ttc tct tat ggt ate 1085 
Arg Asp Glu Pro Tyr Asn Glu Lys Ala Asp Val Phe Ser Tyr Gly lie 
215 220 225 

ate etc tgc gag ate ate gee cgc ate cag gec gat ccg gac tat ctt 1133 
lie Leu Cys Glu lie lie Ala Arg lie Gin Ala Asp Pro Asp Tyr Leu 
230 235 240 

ccc cgc aca gag aat ttc ggg ctg gac tat gat get ttc cag cac atg 1181 
Pro Arg Thr Glu Asn Phe Gly Leu Asp Tyr Asp Ala Phe Gin His Met 
245 250 255 260 

gtg gga gac tgt ccc cca gat ttt ctg caa ctt act ttc aac tgc tgt 122 9 

Val Gly Asp Cys Pro Pro Asp Phe Leu Gin Leu Thr Phe Asn Cys Cys 

265 270 275 

aac atg gat ccc aaa ctg cgc cca tct ttt gtg gag att ggg aag ace 1277 
Asn Met Asp Pro Lys Leu Arg Pro Ser Phe Val Glu lie Gly Lys Thr 

280 285 290 

ctg gag gaa att ctg age cgc eta cag gaa gaa gag cag gag agg gat 132 5 

Leu Glu Glu lie Leu Ser Arg Leu Gin Glu Glu Glu Gin Glu Arg Asp 
295 300 305 

agg aag ctg cag ccc aca gec agg gga etc ttg gag aaa gca cct ggg 1373 
Arg Lys Leu Gin Pro Thr Ala Arg Gly Leu Leu Glu Lys Ala Pro Gly 
310 315 320 

gtg aag cga eta age tea ctg gat gac aag ate ccc cac aag tea cca 1421 
Val Lys Arg Leu Ser Ser Leu Asp Asp Lys lie Pro His Lys Ser Pro 
325 330 335 340 

tgc cca aga cgt ace ate tgg ctg tct cga age cag tea gat ate ttt 1469 
Cys Pro Arg Arg Thr lie Trp Leu Ser Arg Ser Gin Ser Asp lie Phe 

345 350 " 355 

tec cgt aag ccc cca cgt aca gtg agt gtc ttg gac cca tac tac egg 1517 
Ser Arg Lys Pro Pro Arg Thr Val Ser Val Leu Asp Pro Tyr Tyr Arg 

360 365 370 

cca cga gat ggt get gee cgc ace ccc aaa gtc aac cct ttt agt get 1565 
Pro Arg Asp Gly Ala Ala Arg Thr Pro Lys Val Asn Pro Phe Ser Ala 
375 380 385 

cgc cag gac etc atg ggg ggc aag ate aag ttt ttt gac ctg ccc age 1613 
Arg Gin Asp Leu Met Gly Gly Lys lie Lys Phe Phe Asp Leu Pro Ser 
390 395 400 

aag tct gtc ate tct ctg gta ttt gac ctg gat gca cca ggg ccc gga 1661 
Lys Ser Val He Ser Leu Val Phe Asp Leu Asp Ala Pro Gly Pro Gly 
405 410 415 420 

act atg ccc ctg get gac tgg cag gag ccc ctg gec cca cct att cgc 1709 
Thr Met Pro Leu Ala Asp Trp Gin Glu Pro Leu Ala Pro Pro He Arg 
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430 
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435 



c 9<3 cgt tec ttg cct ggt teg cct gag ttc ttg cat caa gag get 1757 

Arg Trp Arg Ser Leu Pro Gly Ser Pro Glu Phe Leu His Gin Glu Ala 

440 445 450 

tgt cca ttt gtg ggc egg gaa gaa teg eta tct gat ggg ccc cca cca 1805 
Cys Pro Phe Val Gly Arg Glu Glu Ser Leu Ser Asp Gly Pro Pro Pro 
455 460 465 

cgc eta agt agt etc aag tac aga gtt aaa gag ate cca cca ttc egg 1853 
Arg Leu Ser Ser Leu Lys Tyr Arg Val Lys Glu lie Pro Pro Phe Arg 
470 475 480 

gca tct gcc eta cca get get caa gcc cat gag get atg gae tgc tec 1901 
Ala Ser Ala Leu Pro Ala Ala Gin Ala His Glu Ala Met Asp Cys Ser 
485 490 495 500 

att etc cag gaa gaa aat ggt ttt ggg tec agg ccc cag ggg acc agt 1949 
lie Leu Gin Glu Glu Asn Gly Phe Gly Ser Arg Pro Gin Gly Thr Ser 

505 510 515 

cca tgc cct gcg ggt get tct gag gag atg gag gta gaa gaa agg cca 1997 
Pro Cys Pro Ala Gly Ala Ser Glu Glu Met Glu Val Glu Glu Arg Pro 

520 525 . 530 

gca ggc. tea act cca gcc acc ttc tec acc tea ggc ata ggc ctg caa 2045 
Ala Gly Ser Thr Pro Ala Thr Phe Ser Thr Ser Gly lie Gly Leu Gin 
535 540 545 

acc cag gga aag cag gat ggg tga gggggtttag tccctgcctc accttgggga 2099 
Thr Gin Gly Lys Gin Asp Gly * 
550 555 

tggaccttca gctgaaacca tatggccccc taggtgeaca gecttgatte ttccctggag 2159 

cctacagagc aggcaggcta ggccaagcca ggctcaactt ctgggctccc agtgcccatt 2219 

ggctgtgtat gaegggagge agcagtgaga ggccttccta gttagggeca acagctgata 22 79 

ccaagcctct gaaatccagc aaggaggtct gcctcccacc agaccctctc cagtgtactt 2339 

ccccagatag gaccagagga tgtctagttc taggctgagc tggcaggcag ctattacccc 2399 

ggttctttcc ccaccccagg tctgtctctt gecttttett ggggcatata agctactgag 2459 

tggaacatgg agctgatcaa gaggcegtaa tggtcatggc tgtttcccag acctgaatat 2519 

tggggtgctt ettgecagta ttctaagaca tttgagtaat tgctgtttgc acttactgea 2579 

tggtcagacc acgtcactac atttctatgc aaggggacag caaggcagcg tggtggtcat 2639 

ggctcttagc taacctattc aaagaccttt tcctgttgat taatctattt tcatatttat 2699 

aaaggagtct taatgttctg ccccataaga ctttcaacct tgtggttggg agtggggctg 2759 

gttttgtagg ccctagggcc tgcttctatg tatttatcaa catgtgatac attcaattgg 2B19 

ttaaatggtt tatacaggga ctgatttget tcccttcctg ccatggctgg agctttggga 287 9 

acagtctgtc cttacagagc tgcaataaga aataaccaaa gatgaagctg gtcaaatatt 2939 

ttcataactt gcttctgttg attttttttt tgtaaaactt tcccaagaca ttttcagact 2999 
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taaaaataaa gtcagtgtta caggtaaaaa aaaaaagtcg acg 



3042 



<210> 911 

<211> 2958 

<212> DNA 

<213> Homo sapiens 



<220> 






■ 


<221> 


CDS 






<222> 


(402) . . (1985) 




<400> 


911 






gaattcgcgg 


ccgctcgacg 


ctcagcagag ctaccagctg 


ccctgttggc ttcgctggtc 


ggatcgtcct 


cctggccccg 


ccaaacaggc ggggggagcg 


gccccgactg tggggccatg 


gcagtagtct 


cctcgttctc 


cgccgccgct agcctagctg 


agtcgccggc ttctgcgcta 


ggggctccca 


ccgcctccgc 


aggctaagga gccgctgcca 


ccaacgagct gtgagggtta 


ctatgctccc 


tctttgccgc 


cgtctcctcc tcttgcccgc 


gcaggcaccc ctctggctgc 


tcagtcctgc 


ctcagtgtca 


aaccagaaga gaagtaaaat 


tcaacaaaaa tttatgtgtg 


gagttccttc 


ttaaaagaag 


aaaaaagtga ttatttagac 


t atg gat egg age 



Met Asp Arg Ser 
1 



60 
120 
180 
240 
300 
360 
413 



aaa egg aat tea att gca gga ttt cct cca cgt gtg gag cgt ctt gaa 461 
Lys Arg Asn Ser lie Ala Gly Phe Pro Pro Arg Val Glu Arg Leu Glu 
5 10 15 20 

gag ttt gaa gga ggt ggt gga gga gaa gga aat gtg age cag gtg gga 509 
Glu Phe Glu Gly Gly Gly Gly Gly Glu Gly Asn Val Ser Gin Val Gly 

25 30 35 

aga gtt tgg cca tct teg tat cga get ctt ata agt gee ttt tec aga 557 
Arg Val Trp Pro Ser Ser Tyr Arg Ala Leu lie Ser Ala Phe Ser Arg 

40 45 50 

ctg acg cgt ttg gat gat ttc acc tgt gaa aaa ata ggg tct ggc ttc 605 
Leu Thr Arg Leu Asp Asp Phe Thr Cys Glu Lys lie Gly Ser Gly Phe 
55 60 65 

ttt tct gaa gtg ttc aag gta cga cac cga get tct ggt cag gtg atg 653 
Phe Ser Glu Val Phe Lys Val Arg His Arg Ala Ser Gly Gin Val Met 
70 75 80 

get ctt aag atg aac aca ttg age agt aac egg gca aac atg ctg aaa 701 
Ala Leu Lys Met Asn Thr Leu Ser Ser Asn Arg Ala Asn Met Leu Lys 
85 90 95 100 

gaa gta cag etc atg aat aga etc tec cat ccc aac ate ctt agg tat 749 
Glu Val Gin Leu Met Asn Arg Leu Ser His Pro Asn lie Leu Arg Tyr 

105 110 115 

ate aac tec ggg aac ctg gaa cag ttg eta gac agt aac ctg cat ttg 797 
lie Asn Ser Gly Asn Leu Glu Gin Leu Leu Asp Ser Asn Leu His Leu 

120 125 130 

cct tgg act gtg agg gta aaa ctg gee tat gac ata gca gtg ggc etc 845 
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Pro Trp Thr Val Arg Val Lys Leu Ala Tyr Asp lie Ala Val Gly Leu 
135 140 145 



age tac ctt cac ttc aaa ggc att ttt cat egg gac etc aca tct aag 
Ser Tyr Leu His Phe Lys Gly He Phe His Arg Asp Leu Thr Ser Lys 
150 155 i 6 o 



ttc aac tgc tgt aac atg gat ccc aaa ctg cgc cca tct ttt gtg gag 
Phe Asn Cys Cys Asn Met Asp Pro Lys Leu Arg Pro Ser Phe Val Glu 
245 250 255 ■ 260 



893 



aac tgc ctg ata aag agg gat gag aat ggt tac tct gca gtg gta get 941 
Asn Cys Leu He Lys Arg Asp Glu Asn Gly Tyr Ser Ala Val Val Ala 
165 170 175 180 

gac ttt ggc ctg get gag aag ate ccc gat gtc age atg ggg agt gag 989 
Asp Phe Gly Leu Ala Glu Lys He Pro Asp Val Ser Met Gly Ser Glu 

185 190 195 

aag ctg gee gtg gtg ggt tec cca ttc tgg atg gca cct gag gtt etc 1037 
Lys Leu Ala Val Val Gly Ser Pro Phe Trp Met Ala Pro Glu Val Leu 

200 205 210 

cga gat gag ccc tat aat gaa aag aat ttc ggg ctg gac tat gat get 1085 
Arg Asp Glu Pro Tyr Asn Glu Lys Asn Phe Gly Leu Asp Tyr Asp Ala 
215 220 225 

ttc cag cac atg gtg gga gac tgt ccc cca gat ttt ctg caa ctt act 1133 
Phe Gin His Met Val Gly Asp Cys Pro Pro Asp Phe Leu Gin Leu Thr 
230 235 240 



1181 



att ggg aag ace ctg gag gaa att ctg age cgc eta cag gaa gaa gag 1229 
He Gly Lys Thr Leu Glu Glu He Leu Ser Arg Leu Gin Glu Glu Glu 

265 270 275 

cag gag agg gat agg aag ctg cag ccc aca gee agg gga etc ttg gag 1277 
Gin Glu Arg Asp Arg Lys Leu Gin Pro Thr Ala Arg Gly Leu Leu Glu 

280 285 290 

aaa gca cct ggg gtg aag cga eta age tea ctg gat gac aag ate ccc 1325 
Lys Ala Pro Gly Val Lys Arg Leu Ser Ser Leu Asp Asp Lys He Pro 
295 300 305 

cac aag tea cca tgc cca aga cgt acc ate tgg ctg tct cga age cag 1373 
His Lys Ser Pro Cys Pro Arg Arg Thr He Trp Leu Ser Arg Ser Gin 
310 315 320 

tea gat ate ttt tec cgt aag ccc cca cgt aca gtg agt gtc ttg gac 1421 
Ser Asp He Phe Ser Arg Lys Pro Pro Arg Thr Val Ser Val Leu Asp 
325 33 ° 335 340 

cca tac tac egg cca cga gat ggt get gee cgc acc ccc aaa gtc aac 1469 
Pro Tyr Tyr Arg Pro Arg Asp Gly Ala Ala Arg Thr Pro Lys Val Asn 

345 350 355 

cct ttt agt get cgc cag gac etc atg ggg ggc aag ate aag ttt ttt 1517 
Pro Phe Ser Ala Arg Gin Asp Leu Met Gly Gly Lys He Lys Phe Phe 

36 0 365 370 

gac ctg ccc age aag tct gtc ate tct ctg gta ttt gac ctg gat gca 1565 
Asp Leu Pro Ser Lys Ser Val He Ser Leu Val Phe Asp Leu Asp Ala 
375 330 385 

cca ggg ccc gga act atg ccc ctg get gac tgg cag gag ccc ctg gec 1613 
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Pro Gly Pro Gly Thr Met Pro Leu Ala Asp Trp Gin Glu Pro Leu Ala 
390 395 400 

cca cct att cgc egg tgg cgt tec ttg cct ggt teg cct gag ttc ttg 1661 
Pro Pro lie Arg Arg Trp Arg Ser Leu Pro Gly Ser Pro Glu Phe Leu 
405 410 415 420 

cat caa gag get tgt cca ttt gtg ggc egg gaa gaa teg eta tct gat 1709 
His Gin Glu Ala Cys Pro Phe Val Gly Arg Glu Glu Ser Leu Ser Asp 

425 430 435 

ggg ccc cca cca cgc eta agt agt etc aag tac aga gtt aaa gag ate 1757 
Gly Pro Pro Pro Arg Leu Ser Ser Leu Lys Tyr Arg Val Lys Glu lie 

440 445 450 

cca cca ttc egg gca tct gcc eta cca get get caa gcc cat gag get 1805 
Pro Pro Phe Arg Ala Ser Ala Leu Pro Ala Ala Gin Ala His Glu Ala 
455 460 465 

at 9 gac tgc tec att etc cag gaa gaa aat ggt ttt ggg tec agg ccc 1853 
Met Asp Cys Ser lie Leu Gin Glu Glu Asn Gly Phe Gly Ser Arg Pro 
470 475 480 

cag ggg acc agt cca tgc cct gcg ggt get tct gag gag atg gag gta 1901 
Gin Gly Thr Ser Pro Cys Pro Ala Gly Ala Ser Glu Glu Met Glu Val 
485 490 495 500 

gaa gaa agg cca gca ggc tea act cca gcc acc ttc tec acc tea ggc 1949 
Glu Glu Arg Pro Ala Gly Ser Thr Pro Ala Thr Phe Ser Thr Ser Gly 

505 510 515 

ata ggc ctg caa acc cag gga aag cag gat ggg tga gggg gtttagtccc 1999 
lie Gly Leu Gin Thr Gin Gly Lys Gin Asp Gly * 

520 525 

tgcctcacct tggggatgga ccttcagctg aaaccatatg gccccctagg tgcacagcct 2059 

tgattcttcc ctggagccta cagagcaggc aggctaggee aagecagget caacttctgg 2119 

gctcccagtg cccattggct gtgtatgacg ggaggcagca gtgagaggee ttcctagtta 2179 

gggccaacag ctgataccaa gectctgaaa tccagcaagg aggtctgect cccaccagac 223 9 

cctctccagt gtacttcccc agataggacc agaggatgtc tagttctagg ctgagctggc 22 99 

aggcagctat taccccggtt ctttccccac cccaggtctg tctcttgcct tttcttgggg 2359 

catataagct actgagtgga acatggagct gatcaagagg ccgtaatggt catggctgtt 2419 

tcccagacct gaatattggg gtgcttcttg ccagtattct aagacatttg agtaattget 2479 

gtttgeaett actgcatggt cagaccacgt cactacattt etatgeaagg ggacagcaag 2539 

gcagcgtggt ggtcatggct cttagctaac ctattcaaag accttttcct gttgattaat 2599 

ctattttcat atttataaag gagtcttaat gttctgcccc ataagacttt caaccttgtg 2659 

gttgggagtg gggctggttt tgtaggcect agggectget tctatgtatt tatcaacatg 2719 

tgatacattc aattggttaa atggtttata cagggactga tttgcttccc ttcctgccat 2 779 

ggctggagct ttgggaacag tctgtcctta cagagctgea ataagaaata accaaagatg 283 9 

aagctggtca aatattttca taacttgett ctgttgattt tttttttgta aaactttccc 2899 
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aagacatttt cagacttaaa aataaagtca gtgttacagg taaaaaaaaa aagtcgacg 2958 



<210> 


912 


<211> 


3353 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


(55) . . (957) 


<400> 


912 


gctgtacgcc 


tgcggtaccg gtccggaatt 



Met 
1 



57 



gac tct gac tct tgc gcc gcc gcc ttc cac ccg gag gaa tac tec ccc 105 
Asp Ser Asp Ser Cys Ala Ala Ala Phe His Pro Glu Glu Tyr Ser Pro 

5 10 15 

agt tgc aag agg cgc agg acc gtg gaa gac ttc aac aaa ttc tgc acc 153 
Ser Cys Lys Arg Arg Arg Thr Val Glu Asp Phe Asn Lys Phe Cys Thr 
20 25 30 

ttt gtc ttg gcc tat get ggc tac ate cct tat ccg aag gag gaa etc 201 
Phe Val Leu Ala Tyr Ala Gly Tyr lie Pro Tyr Pro Lys Glu Glu Leu 
35 40 45 

cct tta agg age age ccc age cct get aac age act get ggt acc att 249 
Pro Leu Arg Ser Ser Pro Ser Pro Ala Asn Ser Thr Ala Gly Thr lie 
50 55 60 65 

gac age gac ggc tgg gac gcg ggt ttc tea gac ate gcg tec tea gtg 297 
Asp Ser Asp Gly Trp Asp Ala Gly Phe Ser Asp He Ala Ser Ser Val 

70 75 80 

ccc ttg cca gtc tct gac cgc tgc ttt age cac ctg cag cct act etc 345 
Pro Leu Pro Val Ser Asp Arg Cys Phe Ser His Leu Gin Pro Thr Leu 

85 90 95 

ttg cag cga gcc aag ccc agt aac ttc ctg ctg gac aga aag aaa acg 393 
Leu Gin Arg Ala Lys Pro Ser Asn Phe Leu Leu Asp Arg Lys Lys Thr 
100 105 110 

gac aag ctg aag aag aag aag aag agg aag cgc agg gac agt gat gcg 441 
Asp Lys Leu Lys Lys Lys Lys Lys Arg Lys Arg Arg Asp Ser Asp Ala 
115 120 ~ 125 

cct ggg aaa gag ggg tac agg ggg ggc ttg ctg aag ctg gaa gcc get 489 
Pro Gly Lys Glu Gly Tyr Arg Gly Gly Leu Leu Lys Leu Glu Ala Ala 
130 135 140 145 

gac ccc tac gtg gag acc ccc acg agt ccc acc ttg cag gat ate ccc 537 
Asp Pro Tyr Val Glu Thr Pro Thr Ser Pro Thr Leu Gin Asp He Pro 

150 155 " 160 

cag get ccc age gac ccc tgc teg ggc tgg gac tec gat act ccc teg 585 
Gin Ala Pro Ser Asp Pro Cys Ser Gly Trp Asp Ser Asp Thr Pro Ser 

165 170 175 
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agt gga tct tgt gcc act gtg tea cct gat cag gtc aaa aaa aaa aaa 633 
Ser Gly Ser Cys Ala Thr Val Ser Pro Asp Gin Val Lys Lys Lys Lys 
180 185 190 

act gaa ggc aaa egg act ate gtc egg cag gga aag cag gtg gtg ttc 681 
Thr Glu Gly Lys Arg Thr lie Val Arg Gin Gly Lys Gin Val Val Phe 
195 200 205 

cga gat gag gac age act ggc aat gat gag gac ate atg gtg gac tea 729 
Arg Asp Glu Asp Ser Thr Gly Asn Asp Glu Asp lie Met Val Asp Ser 
210 215 220 225 

gat gac gat tec tgg gac etc gtg ace tgc ttc tgc atg aag cca ttt 777 
Asp Asp Asp Ser Trp Asp Leu Val Thr Cys Phe Cys Met Lys Pro Phe 

230 235 240 

gcc ggc cgc ccc atg ate gag tgt aat gag tgc cac ace tgg att cac 825 
Ala Gly Arg Pro Met lie Glu Cys Asn Glu Cys His Thr Trp He His 

245 250 255 

ctg tec tgt gcg aaa ate egg aaa tec aat gtt cca gaa gtg ttt gtc 873 
Leu Ser Cys Ala Lys He Arg Lys Ser Asn Val Pro Glu Val Phe Val 
260 265 270 

tgc caa aag tgc egg gac tec aag ttt gac ate cgc cgt tec aac cgc 921 
Cys Gin Lys Cys Arg Asp Ser Lys Phe Asp He Arg Arg Ser Asn Arg 
275 280 285 

teg egg acg ggc tec egg aag ctg ttc ctg gac tga ctgc tggctggcga 971 
Ser Arg Thr Gly Ser Arg Lys Leu Phe Leu Asp * 



290 


295 


300 








ggaggctgcg 


agcgtggaat 


eggaagegae 


cgcgggcttt 


tttgcccttc 


tcttagttga 


1031 


gcacagaacc 


ctcagctctg 


gtgcgggcag 


atccctgcca 


tttaggtgcc 


taagcaaaag 


1091 


gacaggctgt 


ccaaggtaga 


aactgtacat 


ageeggtgae 


egaatgegae 


ctttgccagc 


1151 


cagagctget 


gecagagctg 


cgttccctgc 


agtggaggtg 


gactggacac 


ccacgtgcag 


1211 


cgggtttggc 


tcatttgaaa 


atgagggtcc 


gtggtagctg 


tgcgttttgc 


tatcattget 


1271 


aagagattcc 


cgctgattgg 


gctcagtgcc 


agctgttatt 


ctgcttccac 


tgtgttgggg 


1331 


agaggtgttc 


ggtttcccca 


gcctgttaat 


gaacagecat 


acgtgtaagc 


tttttcttga 


1391 


gtgttaagtc 


ttttaccaaa 


agtgtctgta 


cagcagccat 


ccaagttgcc 


cctacttagt 


1451 


ggcttgccct 


ctgcctgcct 


cagctgctgc 


ctgaccggct 


gggggaggca 


ctggcgggag 


1511 


gcctcgggct 


cccctggaag 


ggcgctgggc 


tggegggtea 


gctggtggtt 


cttaggtttc 


1571 


cttctgtttg 


ttaaaaggga 


caatgtggcc 


acttctctgt 


ggaaagggag 


ttggttgggg 


1631 


ggttgagatg 


gcccgtgttc 


ataactcagt 


ttcctgtttt 


gcacgatgta 


aaaaccctgt 


1691 


etttttgeae 


gatacageca 


aaagtattgg 


ctgatttctt 


getgagtgee 


ctcttagttg 


1751 


gtgtgtgagg 


tcttggtggg 


ctcaggccag 


ctgtttgcga 


gtgtgggaac 


tcataggttc 


1811 


tgtctttgtc 


tcttcctttc 


acctcattct 


ggtagcagca 


taaaggttag 


gcaatcactg 


1871 


ggacccgcat 


ggtgttcctc 


caaagaatag 


ggtaaaggag 


agctgggagg 


gagccctctc 


1931 
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cgttgggtga 


ctcttgtgtg 


ccctttagac 


aggctggcct 


gccggttcca cagggtacag 


1991 


ttaggacttg 


agtctttctt 


tttctgtttt 


gagttggtga 


gtgagtgata gggtaacatg 


2051 


ggccttcagg 


atgacccctt 


ggaactgtgc 


cgagttcctt 


aaatctcagc tgggatcctg 


2111 


gacctgggag 


gcccctgtga 


gggccagctc 


tggaaaaacc 


tgggagttga tgccggaggc 


2171 


tgtggaagaa 


ctctgctcga 


gggcagggtg 


ccctggaaca 


ctggtagttc tggggctggg 


2231 


agggagaggg 


gctccggctt 


tctctgaaat 


gaacactgct 


cttcagcagt tcaagtactt 


2291 


gttctcaaaa 


cattttctaa 


ttgattggta 


ggttttcata 


agcattgttt ctttaaggca 


2351 


tggaaaggga 


agaatgctca 


agcaagtcat 


gtttgttttc 


agtgggatgg gcccgcgttc 


2411 


tcactgctgg 


gggcttCCCC 


ttcatgtggc 


acctttgtgc 


caggccacca ggcagactct 


2471 


tcccaccttc 


tcccactgaa 


gcaccaaggg 


gcttgaaccg 


taatttggct aatcagaggc 


2531 


attttttttg 


tcctagtatc 


tttcacactt 


gtccaaccgt 


cttatttttt taaaagttct 


2591 


gttgcttgta 


ttaacacgaa 


actagagaga 


aatagtttct 


gaagccagtt tattgtgaag 


2651 


atccccaagg 


gggaggttcg 


gtagagaaaa 


atagtaagct 


ggtttagaaa ctgacgaggg 


2711 


caaacagcca 


ggacgcattg 


gagaggaatt 


tgccaaagat 


ctaccctgag ataacgcctg 


2771 


tccagtgtct 


tcaccacgtg 


aataaccagc 


gctccaaagt 


gtttttctgc tttgaaaaaa 


2831 


aaaaattcca 


caagctttta 


aaggtgcatt 


taagaatcca 


tgtgacttta gaatggaact 


2891 


gccggccctg 


gcaactgtca 


cgtgtgctag 


aaggttcgat 


gcctctggaa tgcatgtgat 


2951 


actcatctcc 


attttgtttc 


cttgattgca 


tttttgttct 


tttagcagat ctgtccctgt 


3011 


gggtggtgtc 


taagaagtcg 


gacaccttgg 


tttttgtgtt 


agattgagct gggcagctgc 


3071 


aatcagcttc 


tttatatgca 


aattaggcac 


gacccatctg 


tggttcctgg ttggtggcta 


3131 


atgaagtgag 


gggagggagg 


gatgtcaccc 


caaaagtagg 


ccctcccatt ggctttggcc 


3191 


aggccagaca 


cttcacatcg 


tttacatggt 


tctgtgtaat 


tttaaagttt atgtgtataa 


3251 


agcgaagctg 


tttctgtgaa 


actgtatatt 


ttgtaaataa 


atatattgct actttgaggt 


3311 


tcatgattca 


aggttcaggc 


gattgcgttc 


tgtgctgaag 


ga 


3353 



<210> 913 
<211> 7838 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (673) . . (2616) 
<400> 913 

tgaatgagtc tcatcctgca cttgcagaat ggtgcagttt gggcagatat agtcttcccc 60 
attcctttcc aaaagcctcc ctcgagcctc agaaatgccc acacaatcgc catgaaacca 12 0 
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ttcttcacag 


cggtcacagc 


aaatcataaa 


cctgttgttg 


tgaggctggc 


ggcaaacgea 


atacagggcg 


ttggggtcgt 


accctcacat 


tcaggcttcg 


tattttcaac 


aactcagatt 


atctagaggc 


tgttcccgtg 


gagtaagctc 


cttcgcctcc 


gactcagtgt 


agacgecgcc 


accccggttc 


cagatttccg 


cgctccaacg 


cctccgcagc 

# 


age ca ecu eg 


ccagagggcc 


gacgcccttx 


tgactctggc 


gccaacccgt agtgcgtggt 


cgccgcgagg 


Efgsgttcegc 


gcaagtacgg 


aagctgaggt 


tccgcgcttc 


cgggagaccg 


tccgctccgc 


cccctcgcgg 


gggcgcttca 


ttggtcatcg 


gctcgcgctc 


tcgcgctctc 


ttgctgtcgc 


gagageccag 


gagaggctgc 


ggagccgcag 


ccgcccagac 


cgcgcagcgc 


gggaggcagg 


ttccgcacgt 


gggaggcagc 


ccaagcgcac 


tgagcgcgtg gagcagttcc 


tgaccattgc 


gcggcgccgc 



180 
240 
300 
360 
420 
480 
540 
600 
660 

ggcaggagga gc atg cct gtc tec ctg gag gat tct ggt gag ccc acg 708 

Met Pro Val Ser Leu Glu Asp Ser Gly Glu Pro Thr 
15 10 

tec tgc ccc gec aca gac gee gag aca gec tec gag ggc age gtg gaa 756 
Ser Cys Pro Ala Thr Asp Ala Glu Thr Ala Ser Glu Gly Ser Val Glu 
15 20 25 

age get tct gag ace aga age ggc ccc cag tct get tec aca get gtg 804 
Ser Ala Ser Glu Thr Arg Ser Gly Pro Gin Ser Ala Ser Thr Ala Val 
30 35 40 

aag gaa cga cca gec tct tct gaa aag gtg aaa gga ggg gat gac cac 852 
Lys Glu Arg Pro Ala Ser Ser Glu Lys Val Lys Gly Gly Asp Asp His 
45 50 55 60 

gat gac ace tec gat agt gac age gat ggc ctg ace ttg aaa gag ctt 900 
Asp Asp Thr Ser Asp Ser Asp Ser Asp Gly Leu Thr Leu Lys Glu Leu 

65 70 75 

cag aat cgc ctt cgc agg aag egg gaa cag gag ccc act gag agg ccc 948 
Gin Asn Arg Leu Arg Arg Lys Arg Glu Gin Glu Pro Thr Glu Arg Pro 

80 85 90 

ctg aaa ggg ate cag agt cgc ctg egg aag aag cgc egg gag gag ggt 996 
Leu Lys Gly lie Gin Ser Arg Leu Arg Lys Lys Arg Arg Glu Glu Gly 
95 100 105 

ccc gee gag act gtg ggc tec gag gee agt gac act gtg gag ggc gtc 1044 
Pro Ala Glu Thr Val Gly Ser Glu Ala Ser Asp Thr Val Glu Gly Val 
110 115 120 

ctg ccc agt aag cag gag ccc gag aac gat cag ggg gtt gtg tec cag 1092 
Leu Pro Ser Lys Gin Glu Pro Glu Asn Asp Gin Gly Val Val Ser Gin 
125 130 135 140 

get ggg aaa gat gac aga gag agt aag ttg gag gga aag gcg get cag 1140 
Ala Gly Lys Asp Asp Arg Glu Ser Lys Leu Glu Gly Lys Ala Ala Gin 

145 150 155 

gac ate aaa gat gag gag cct gga gac ttg ggc cga ccg aag cct gaa 1188 
Asp lie Lys Asp Glu Glu Pro Gly Asp Leu Gly Arg Pro Lys Pro Glu 

160 165 170 

tgt gag ggt tac gac ccc aac gee ctg tat tgc att tgc cgc cag cct 1236 
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Cys Glu Gly Tyr Asp Pro Asn Ala Leu Tyr Cys lie Cys Arg Gin Pro 
175 180 185 

cac aac aac agg ttt atg att tgc tgt gac cgc tgt gaa gaa tgg ttt 1284 
His Asn Asn Arg Phe Met lie Cys Cys Asp Arg Cys Glu Glu Trp Phe 
190 195 200 

cat ggc gat tgt gtg ggc att tct gag get cga ggg agg ctt ttg gaa 1332 
His Gly Asp Cys Val Gly lie Ser Glu Ala Arg Gly Arg Leu Leu Glu 
205 210 215 220 

agg aat ggg gaa gac tat ate tgc cca aac tgc acc att ctg caa gtg 1380 
Arg Asn Gly Glu Asp Tyr lie Cys Pro Asn Cys Thr lie Leu Gin Val 

225 230 235 

cag gat gag act cat tea gaa acg gca gat cag cag gaa get aaa tgg 1428 
Gin Asp Glu Thr His Ser Glu Thr Ala Asp Gin Gin Glu Ala Lys Trp 

240 245 250 

aga cct gga gat get gat ggc acc gat tgt aca agt ata gga aca ata 1476 
Arg Pro Gly Asp Ala Asp Gly Thr Asp Cys Thr Ser lie Gly Thr He 
255 260 265 

gag cag aag tct age gaa gac caa ggg ata aag ggt aga att gag aaa 1524 
Glu Gin Lys Ser Ser Glu Asp Gin Gly He Lys Gly Arg He Glu Lys 
270 275 280 

get gca aat cca agt ggc aag aag aaa etc aag ate ttc cag cct ggt 1572 
Ala Ala Asn Pro Ser Gly Lys Lys Lys Leu Lys He Phe Gin Pro Gly 
285 290 295 300 

ccc ggg cct gtc ccc acc cag ctg cct gtc etc tgg cag gta ttg gaa 1620 
Pro Gly Pro Val Pro Thr Gin Leu Pro Val Leu Trp Gin Val Leu Glu 

305 310 315 

att get gtg tct aga age ate tct gee ttc aca etc ttg cac tgc att 1668 
He Ala Val Ser Arg Ser He Ser Ala Phe Thr Leu Leu His Cys He 

320 325 330 

age tgc aag gtg ata gag gcg cct ggt gee tea aaa tgt att ggc ccc 1716 
Ser Cys Lys Val He Glu Ala Pro Gly Ala Ser Lys Cys He Gly Pro 
335 340 345 

999 tgc tgt cac gtg gcg cag ccc gac teg gtg tac tgc agt aat gac 1764 
Gly Cys Cys His Val Ala Gin Pro Asp Ser Val Tyr Cys Ser Asn Asp 
350 355 360 

tgt ate etc aaa cac gee gca gcg aca atg aag ttt eta age tea ggt 1812 
Cys He Leu Lys His Ala Ala Ala Thr Met Lys Phe Leu Ser Ser Gly 
365 370 375 380 

aaa gaa cag aag cca aag cct aaa gaa aag atg aag atg aag cca gag 1860 
Lys Glu Gin Lys Pro Lys Pro Lys Glu Lys Met Lys Met Lys Pro Glu 

385 390 395 

aag ccc agt ctt ccg aaa tgc ggt get cag gca ggt att aaa ate tct 1908 
Lys Pro Ser Leu Pro Lys Cys Gly Ala Gin Ala Gly He Lys He Ser 

400 405 410 

tct gtg cac aag aga cca get cca gaa aaa aaa gag acc aca gtg aag 1956 
Ser Val His Lys Arg Pro Ala Pro Glu Lys Lys Glu Thr Thr Val Lys 
415 420 " 425 

aag gca gtg gtg gtc cct gcg egg agt gaa gca etc ggg aag gaa gca 2 004 
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Lys Ala Val Val Val Pro Ala Arg Ser Glu Ala Leu Gly Lys Glu Ala 
430 435 440 

get tgt gag age age acg ccg teg tgg gcg age gat cac aat tac aat 2052 
Ala Cys Glu Ser Ser Thr Pro Ser Trp Ala Ser Asp His Asn Tyr Asn 
445 450 455 460 

gca gta aag cca gaa aag act get get ccc teg ccg tea ctg ttg tat 2100 
Ala Val Lys Pro Glu Lys Thr Ala Ala Pro Ser Pro Ser Leu Leu Tyr 

465 470 475 

aaa tec acg aag gaa gac agg agg tec gag gag aaa gcg gca gee acg 2148 
Lys Ser Thr Lys Glu Asp Arg Arg Ser Glu Glu Lys Ala Ala Ala Thr 

480 485 490 

gca gee tea aag aaa aca gee cct cca ggc tec acg gtg ggc aag cag - 2196 
Ala Ala Ser Lys Lys Thr Ala Pro Pro Gly Ser Thr Val Gly Lys Gin 
495 500 505 

cct gca cct aga aac etc gtg cca aag aag tct tct ttt get aat gtg 2244 
Pro Ala Pro Arg Asn Leu Val Pro Lys Lys Ser Ser Phe Ala Asn Val 
510 515 520 

gca gca gee aca cca gee att aaa aag cca ccc tea ggt ttc aag ggc 22 92 

Ala Ala Ala Thr Pro Ala He Lys Lys Pro Pro Ser Gly Phe Lys Gly 
525 530 535 * 540 

ace ate ccc aag agg cca tgg etc tec get acc cca teg agt ggt get 2340 
Thr He Pro Lys Arg Pro Trp Leu Ser Ala Thr Pro Ser Ser Gly Ala 

545 550 555 

tea get gee agg cag gee gga ccg gca cct gca gcg gcg acg get gee 2388 
Ser Ala Ala Arg Gin Ala Gly Pro Ala Pro Ala Ala Ala Thr Ala Ala 

560 565 570 

tec aag aag ttc cct ggc tec get get ttg gtg gga gee gta agg aag 2436 
Ser Lys Lys Phe Pro Gly Ser Ala Ala Leu Val Gly Ala Val Arg Lys 
575 580 585 

cca gtg gta cct tct gtt cca atg gee teg cca gee cca gga cgc ctt 2484 
Pro Val Val Pro Ser Val Pro Met Ala Ser Pro Ala Pro Gly Arg Leu 
590 595 600 

999" get atg agt get gca cca teg cag cca aat tea caa att egg caa 2532 
Gly Ala Met s Ser Ala Ala Pro Ser Gin Pro Asn Ser Gin He Arg Gin 
605 610 615 620 

aat ate aga cgc tec tta aaa gag att ttg tgg aaa agt tec ttt ttt 2580 
Asn He Arg Arg Ser Leu Lys Glu He Leu Trp Lys Ser Ser Phe Phe 

625 630 635 

tta ttc tgt tea gag tea atg aca gcg atg act taa teat gacagaaaac 2630 
Leu Phe Cys Ser Glu Ser Met Thr Ala Met Thr * 

640 645 

gaagtaggaa aaattgeect ccatattgag aaggagatgt ttaacttgtt tcaagttaca 2690 

gataatcget acaagagtaa atategcage atcatgttca acctgaagga ccctaaaaat 2750 

cagggactct tccatcgtgt tetgegtgag gaaatctctt tggegaaact tgtgagactg 2810 

aagccagaag aacttgtatc taaagagctt tccacgtgga aagagaggee agegagatet 2870 

gtgatggagt ccagaactaa actgeacaat gaaagcaaga agacggcccc caggcaggag 2930 
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gccatccccg 


atctggagga 


ctctccgcca 


gtgtcggatt 


cagaggaaca 


gcaagagtca 


2990 


gcacgtgctg 


tccctgagaa 


gagcacagcg 


ccgcttctcg 


acgtcttcag 


cagcatgttg 


3050 


aaagacacca 


ccagtcagca 


ccgcgcacac 


ctcttcgatc 


tcaactgtaa 


aatttgcaca 


3110 


ggccaggttc 


cctccgcaga 


agatgagcca 


gctccgaaaa 


aacaaaaatt 


gtcagcttct 


3170 


gttaagaaag 


aagacttaaa 


atcaaagcat 


gacagctctg 


cacctgaccc 


agctccggat 


3230 


tcagctgatg 


aggtgatgcc 


ggaggctgtg 


cctgaagttg 


cctctgagcc 


aggcctagaa 


3290 


agtgcttctc 


atccaaatgt 


ggacagaacg 


tatttccctg 


ggcctccagg 


agatggccat 


3350 


cccgagccct 


ccccgctgga 


agacctgtcc 


ccctgcccag 


cctcctgtgg 


gagcggggtg 


3410 


gtcaccaccg 


tcacagtgtc 


cggccgggac 


cccaggaccg 


ctccaagcag 


ttcatgcaca 


3470 


gccgtggcct 


ccgcagcatc 


ccgcccagac 


agcacccaca 


tggtggaagc 


cagacaggat 


3530 


gtgccgaagc 


ctgtcttgac 


ttctgtgatg 


gtgcccaagt 


ccatactagc 


taagccatcc 


3590 


tcatctcctg 


acccaagata 


cctgtcagtt 


cctccgtcac 


caaatatcag 


cacttcagaa 


3650 


tcacgttccc 


ctccagaggg 


agacacgacc 


ctctttttgt 


ctcgactcag 


caccatttgg 


3710 


aaaggattta 


ttaacatgca 


gagtgtggca 


aaatttgtca 


ctaaggcgta 


tcctgtctct 


3770 


gggtgttttg 


attacctcag 


tgaggatttg 


cctgacacaa 


ttcacattgg 


tgggaggatc 


3830 


gcaccgaaga 


cagtttggga 


ttatgttggc 


aaactcaagt 


cttctgtgtc 


taaggagctc 


3890 


tgtctgatcc 


gcttccaccc 


cgccacagag 


gaagaggagg 


tcgcctatat 


ctctctctac 


3950 


tcctatttca 


gcagccgtgg 


ccgctttggt 


gttgtagcta 


ataacaacag 


gcacgtcaag 


4010 


gacctctacc 


tgatcccgct 


gagcgcccag 


gaccctgttc 


catccaaact 


cttgcccttt 


4070 


gagggaccag 


gtaagcgccg 


gctttctggg 


tggaggtgag 


gcccacctgc 


acctgcaccc 


4130 


ctcctcccac 


tgacatgccc 


tgctgagtcc 


tgaccagccc 


agggctctct 


gggagcagga 


4190 


gttaggagca 


cagacgcagc 


ggttagcaat 


aggattcatc 


tttgagggcg 


taggactgtg 


4250 


gcacgagaag 


tacccctgat 


tcacagcata 


aattgtctta 


ggagagtttt 


ttagagaggg 


4310 


aaaaacccac 


agcctgcaac 


cagctcatct 


tggcctcagg 


tcagagaaga 


ctcagtgccc 


4370 


aggagcccaa 


ggctcagcca 


gaaagggagg 


tgacactccc 


agcggccctg 


ctctttcctc 


4430 


tagacagact 


cgggagccag 


cacacaccgg 


gaagtggctc 


catcagggat 


cacttctcta 


4490 


acagggatgg 


atttccagga 


gacttaacaa 


taatgacata 


gaaaactatt 


tctagaaata 


4550 


attattttaa 


aatctgcagc 


tcaaattgta 


atagttcatt 


catctttggc 


aagctatttt 


4610 


gtgtttgcac 


gttccttgga 


aagtactgta 


tttaaacgat 


tatttacaaa 


tagcctaaaa 


4670 


tacatctttg 


tcaagggttg 


agggtgattc 


caggggccac 


gtgctctgtt 


agtgaccagc 


4730 


tctttcatag 


ccccttagaa 


gaagctgatg 


tgacttcagt 


taggggttag 


tatctgatgc 


4790 


ccaactgaag 


tgtctccgtg 


gccatgcagt 


ccccagagga 


ttggtgttct 


ctcaaagcgg 


4850 
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^taiu M^mA» ^MT^Mi A* 

gtgtgtggat 


cacacagtgt 


cctctaaagt 


gcttcgtcat 


aaaggcaggt 


gctgtctgga 


4910 


Am 

cccugcgccu 


cagtgccctc 


tgtccctgtc 


accaggcctc 


ggcgggtgtt 


cctgccatag 


4970 


Ate M^M A* MM MM JkBA-^te 

ctgtgcaggg 


tgttcccacc 


cacacccctc 


atgccgcacc 


ctagctagct 


ggggtcctgt 


5030 


a gggg ccact 


ccacatcttg 


ggcgggactt 


ctgtcgcccc 


aggcacagcc 


cacgttccta 


5090 


M*M MMv MNM MM .MMT .MM1 ^M1 MM 

ctggagccca 


^■b ^BB ^BM ^M ^M ^M* 

ttcttcacag 


ctggagtggg 


ctcagcctat 


gcctgtgttg 


tggaattata 


5150 


cgtccauaaa 


gggattggtt 


ggtatcagta 


atttcagggt 


taaatatttg 


ctggcgtggt 


5210 


gcattaaatc 


attttagtgc 


cagataaatt 


tttaaaagca 


aagtgcttta 


gtgtgtcccc 


5270 


tcaaatccta 


cttgggataa 


agagatgcca 


cctaatgggt 


ggcagaaagg 


accctggtag 


5330 


aggttcttgg 


tgttgcttgt 


gaagagctct 


ggccagctcc 


acgtgaccag 


ggagaggaaa 


5390 


agcccggccc 


tcctggaggt 


gaagaccgag 


aagctggcct 


ctccgcacct 


gtgaagaccc 


5450 


actggtcagt 


tgcaagtgcg 


acagtgtgtg 


cactcagtgc 


a 

agacactgca 


gcacctcagc 


5510 


acctccctac 


cggggtggaa 


agagcacttt 


ttctttacag 


aaacatgatt 


cttagatagc 


5570 


gagcctcccc 


l_i_l_A_.l____.__- 

tttttaaaac 


aattgaagcg 


atatttcatc 


ctttcttgag 


cttctctccc 


5630 


tgctcatctc 


caaacttgga 


gctgtcaggt 


gagcacaggt 


tgtagggtgt 


tgagcgagcc 


5690 


ccggcgcatg 


ccgggcaccg 


gggttcccca 


cacttgggca 


gtgacggggc 


ccagggaggc 


5750 


caccagagga 


gcggcgcctc 


cattctcccc 


acagcaaggg 


ctggctgtgc 


aggtgcagcc 


5810 


ccggggcaga 


gggaaaggac 


aggtctccca 


gcacctcccg 


gatggcaccg 


ggacaaggag 


5870 


ggctgggctg 


gggtcactca 


ccttgtctgc 


tgagtgcgat 


ggcaccaacc 


acccacactg 


5930 


tcagctccgc 


gaccagctgg 


gggaacgtca 


cactcgccca 


ccaaggcact 


tgctgaggcc 


5990 


acgacgccgc 


ctgacgggga 


cacacaaaag 


ccccagggac 


tttgatccac 


gataaagagc 


6050 


a gaggcgtct 


gggtaaagta 


acacagggca 


agggacttta 


gaaaagtaac 


agctagtgaa 


6110 


acctttccat 


acacttcaga 


aatgttttaa 


cttaagactt 


cagtataatg 


ttaacttctc 


6170 


ctgatgtcct 


tgttgacatg 


aatgcgtgtg 


cgtgaaatct 


cacacacttc 


catggtcact 


6230 


MM *^ MM MM) A Mm* MM1 MM* A^ Am 

aaacagcctc 


MM* MM ^tt dflMk .MM MM* MM* MM 

caccccgggc 


caggccatcg 


ggtactcggc 


ccgcttcacg 


tactgattac 


6290 


!■ At» _— j mm mm* ^m MM*" .M"M* _m* 

utgacttggc 


Xm W Aw 4b MM Am afc jto «m. 

gttttctaga 


^ ^M MM MM MM MM Am — 

tataaacatg 


tacatgtgtg 


tcctggcttt 


gtggtgtaaa 


6350 


tgtgtagtgc 


gtgtgcatgt 


gcgcgcgtgt 


gtgtgtgtaa 


ggctaggtcc 


tggcatgttt 


6410 


cccctgtcfcc 


agcggaccct 


gtcctcacgg 


agatagccca 


gaagcccttg 


gacagcacag 


6470 


gccacacctg 


a gggtgctga 


tggtggtgac 


tccacagagc 


tgtggtcagg 


ggtgagcgtg 


6530 


tgctgcgcag 


cttggagtca 


cgcccccaga 


agtgctgggt 


gagggtctgc 


aggacccagc 


6590 


tccattccac 


agcctcagtt 


ctctgcggca 


catgcagcac 


aggcctgaag 


gagacctggc 


6650 


gccccagcct 


tgagctgccc 


gtctgcatca 


gggcactgat 


gtgggagcat 


cttcccctgg 


6710 


ggatgttaag 


gagaaggtcc 


tgttgggggt 


agagattcac 


gcagaaaaga 


gtgactgact 


6770 
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uy uuLytyLy 


CCtuayLLCa 


taCtdLdLda tty Cayy ty t 


ccacgcct.ee 


cacacauggg 


/r n ~i r\ 

683 0 


rra ct^ f~ zi rv^ tier 
y cit-i. L-cty Lyy 


rrt* 4^ 4* 4* rra parr 

y lll. uy acay 


cyt.yyi-.yucc dyccctdycc 


CCCLCdyCyC 


ucgccgutca 


68 90 


f** a f* 1 4r 4^ -a arrna 
L.a^L.LdayCa 


ciy uyctciyy 


uydayyuyce cagcugugcc 


cccaggggaa 


actcaagtca 


^ fi rr n 

6950 


LLLLjLLt Ly L 


a r tariff 1 cicx 

t—cty LdL i_ uy y 


tLLuuy Lcyy gcagugagag 


tggagctgee 


cccgcagcac 


7010 


Luayy ay t» 


/~i a f Hps it 4~ 4" r~« 
ud uy Udy U U U 


a a rr/^ a 4* a ^ ^tf-rrrr a 4* ^i4* 

acagcdytay cuggaucucc 


ctgaggacat 


ttgtccttgc 


7070 


a la LOL u del U 


y ct u u uy ucwet 


rarta a a ^*»a /~tr*tt r 4- 4-/-r4- /-» 4- 4- 
uaydddLauc yyy LCy L-Uu u 


cctctgcccc 


tctgccccgc 


7130 


cty ^yyyyyca 


<~« 4~ /~> 4* z-' 4~ t~ a a 
U UU uu i_y U dd 


ctcdycdtca c gg^gggggg 


cagctgggag gcctggttcc 


7190 


a net \ rta 4- 4* 

«yy uydec t. u 


t* f ^ 9 *** 4" a /T 

U LLCdLt-Ldy 


dty uLLdccc cacucagcuc 


cagctttacc 


aacagggccc 


7250 


cccyc aggy a 


cuuggggtcg 


Cayay tcccy gcccgcccca 


gggccttgtt 


catggaaggg 


7310 


cty a uy ag u ca 


gguugaaagc 


Lcaccytyca gggc-tccgtig 


cggggccctt 


acaggactgg 


7370 


aCCyCayCCa 


agaugecuge 


ctyutaacca ngcccagccc 


ccgtcatttc 


cgcgtgaagc 


7430 


CyCayyCCuC 


ggagccutgg 


cccgaaaugc ctgcggagta 


acctcggtcc 


ataaacatgg 


7490 


gcgcacagi-C 


CytuCLCCCC 


aagtacaggg caggaggaaa 


caccgccctc 


tgtagctget 


7550 


cgaauggaaa 


gggcucuuuu 


encngaggtc tttatacatt 


agaaagctct 


tctgggaaga 


7610 


atgtttgaat 


ccatagtgtc 


tttctgtatt cacttttaat 


tgctttctaa attagctgag 


7670 


aaattctgac 


ttgaaatatt 


gtcaggtaag catttcttca 


gttttcatgt 


gtgtatgtaa 


7730 


cagtagcttt 


gcatggaaat 


tgtaatcaga gtcaaataca 


gtattgaatg gaatgtactg 


7790 


ccttctcctc 


ctaaatcaat 


aaacatcttt catggaaaaa 


aaaaaaaa 




7838 



<210> 914 

<211> 3484 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (131) . . (3178) 
<400> 914 

cgcccagcag cccgtgggca ggegeggegg agegageggg gccggcggcg ggegecgagg 60 

gaegecgagg cctcgggcgg gggctggccc ggggttccag gtctccagtg ggggctgcag 120 

actaagcaaa atg agg egg ttc ctg agg cca ggg cat gac cct gtg egg 169 

Met Arg Arg Phe Leu Arg Pro Gly His Asp Pro Val Arg 
15 10 

gag agg etc aag egg gac ctg ttc cag ttt aac aag acg gtg gag cat 217 
Glu Arg Leu Lys Arg Asp Leu Phe Gin Phe Asn Lys Thr Val Glu His 
15 20 25 

ggc ttc ccg cac cag ccc age gee etc ggc tac age ccg tec ctg cgc 265 
Gly Phe Pro His Gin Pro Ser Ala Leu Gly Tyr Ser Pro Ser Leu Arg 
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ate ctg gec ate ggc acc cgt tct gga gec ate aag etc tac gga gee 313 
lie Leu Ala lie Gly Thr Arg Ser Gly Ala lie Lys Leu Tyr Gly Ala 

50 55 60 

cca ggc gtg gag ttc atg ggg ctg cac cag gag aac aac get gtg acg 361 
Pro Gly Val Glu Phe Met Gly Leu His Gin Glu Asn Asn Ala Val Thr 

65 70 75 

cag ate cac etc ctg ccc ggc cag tgc cag ctg gtc acc ctg ctg gat 409 
Gin lie His Leu Leu Pro Gly Gin Cys Gin Leu Val Thr Leu Leu Asp 
80 85 90 

gac aac age ctg cac ctt tgg age ctg aag gtc aag ggc ggg gca teg 457 
Asp Asn Ser Leu His Leu Trp Ser Leu Lys Val Lys Gly Gly Ala Ser 
95 100 105 

gag ctg cag gag gat gag age ttc aca ctg cgt gga ccc cca ggg get 505 
Glu Leu Gin Glu Asp Glu Ser Phe Thr Leu Arg Gly Pro Pro Gly Ala 
110 115 120 125 

gec ccc agt gee aca cag ate acc gtg gtc ctg cca cat tec tec tgc 553 
Ala Pro Ser Ala Thr Gin lie Thr Val Val Leu Pro His Ser Ser Cys 

130 135 140 

gag ctg etc tac ctg ggc acc gag agt ggc aac gtg ttt gtg gtg cag 601 
Glu Leu Leu Tyr Leu Gly Thr Glu Ser Gly Asn Val Phe Val Val Gin 

145 150 155 

ctg cca get ttt cgt gcg ctg gag gac egg acc ate age teg gac gcg 649 
Leu Pro Ala Phe Arg Ala Leu Glu Asp Arg Thr lie Ser Ser Asp Ala 
160 165 170 

gtg ctg cag egg ttg cca gag gag gee cgc cac egg cgt gtg ttc gag 697 
Val Leu Gin Arg Leu Pro Glu Glu Ala Arg His Arg Arg Val Phe Glu 
175 . 180 185 

atg gtg gag gca ctg cag gag cac cct cga gac ccc aac cag ate ctg 745 
Met Val Glu Ala Leu Gin Glu His Pro Arg Asp Pro Asn Gin lie Leu 
190 195 200 205 

ate ggc tac age cga ggc etc gtt gtc ate tgg gac eta cag ggc age 793 
lie Gly Tyr Ser Arg Gly Leu Val Val lie Trp Asp Leu Gin Gly Ser 

210 215 220 

cgc gtg etc tac cac ttc etc age age cag caa ctg gag aac ate tgg 841 
Arg Val Leu Tyr His Phe Leu Ser Ser Gin Gin Leu Glu Asn lie Trp 

225 230 235 



tgg cag egg gac ggc cgc 
Trp Gin Arg Asp Gly Arg 
240 

tac tgc cag tgg ccc gtg 
Tyr Cys Gin Trp Pro Val 
255 

cgc age etc gtg cct tac 
Arg Ser Leu Val Pro Tyr 
270 275 

ate etc tgg ctg acc act 
lie Leu Trp Leu Thr Thr 



ctg etc gtc age tgt cac 
Leu Leu Val Ser Cys His 
245 

tec age gaa gec cag caa 
Ser Ser Glu Ala Gin Gin 
260 265 

ggt ccc ttt cct tgc aaa 
Gly Pro Phe Pro Cys Lys 

280. 

agg cag ggg ttg ccc ttc 
Arg Gin Gly Leu Pro Phe 



tct gac ggc age 889 

Ser Asp Gly Ser 

250 

cca gag ccc etc 937 
Pro Glu Pro Leu 



gcg att acc aga 985 
Ala lie Thr Arg 

285 

acc ate ttc cag 1033 
Thr He Phe Gin 
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SSJt ggc atg cca egg gec age tac ggg gac cgc cac tgc ate tea gtg 1081 
Gly Gly Met Pro Arg Ala Ser Tyr Gly Asp Arg His Cys lie Ser Val 

305 310 315 

ate cac gat ggc cag cag acg gee ttc gac ttc ace tec cgt gtc ate 1129 
lie His Asp Gly Gin Gin Thr Ala Phe Asp Phe Thr Ser Arg Val lie 
320 325 330 

ggc ttc act gtc etc aca gag gca gac cct gca gee ace ttt gac gac 1177 
Gly Phe Thr Val Leu Thr Glu Ala Asp Pro Ala Ala Thr Phe Asp Asp 
335 340 345 

ccc tat gee ctg gtg gtg ctg get gag gag gag ctg gtg gtg att gac 1225 
Pro Tyr Ala Leu Val Val Leu Ala Glu Glu Glu Leu Val Val He Asp 
350 355 360 365 

ctg cag aca gca ggc tgg cca ccg gtc cag ctg ccc tac ctg get tct 1273 
Leu Gin Thr Ala Gly Trp Pro Pro Val Gin Leu Pro Tyr Leu Ala Ser 

370 375 380 

ctg cac tgt tec gee ate ace tgc tct cac cac gtc tec aac ate ccg 1321 
Leu His Cys Ser Ala He Thr Cys Ser His His Val Ser Asn He Pro 

385 390 395 

ctg aag ctg tgg gag egg ate att gee gee ggc age egg cag aac gca 1369 
Leu Lys Leu Trp Glu Arg He He Ala Ala Gly Ser Arg Gin Asn Ala 
400 405 410 

cac ttc tec acc atg gag tgg cca att gat ggt ggc ace age ctg ace 1417 
His Phe Ser Thr Met Glu Trp Pro He Asp Gly Gly Thr Ser Leu Thr 
415 420 425 

cca gee cca ccc cag agg gac ctg ctg etc aca ggg cac gag gac ggc 1465 
Pro Ala Pro Pro Gin Arg a Asp Leu Leu Leu Thr Gly His Glu Asp Gly 
430 435 440 445 

acg gtg egg ttc tgg gat gee teg ggt gtc tgc ctg egg ctg etc tac 1513 
Thr Val Arg Phe Trp Asp Ala Ser Gly Val Cys Leu Arg Leu Leu Tyr 

450 455 460 

aaa etc age act gtg cgc gtg ttc etc acc gac acg gac ccc aac gag 1561 
Lys Leu Ser Thr Val Arg Val Phe Leu Thr Asp Thr Asp Pro Asn Glu 

465 470 475 

aac ttc agt gee cag ggc gag gac gag tgg ccc cca etc cgc aag gtg 1609 
Asn Phe Ser Ala Gin Gly Glu Asp Glu Trp Pro Pro Leu Arg Lys Val 
480 485 490 

ggc tec ttt gac ccc tac agt gat gac ccc egg ctg ggc ate cag aag 1657 
Gly Ser Phe Asp Pro Tyr Ser Asp Asp Pro Arg Leu Gly He Gin Lys 
495 500 505 

ate ttc etc tgc aag tac age ggc tac ctg get gtg gca ggc acg gca 1705 
He Phe Leu Cys Lys Tyr Ser Gly Tyr Leu Ala Val Ala Gly Thr Ala 
510 515 520 525 

ggg cag gtg ctg gta ctg gaa ctg aat gac gag gca gcg gag cag get 1753 
Gly Gin Val Leu Val Leu Glu Leu Asn Asp Glu Ala Ala Glu Gin Ala 

530 535 540 

gtg gag cag gtg gag gee gac ctg ctg cag gac caa gag ggc tac cgc 1801 
Val Glu Gin Val Glu Ala Asp Leu Leu Gin Asp Gin Glu Gly Tyr Arg 
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tgg aag ggg cac gag cgc ctg gca gcc cgc tea ggg ccc gtg cgc ttt 1849 
Trp Lys Gly His Glu Arg Leu Ala Ala Arg Ser Gly Pro Val Arg Phe 
560 565 570 

gag cct ggc ttt cag ccc ttc gtg ttg gtg cag tgt cag ccc ccg get 1897 
Glu Pro Gly Phe Gin Pro Phe Val Leu Val Gin Cys Gin Pro Pro Ala 
575 580 585 

gtg gtc acc tec ttg gcc ctg cac tct gag tgg egg etc gtg gcc ttc 1945 
Val Val Thr Ser Leu Ala Leu His Ser Glu Trp Arg Leu Val Ala Phe 
590 595 600 605 

ggc acc age cat ggc ttt ggc etc ttt gac cac cag cag egg egg cag 1993 
Gly Thr Ser His Gly Phe Gly Leu Phe Asp His Gin Gin Arg Arg Gin 

610 615 620 

gtc ttt gtt aag tgc aca ctg cac ccc agt gac cag ctg gcc ttg gag 2041 
Val Phe Val Lys Cys Thr Leu His Pro Ser Asp Gin Leu Ala Leu Glu 

625 630 635 

ggc cca etc tec cgc gtc aag tec etc aag aag tec ttg cgt cag tea 2 089 

Gly Pro Leu Ser Arg Val Lys Ser Leu Lys Lys Ser Leu Arg Gin Ser 
640 645 650 

ttc cgc egg atg cgt egg age egg gtg tec age egg aag egg cac ccg 2137 
Phe Arg Arg Met Arg Arg Ser Arg Val Ser Ser Arg Lys Arg His Pro 
655 660 665 

get ggc ccc cca gga gag gca cag gag ggg agt gcc aag get gag egg 2185 
Ala Gly Pro Pro Gly Glu Ala Gin Glu Gly Ser Ala Lys Ala Glu Arg 
670 675 680 685 

cca ggc etc cag aac atg gag ctg gcg cct gtg cag cgc aag ate gag 2233 
Pro Gly Leu Gin Asn Met Glu Leu Ala Pro Val Gin Arg Lys He Glu 

690 695 700 

get cgc teg gca gag gac tec ttc aca ggc ttc gtc egg acc ctg tac 2281 
Ala Arg Ser Ala Glu Asp Ser Phe Thr Gly Phe Val Arg Thr Leu Tyr 

705 710 715 

ttt get gac acc tac ctg aag gac age tec egg cac tgc ccc teg ctg 2329 
Phe Ala Asp Thr Tyr Leu Lys Asp Ser Ser Arg His Cys Pro Ser Leu 
720 725 730 

tgg get ggc acc aat ggg ggc acc ate tat gcc ttc tec ctg cgt gtg 23 77 
Trp Ala Gly Thr Asn Gly Gly Thr He Tyr Ala Phe Ser Leu Arg Val 
735 740 745 

cct ccc gcc gag egg aga atg gat gag cct gtg egg gca gag cag gcc 2425 
Pro Pro Ala Glu Arg Arg Met Asp Glu Pro Val Arg Ala Glu Gin Ala 
750 755 760 765 

aag gag ate cag ctg atg cac egg gcg ccg gtg gtg ggc ate ctg gtg 2473 
Lys Glu He Gin Leu Met His Arg Ala Pro Val Val Gly He Leu Val 

770 775 780 

etc gac gga cac age gta ccc ctt ccc gag ccc etc gaa gtg gcc cat 2521 
Leu Asp Gly His Ser Val Pro Leu Pro Glu Pro Leu Glu Val Ala His 

785 790 795 

gat ctg teg aag age cct gac atg cag gga age cac cag ctg etc gtc 2569 
Asp Leu Ser Lys Ser Pro Asp Met Gin Gly Ser His Gin Leu Leu Val 
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gta tea gag gag cag ttc aag gtg ttc acg ctg ccc aag gtg agt gec 2617 
Val Ser Glu Glu Gin Phe Lys Val Phe Thr Leu Pro Lys Val Ser Ala 
815 820 825 

aag ctg aag ttg aag ctg acg gec ctg gag ggc tea aga gtg egg egg 2665 
Lys Leu Lys Leu Lys Leu Thr Ala Leu Glu Gly Ser Arg Val Arg Arg 
830 835 840 845 

gtc age gtg gec cac ttc ggc agt cgt cga gee gag gac tac ggg gag 2 713 
Val Ser Val Ala His Phe Gly Ser Arg Arg Ala Glu Asp Tyr Gly Glu 

850 855 860 

cac cac ctg gca gtc ctt acc aac ctg ggc gac ate cag gtg gtc teg 2 761 
His His Leu Ala Val Leu Thr Asn Leu Gly Asp He Gin Val Val Ser 

865 870 875 

ctg ccc ctg etc aag ccc cag gtg cgc tac age tgc ate cgc egg gag 2809 
Leu Pro Leu Leu Lys Pro Gin Val Arg Tyr Ser Cys He Arg Arg Glu 
880 885 . 890 

gac gtc agt ggc ate gec tec tgc gtc ttc acc aaa tat ggc caa ggc 2857 
Asp Val Ser Gly He Ala Ser Cys Val Phe Thr Lys Tyr Gly Gin Gly 
895 900 905 

ttc tac ctg ate tea ccc teg gag ttt gag cgc ttc tct etc tec acc 2 905 

Phe Tyr Leu He Ser Pro Ser Glu Phe Glu Arg Phe Ser Leu Ser Thr 
910 915 920 925 

aag tgg ctg gtg gag ccc egg tgt ctg gtg gat tea gca gaa acc aag 2953 
Lys Trp Leu Val Glu Pro Arg Cys Leu Val Asp Ser Ala Glu Thr Lys 

930 935 940 

aac cac cgc cct ggt aac ggt gcg ggc ccc aag aag gee ccg age cga 3001 
Asn His Arg Pro Gly Asn Gly Ala Gly Pro Lys Lys Ala Pro Ser Arg 

945 950 955 

gec agg aac tea ggg act cag agt gat ggc gag gag aag cag ccc ggc 3049 
Ala Arg Asn Ser Gly Thr Gin Ser Asp Gly Glu Glu Lys Gin Pro Gly 
960 965 970 

ctg gtg atg gag cgc get ctg etc agt gat gag aga gcg gca act ggc 3097 
Leu Val Met Glu Arg Ala Leu Leu Ser Asp Glu Arg Ala Ala Thr Gly 
975 980 985 

gtt cac ate gag ccg ccg tgg ggt gca gee tea gca atg gcg gag cag 3145 
Val His He Glu Pro Pro Trp Gly Ala Ala Ser Ala Met Ala Glu Gin 
990 995 1000 1005 

agt gag tgg ctg age gtc cag get gcg cga tga gcacacac tactactgat 3196 
Ser Glu Trp Leu Ser Val Gin Ala Ala Arg * 

1010 1015 

ggectttegg gggtccctgc cccaaccgga gaggceggtg cacagggccc cgccaggggc 3256 

tgggggcatc ccggcttcca caatgeaget gctctgggcc tegggagagg agagacccca 3316 

gtcccctggg ctgcccttcc cgggcctcgt ctgtctgggt cctttggtca atgttgcaca 3376 

gtttttattg ctcccatccc tttttgtagt gggctgggtt ttaagttata aatgttaact 3436 

gcctctgggt gaaaaagttt ttaataaaca cctattacct cttgaaaa 3484 



2533 



WO 01/57190 



PCT/US01/04098 



<210> 915 

<211> 3274 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (131) . . (2968) 
<400> 915 

cgcccagcag cccgtgggca ggcgcggcgg agcgagcggg gccggcggcg ggcgccgagg 60 

gacgccgagg cctcgggcgg gggctggccc ggggttccag gtctccagtg ggggctgcag 120 

actaagcaaa atg agg egg ttc ctg agg cca ggg cat gac cct gtg egg 169 

Met Arg Arg Phe Leu Arg Pro Gly His Asp Pro Val Arg 
15 10 

gag agg etc aag egg gac ctg ttc cag ttt aac aag acg gtg gag cat 217 
Glu Arg Leu Lys Arg Asp Leu Phe Gin Phe Asn Lys Thr Val Glu His 
15 20 25 

ggc ttc ccg cac cag ccc age gee etc ggc tac age ccg tec ctg cgc 265 
Gly Phe Pro His Gin Pro Ser Ala Leu Gly Tyr Ser Pro Ser Leu Arg 
30 35 40 45 

ate ctg gee ate ggc ace cgt tct gga gec ate aag etc tac gga gee 313 
lie Leu Ala lie Gly Thr Arg Ser Gly Ala lie Lys Leu Tyr Gly Ala 

50 55 60 

cca ggc gtg gag ttc atg ggg ctg cac cag gag aac aac get gtg acg 361 
Pro Gly Val Glu Phe Met Gly Leu His Gin Glu Asn Asn Ala Val Thr 

65 70 75 

cag ate cac etc ctg ccc ggc cag tgc cag ctg gtc acc ctg ctg gat 409 
Gin lie His Leu Leu Pro Gly Gin Cys Gin Leu Val Thr Leu Leu Asp 
80 85 90 

gac aac age ctg cac ctt tgg age ctg aag gtc aag ggc ggg gca teg 457 
Asp Asn Ser Leu His Leu Trp Ser Leu Lys Val Lys Gly Gly Ala Ser 
95 100 105 

gag ctg cag gag gat gag age ttc aca ctg cgt gga ccc cca ggg get 505 
Glu Leu Gin Glu Asp Glu Ser Phe Thr Leu Arg Gly Pro Pro Gly Ala 
110 115 120 125 

gee ccc agt gee aca cag ate acc gtg gtc ctg cca cat tec tec tgc 553 
Ala Pro Ser Ala Thr Gin He Thr Val Val Leu Pro His Ser Ser Cys 

130 135 140 

gag ctg etc tac ctg ggc acc gag agt ggc aac gtg ttt gtg gtg cag 601 
Glu Leu Leu Tyr Leu Gly Thr Glu Ser Gly Asn Val Phe Val Val Gin 

145 150 155 

ctg cca get ttt cgt gcg ctg gag gac egg acc ate age teg gac gcg 649 
Leu Pro Ala Phe Arg Ala Leu Glu Asp Arg Thr He Ser Ser Asp Ala 
160 165 170 

gtg ctg cag egg ttg cca gag gag gee cgc cac egg cgt gtg ttc gag 697 
Val Leu Gin Arg Leu Pro Glu Glu Ala Arg His Arg Arg Val Phe Glu 
175 180 185 
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atg gtg gag gca ctg cag gag cac cct cga gac ccc aac cag ate ctg 745 
Met Val Glu Ala Leu Gin Glu His Pro Arg Asp Pro Asn Gin lie Leu 
190 195 200 205 

ate ggc tac age cga ggc etc gtt gtc ate tgg gac eta cag ggc age 793 
lie Gly Tyr Ser Arg Gly Leu Val Val lie Trp Asp Leu Gin Gly Ser 

210 215 220 

cgc gtg etc tac cac ttc etc age age cag caa ctg gag aac ate tgg 841 
Arg Val Leu Tyr His Phe Leu Ser Ser Gin Gin Leu Glu Asn lie Trp 

225 230 235 

tgg cag egg gac ggc cgc ctg etc gtc age tgt cac tct gac ggc age 889 
Trp Gin Arg Asp Gly Arg Leu Leu Val Ser Cys His Ser Asp Gly Ser 
240 245 250 

tac tgc cag tgg ccc gtg tec age gaa gee cag caa cca gag ccc etc 937 
Tyr Cys Gin Trp Pro Val Ser Ser Glu Ala Gin Gin Pro Glu Pro Leu 
255 260 265 

cgc age etc gtg cct tac gee ttt gac gac ccc tat gee ctg gtg gtg 985 
Arg Ser Leu Val Pro Tyr Ala Phe Asp Asp Pro Tyr Ala Leu Val Val 
270 275 280 285 

ctg get gag gag gag ctg gtg gtg att gac ctg cag aca gca ggc tgg 1033 
Leu Ala Glu Glu Glu Leu Val Val lie Asp Leu Gin Thr Ala Gly Trp 

290 295 300 

cca ccg gtc cag ctg ccc tac ctg get tct ctg cac tgt tec gee ate 1081 
Pro Pro Val Gin Leu Pro Tyr Leu Ala Ser Leu His Cys Ser Ala lie 

305 310 315 

acc tgc tct cac cac gtc tec aac ate ccg ctg aag ctg tgg gag egg 1129 
Thr Cys Ser His His Val Ser Asn lie Pro Leu Lys Leu Trp Glu Arg 
320 325 ' 330 

ate att gee gee ggc age egg cag aac gca cac ttc tec acc atg gag 1177 
lie lie Ala Ala Gly Ser Arg Gin Asn Ala His Phe Ser Thr Met Glu 
335 340 345 

tgg cca att gat ggt ggc acc age ctg acc cca gee cca ccc cag agg 1225 
Trp Pro lie Asp Gly Gly Thr Ser Leu Thr Pro Ala Pro Pro Gin Arg 
350 355 360 365 

gac ctg ctg etc aca ggg cac gag gac ggc acg gtg egg ttc tgg gat 1273 
Asp Leu Leu Leu Thr Gly His Glu Asp Gly Thr Val Arg Phe Trp Asp 

370 375 380 

gee teg ggt gtc tgc ctg egg ctg etc tac aaa etc age act gtg cgc 1321 
Ala Ser Gly Val Cys Leu Arg Leu Leu Tyr Lys Leu Ser Thr Val Arg 

385 390 395 

gtg ttc etc acc gac acg gac ccc aac gag aac ttc agt gee cag ggc 1369 
Val Phe Leu Thr Asp Thr Asp Pro Asn Glu Asn Phe Ser Ala Gin Gly 
400 405 410 

gag gae gag tgg ccc cca etc cgc aag gtg ggc tec ttt gac ccc tac 1417 
Glu Asp Glu Trp Pro Pro Leu Arg Lys Val Gly Ser Phe Asp Pro Tyr 
415 420 425 

agt gat gac ccc egg ctg ggc ate cag aag ate ttc etc tgc aag tac 1465 
Ser Asp Asp Pro Arg Leu Gly lie Gin Lys lie Phe Leu Cys Lys Tyr 
430 435 440 445 
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age ggc tac ctg get gtg gca ggc acg gca ggg cag gtg ctg gta ctg 1513 
Ser Gly Tyr Leu Ala Val Ala Gly Thr Ala Gly Gin Val Leu Val Leu 

450 455 460 

gaa ctg aat gac gag gca gcg gag cag get gtg gag cag gtg gag gee 1561 
Glu Leu Asn Asp Glu Ala Ala Glu Gin Ala Val Glu Gin Val Glu Ala 

465 470 475 

gac ctg ctg cag gac caa gag ggc tac cgc tgg aag ggg cac gag cgc 1609 
Asp Leu Leu Gin Asp Gin Glu Gly Tyr Arg Trp Lys Gly His Glu Arg 
480 485 490 

ctg gca gee cgc tea ggg ccc gtg cgc ttt gag cct ggc ttt cag ccc 1657 
Leu Ala Ala Arg Ser Gly Pro Val Arg Phe Glu Pro Gly Phe Gin Pro 
495 500 505 

ttc gtg ttg gtg cag tgt cag ccc ccg get gtg gtc ace tec ttg gee 1705 
Phe Val Leu Val Gin Cys Gin Pro Pro Ala Val Val Thr Ser Leu Ala 
510 515 520 525 

ctg cac tct gag tgg egg etc gtg gee ttc ggc ace age cat ggc ttt 1753 
Leu His Ser Glu Trp Arg Leu Val Ala Phe Gly Thr Ser His Gly Phe 

530 535 540 

ggc etc ttt gac cac cag cag egg egg cag gtc ttt gtt aag tgc aca 1801 
Gly Leu Phe Asp His Gin Gin Arg Arg Gin Val Phe Val Lys Cys Thr 

545 550 555 

ctg cac ccc agt gac cag ctg gee ttg gag ggc cca etc tec cgc gtc 1849 
Leu His Pro Ser Asp Gin Leu Ala Leu Glu Gly Pro Leu Ser Arg Val 
560 565 570 

aag tec etc aag aag tec ttg cgt cag tea ttc cgc egg atg cgt egg 1897 
Lys Ser Leu Lys Lys Ser Leu Arg Gin Ser Phe Arg Arg Met Arg Arg 
575 580 585 

age egg gtg tec age egg aag egg cac ccg get ggc ccc cca gga gag 1945 
Ser Arg Val Ser Ser Arg Lys Arg His Pro Ala Gly Pro Pro Gly Glu 
590 595 600 605 

gca cag gag ggg agt gee aag get gag egg cca ggc etc cag aac atg 1993 
Ala Gin Glu Gly Ser Ala Lys Ala Glu Arg Pro Gly Leu Gin Asn Met 

610 615 620 

gag ctg gcg cct gtg cag cgc aag ate gag get cgc teg gca gag gac 2041 
Glu Leu Ala Pro Val Gin Arg Lys lie Glu Ala Arg Ser Ala Glu Asp 

625 630 635 

tec ttc aca ggc ttc gtc egg ace ctg tac ttt get gac ace tac ctg 2089 
Ser Phe Thr Gly Phe Val Arg Thr Leu Tyr Phe Ala Asp Thr Tyr Leu 
640 645 650 

aag gac age tec egg cac tgc ccc teg ctg tgg get ggc ace aat ggg 2137 
Lys Asp Ser Ser Arg His Cys Pro Ser Leu Trp Ala Gly Thr Asn Gly 
655 660 665 

ggc ace ate tat gec ttc tec ctg cgt gtg cct ccc gee gag egg aga 2185 
Gly Thr lie Tyr Ala Phe Ser Leu Arg Val Pro Pro Ala Glu Arg Arg 
670 675 680 685 

atg gat gag cct gtg egg gca gag cag gee aag gag ate cag ctg atg 2233 
Met Asp Glu Pro Val Arg Ala Glu Gin Ala Lys Glu lie Gin Leu Met 

690 695 700 
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cac egg gcg ccg gtg gtg ggc ate ctg gtg etc gac gga cac age gta 2281 
His Arg Ala Pro Val Val Gly lie Leu Val Leu Asp Gly His Ser Val 

705 710 715 

ccc ctt ccc gag ccc etc gaa gtg gec cat gat ctg teg aag age cct 232 9 

Pro Leu Pro Glu Pro Leu Glu Val Ala His Asp Leu Ser Lys Ser Pro 
720 725 730 

gac atg cag gga age cac cag ctg etc gtc gta tea gag gag cag ttc 2377 
Asp Met Gin Gly Ser His Gin Leu Leu Val Val Ser Glu Glu Gin Phe 
735 740 745 

aag gtg ttc acg ctg ccc aag gtg agt gee aag ctg aag ttg aag ctg 2425 
Lys Val Phe Thr Leu Pro Lys Val Ser Ala Lys Leu Lys Leu Lys Leu 
750 755 760 765 

acg gec ctg gag ggc tea aga gtg egg egg gtc age gtg gee cac ttc 2473 
Thr Ala Leu Glu Gly Ser Arg Val Arg Arg Val Ser Val Ala His Phe 

770 775 780 

ggc agt cgt cga gee gag gac tac ggg gag cac cac ctg gca gtc ctt 2521 
Gly Ser Arg Arg Ala Glu Asp Tyr Gly Glu His His Leu Ala Val Leu 

785 790 795 

acc aac ctg ggc gac ate cag gtg gtc teg ctg ccc ctg etc aag ccc 2569 
Thr Asn Leu Gly Asp lie Gin Val Val Ser Leu Pro Leu Leu Lys Pro 
800 805 810 

cag gtg cgc tac age tgc ate cgc egg gag gac gtc agt ggc ate gec 2617 
Gin Val Arg Tyr Ser Cys lie Arg Arg Glu Asp Val Ser Gly lie Ala 
815 820 825 

tec tgc gtc ttc acc aaa tat ggc caa ggc ttc tac ctg ate tea ccc 2665 
Ser Cys Val Phe Thr Lys Tyr Gly Gin Gly Phe Tyr Leu He Ser Pro 
830 835 840 845 

teg gag ttt gag cgc ttc tct etc tec acc aag tgg ctg gtg gag ccc 2713 
Ser Glu Phe Glu Arg Phe Ser Leu Ser Thr Lys Trp Leu Val Glu Pro 

850 855 860 

egg tgt ctg gtg gat tea gca gaa acc aag aac cac cgc cct ggt aac 2761 
Arg Cys Leu Val Asp Ser Ala Glu Thr Lys Asn His Arg Pro Gly Asn 

865 870 875 

ggt gcg ggc ccc aag aag gee ccg age cga gee agg aac tea ggg act 28 09 

Gly Ala Gly Pro Lys Lys Ala Pro Ser Arg Ala Arg Asn Ser Gly Thr 
880 885 890 

cag agt gat ggc gag gag aag cag ccc ggc ctg gtg atg gag cgc get 2857 
Gin Ser Asp Gly Glu Glu Lys Gin Pro Gly Leu Val Met Glu Arg Ala 
895 900 905 

ctg etc agt gat gag aga gcg gca act ggc gtt cac ate gag ccg ccg 2905 
Leu Leu Ser Asp Glu Arg Ala Ala Thr Gly Val His He Glu Pro Pro 
910 915 920 925 

fc gg ggt gca gee tea gca atg gcg gag cag agt gag tgg ctg age gtc 2953 
Trp Gly Ala Ala Ser Ala Met Ala Glu Gin Ser Glu Trp Leu Ser Val 

930 935 940 

cag get gcg cga tga gcacacacta ctactgatgg ectttegggg gtccctgccc 3008 
Gin Ala Ala Arg * 

945 
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caaccggaga ggccggtgca cagggccccg ccaggggctg ggggcatccc ggcttccaca 3068 

atgcagctgc tctgggcctc gggagaggag agaccccagt cccctgggct gcccttcccg 3128 

ggcctcgtct gtctgggtcc tttggtcaat gttgcacagt ttttattgct cccatccctt 3188 

tttgtagtgg gctgggtttt aagttataaa tgttaactgc ctctgggtga aaaagttttt 3248 

aataaacacc tattacctct tgaaaa 3274 



<210> 916 

<211> 5250 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (166) . . (2499) 
<400> 916 

ggtgactcag gaggacccct ggtctgcgag gagccctctg gccggttctt tctggctggc 60 

atcgtgagct ggggaatcgg gtgtgcggaa gcccggcgtc caggggtcta tgcccgagtc 120 

accaggctac gtgactggat cctggaggcc accaccaaag ccagc atg cct ctg 174 

Met Pro Leu 
1 

gcc ccc acc atg get cct gec cct gec gec ccc age aca gec tgg ccc 222 
Ala Pro Thr Met Ala Pro Ala Pro Ala Ala Pro Ser Thr Ala Trp Pro 
5 10 15 

acc agt cct gag age cct gtg gtc age acc ccc acc aaa teg atg cag 270 
Thr Ser Pro Glu Ser Pro Val Val Ser Thr Pro Thr Lys Ser Met Gin 
20 25 30 35 

gcc etc agt acc gtg cct ctt gac tgg gtc acc gtt cct aag eta caa 318 
Ala Leu Ser Thr Val Pro Leu Asp Trp Val Thr Val Pro Lys Leu Gin 

40 45 50 

gaa tgt ggg gcc agg cct gca atg gag aag ccc acc egg gtc gtg ggc 366 
Glu Cys Gly Ala Arg Pro Ala Met Glu Lys Pro Thr Arg Val Val Gly 

55 60 65 

ggg ttc gga get gcc tec ggg gag gtg ccc tgg cag gtc age ctg aag 414 
Gly Phe Gly Ala Ala Ser Gly Glu Val Pro Trp Gin Val Ser Leu Lys 
70 75 80 

gaa ggg tec egg cac ttc tgc gga gca act gtg gtg ggg gac cgc tgg 462 
Glu Gly Ser Arg His Phe Cys Gly Ala Thr Val Val Gly Asp Arg Trp 
8 5 90 95 

ctg ctg tct gcc gcc cac tgc ttc aac cac acg aag gtg gag cag gtt 510 
Leu Leu Ser Ala Ala His Cys Phe Asn His Thr Lys Val Glu Gin Val 
100 105 110 115 

egg gcc cac ctg ggc act gcg tec etc ctg ggc ctg ggc ggg age ccg 558 
Arg Ala His Leu Gly Thr Ala Ser Leu Leu Gly Leu Gly Gly Ser Pro 

120 125 130 
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gtg aag ate ggg ctg egg egg gta gtg ctg cac ccc etc tac aac cct 606 
Val Lys He Gly Leu Arg Arg Val Val Leu His Pro Leu Tyr Asn Pro 

135 140 145 

ggc ate ctg gac ttc gac ctg get gtc ctg gag ctg gec age ccc ctg 654 
Gly He Leu Asp Phe Asp Leu Ala Val Leu Glu Leu Ala Ser Pro Leu 
150 155 160 

gec ttc aac aaa tac ate cag cct gtc tgc ctg ccc ctg gec ate cag 702 
Ala Phe Asn Lys Tyr He Gin Pro Val Cys Leu Pro Leu Ala He Gin 
165 170 175 

aag ttc cct gtg ggc egg aag tgc atg ate tec gga tgg gga aat acg 750 
Lys Phe Pro Val Gly Arg Lys Cys Met He Ser Gly Trp Gly Asn Thr 
180 185 190 195 

cag gaa gga aat gee ace aag ccc gag etc ctg cag aag gcg tec gtg 798 
Gin Glu Gly Asn Ala Thr Lys Pro Glu Leu Leu Gin Lys Ala Ser Val 

200 205 210 

ggc ate ata gac cag aaa ace tgt agt gtg etc tac aac ttc tec etc 846 
Gly He He Asp Gin Lys Thr Cys Ser Val Leu Tyr Asn Phe Ser Leu 

215 220 225 

aca gac cgc atg ate tgc gca ggc ttc ctg gaa ggc aaa gtc gac tec 894 
Thr Asp Arg Met He Cys Ala Gly Phe Leu Glu Gly Lys Val Asp Ser 
230 235 240 

tgc cag gtg agt ggc ate aag gcg ctg tac gag teg gag ctg gee gat 942 
Cys Gin Val Ser Gly He Lys Ala Leu Tyr Glu Ser Glu Leu Ala Asp 
245 250 255 

gee egg aga gtc ctg gat gag acg get cga gag cgt gee egg ctg cag 990 
Ala Arg Arg Val Leu Asp Glu Thr Ala Arg Glu Arg Ala Arg Leu Gin 
260 265 270 275 

ata gag att ggg aag ctg agg gca gag ttg gac gag gtc aac aag age 1038 
He Glu He Gly Lys Leu Arg Ala Glu Leu Asp Glu Val Asn Lys Ser 

280 285 290 

gee aag aag agg gag ggc gag ctt acg gtg gee cag ggc cgt gtg aag 108.6 
Ala Lys Lys Arg Glu Gly Glu Leu Thr Val Ala Gin Gly Arg Val Lys 

295 300 305 

gac ctg gag tec ctg ttc cac egg age gag gtg gag ctg gca get gee 1134 
Asp Leu Glu Ser Leu Phe His Arg Ser Glu Val Glu Leu Ala Ala Ala 
310 315 320 

etc age gac aag cgc ggc ctg gag agt gac gtg get gag ctg egg gec 1182 
Leu Ser Asp Lys Arg Gly Leu Glu Ser Asp Val Ala Glu Leu Arg Ala 
325 330 335 

cag ctg gec aag gec gag gac ggt cat gca gtg gee aaa aag cag ctg 1230 
Gin Leu Ala Lys Ala Glu Asp Gly His Ala Val Ala Lys Lys Gin Leu 
340 345 350 355 

gag aag gag acg ctg atg cgt gtg gac ctg gag aac cgc tgc cag age 1278 
Glu Lys Glu Thr Leu Met Arg Val Asp Leu Glu Asn Arg Cys Gin Ser 

360 365 370 

ctg cag gag gag ctg gac ttc egg aag agt gtg ttc gag gag gag gtg 1326 
Leu Gin Glu Glu Leu Asp Phe Arg Lys Ser Val Phe Glu Glu Glu Val 

375 380 385 
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egg gag acg egg egg egg cac gag egg cgc ctg gtg gag gtg gac age 1374 
Arg Glu Thr Arg Arg Arg His Glu Arg Arg Leu Val Glu Val Asp Ser 
390 395 400 

age egg cag cag gag tac gac ttc aag atg gca cag gcg ctg gag gag 1422 
Ser Arg Gin Gin Glu Tyr Asp Phe Lys Met Ala Gin Ala Leu Glu Glu 
405 410 415 

ctg egg age cag cac gac gag caa gtg egg etc tac aag ctg gag ctg 1470 
Leu Arg Ser Gin His Asp Glu Gin Val Arg Leu Tyr Lys Leu Glu Leu 
420 425 430 435 

gag cag acc tac cag gee aag ctg gac age gee aag ctg age tct gac 1518 
Glu Gin Thr Tyr Gin Ala Lys Leu Asp Ser Ala Lys Leu Ser Ser Asp 

440 445 450 

cag aac gac aag gcg gee agt gcg get cgc gag gag ctg aag gag gee 1566 
Gin Asn Asp Lys Ala Ala Ser Ala Ala Arg Glu Glu Leu Lys Glu Ala 

455 460 465 

cgc atg cgc ctg gag tec etc age tac cag etc tec ggc etc cag aag 1614 
Arg Met Arg Leu Glu Ser Leu Ser Tyr Gin Leu Ser Gly Leu Gin Lys 
470 475 480 

cag gee agt gee get gaa gat cgc att egg gag ctg gag gag gee atg 1662 
Gin Ala Ser Ala Ala Glu Asp Arg lie Arg Glu Leu Glu Glu Ala Met 
485 490 495 

gee ggg gag egg gac aag ttc egg aag atg ctg gac gee aag gag cag 1710 
Ala Gly Glu Arg Asp Lys Phe Arg Lys Met Leu Asp Ala Lys Glu Gin 
500 505 510 515 

gag atg acg gag atg egg gac gtg atg cag cag cag ctg gee gag tac 1758 
Glu Met Thr Glu Met Arg Asp Val Met Gin Gin Gin Leu Ala Glu Tyr 

520 525 530 

cag gag ctg ctg gac gtg aag ctg gee ctg gac atg gag ate aac gec 1806 
Gin Glu Leu Leu Asp Val Lys Leu Ala Leu Asp Met Glu lie Asn Ala 

535 540 545 

tac egg aag etc ctg gag ggc gag gag gag agg ctg aag ctg tec ccc 1854 
Tyr Arg Lys Leu Leu Glu Gly Glu Glu Glu Arg Leu Lys Leu Ser Pro 
550 555 560 

age cca tec teg cgc gtc acc gtc tea cga gee acc teg age age age 1902 
Ser Pro Ser Ser Arg Val Thr Val Ser Arg Ala Thr Ser Ser Ser Ser 
565 570 575 

ggc age ttg tec gee acc ggg cgc ctg ggc cgc agt aag egg aag egg 1950 
Gly Ser Leu Ser Ala Thr Gly Arg Leu Gly Arg Ser Lys Arg Lys Arg 
580 585 590 595 

ctg gag gtg gag gag ccc ttg ggc age ggc cca age gtc ctg ggc acg 1998 
Leu Glu Val Glu Glu Pro Leu Gly Ser Gly Pro Ser Val Leu Gly Thr 

600 605 610 

ggc acg ggt ggc age ggt ggc ttc cac ctg gee cag cag gee teg gee 2046 
Gly Thr Gly Gly Ser Gly Gly Phe His Leu Ala Gin Gin Ala Ser Ala 

615 620 625 

tc g ggc age gtc age ate gag gag ate gac ctg gag ggc aag ttt gtg 2094 
Ser Gly Ser Val Ser He Glu Glu He Asp Leu Glu Gly Lys Phe Val 
630 635 640 



2540 



WO 01/57190 



PCTAJS01/04098 



cag etc aag aac aac teg gac 
Gin Leu Lys Asn Asn Ser Asp 
645 650 

ate aag agg cag gtc ttg gag 
lie Lys Arg. Gin Val Leu Glu 
660 665 

ccc aag tac ate ctg cgc gcc 
Pro Lys Tyr lie Leu Arg Ala 

680 

ggt gcg ggg gtg gcc cac age 
Gly Ala Gly Val Ala His Ser 

695 

cag age age tgg ggc acg ggc 
Gin Ser Ser Trp Gly Thr Gly 
710 

gcg gat ggc gag gaa gtg gcc 
Ala Asp Gly Glu Glu Val Ala 
725 730 

atg cgt gag aat gag aat ggg 
Met Arg Glu Asn Glu Asn Gly 
740 745 

ggc gag gag gat ctt ttc cac 

Gly Glu Glu Asp Leu Phe His 

760 

a 9 a 9rgc tgc tac gtg atg tga 
Arg Gly Cys Tyr Val Met * 

775 



cccagagcca 


ctgaaaacta 


tttttatatc 


attggctttc 


tttagttctt gatacatttc 


2591 


tagagaattt 


etaagegaac 


tgccagaacg 


tgtgggtggg 


tctcccccag ccctccctcc 


2651 


tggegggtet 


cctccagcct 


cacttcgctg 


ccacttcgcc 


gctgccccgg agacttttca 


2711 


atcccacccc 


actcctcatc 


tcaccatttg 


gtcaaattgg 


aagcccaggg ccaggacccg 


2771 


gaggtttaga 


agatgettgg 


gcttggaggg 


aggagggecg 


gcgaggctag cgaggggaca 


2831 


ggagaeggee 


ctgctgcgga 


eggagegegg 


aaactgcgta 


ggaattcagt ggtggtgggt 


2891 


ttttttaagg 


ctttctacaa 


aaccaaattc 


agaatccagg 


cgtcgacctg gtggggcccg 


2951 


gggccaagcc 


tgcattctgg 


ctgcccagct 


teggacageg 


ggaactcctc aggcagccac 


3011 


geagegggtg 


tgggecagea 


tggggatggc 


gtggccccca 


gggcgggttt tcactccgct 


3071 


gectgggett 


ccagattccc 


gttctggcag 


cgcaccggcc 


gggtttctcg gaeegttgae 


3131 


tttatttggg 


ggagttttcc 


cgcagttcag 


ttcctgactg 


tgeagggeca acagggcagg 


3191 


ggaggggaag 


acctggggaa 


ggaagaatga 


ggacagtccc 


gtegtaagae ctgtcacaac 


3251 


aataagcagg 


gaggggagat 


gtggagggga 


cacatctggt 


tgccttggag gcagaagctg 


3311 


tgagtttcag 


aacagctgtc 


tgcagggaac 


gccaccatgt 


tgaccctctg gaggagagcg 


3371 



aag gat cag tct ctg ggg aac tgg aga 2142 
Lys Asp Gin Ser Leu Gly Asn Trp Arg 

655 

ggg gag gag ate gcc tac aag ttc acg 2190 
Gly Glu Glu lie Ala Tyr Lys Phe Thr 

670 675 

ggc cag atg gtc acg gtg tgg gca get 2238 
Gly Gin Met Val Thr Val Trp Ala Ala 
685 690 

ccc ccc teg acg ctg gtg tgg aag ggc 2286 
Pro Pro Ser Thr Leu Val Trp Lys Gly 
700 705 

gag age ttc cgc acc gtc ctg gtt aac 2334 
Glu Ser Phe Arg Thr Val Leu Val Asn 
715 720 

atg agg act gtg aag aag tec teg gtg 2382 
Met Arg Thr Val Lys Lys Ser Ser Val 

735 

gag gaa gag gag gag gaa gcc gag ttt 2430 
Glu Glu Glu Glu Glu Glu Ala Glu Phe 

750 755 

caa cag ggg gac ccg agg acc acc tea 2478 
Gin Gin Gly Asp Pro Arg Thr Thr Ser 
765 770 

ac ccacactcct catccacaca cctttcttta 2531 
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ctgtggagcc 


cctcccgtgt 


tccagctccg 


ctatccatac 


tgtgctttta 


tctgtgattt 


caaggccacc 


tgactcctat 


cacgacgcac 


tggcaccccc 


cttcggcaat 


agctcaccgt 


tattttttta 


atggatattt 


atttttttac 


ccagggcctt 


gaggacaggc 


tgaccctcct 


ccgacggcag 


agcctccttc 


agaaagtgca 


catgggcacg 


cgccgtctcc 


gggccatggc 


ccctgtgact 


gcatcccgcc 


tccctgggga 


ccagcccagg 


ccgggaagga 


gccagcggcc 


agcccctgct 


ggctgtcctt 


gctctcagaa 


gatcttacca 


aagcatttcc 


tcctggaggc 


tggtagggag 


ctttgcctgc 


cccggggata 


tggcgacaga 


ctgtgtctgt 


ttcccacctt 


tgggcttcgt 


gctagcgagg 


gttttctggg 


atctctgcag 


tggtctcagc 


cacatcctag 


atcctggagt 


tggtctgtga 


tttgccgaca 


cccaaaaccc 


gcaggtcctc 


atgtccagac 


cccaggccca 


cagaaccccc 


caccctacat 


ggactgcggg 


tgcccttagc 


tgaagggggc 


gtcattggag 


gttcattgag 


aattgagtct 


aagttattta 


tggcctggga 


aacaatttgc 


cgcttagaac 


gatgcgaaac 


catccctctg 


agcgccctcc 


ctgcgaagca 


tcagacgcca 


ggaccaacgc 


gggttctggg 


gtgcacagcg 


gcccaggagc 


cgggaggcct 


gcgggctgac 


ccagcggctt 


tggctggggt 


tggtctgaag 


tgagggactc 


ctcagtcctg 


gggcgtcgcc 


gcqaqccrtca 


cagcacaacc 


tgcaaaaacg 


ctttcatttc 


agagattcgg 


tttttaagaa 


ccaatgattt 


gtaatataca 


ttttatgact 


cattttgatt 


ttaaaaaaa 
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tctgccctgt 


gcctatatat 


acacatgcgt 


3431 


tctcgctgaa 


accatgtttc 


tcagacaggc 


3491 


ccaagcccct 


cagtccagct 


tcccaatgcc 


3551 


ttacaccctc 


cctcatagat 


acacagaagt 


3611 


attggtcagt 


acacaggtca 


ggagctcacg 


3671 


ccccggggtg 


gcgtggggct 


ggggcaccct 


3731 


gctcaagtct 


taaagacacc 


aaaactgagc 


3791 


gttcactgca 


gggcgggggc 


ggcaccgctc 


3851 


cctgcctgtg 


gcaggaagga 


atggggggcc 


3911 


gacaaagcag 


aaacacccgc 


tgctccacgt 


3971 


gtcccggtcc 


catgtagata 


gagcccggcg 


4031 


tacgccgctt 


ggtgctccca 


gtgaggcggc 


4091 


ccctctacca 


gccgctggaa 


gtgggaatgc 


4151 


catagcagga 


atcacccgga 


cccgactggc 


4211 


ggtgggtctt 


ggtgatcttg 


tcctatgggg 


4271 


tatattttgg 


ctctggagga 


gcaaagctgt 


4331 


gacttgcagg 


ctgggctcag 


caaagtcccc 


4391 


gctgccagtc 


ctgtcctgaa 


aacagcacgc 


4451 


ttgccttggg 


tggagctggg 


ggtggtccta 


4511 


ccgcagaagc 


gtgagctggg 


ccgcctgtgg 


4571 


ttggaaacac 


taagaaaatc 


aaatttttaa 


4631 


atttgtcccc 


aaatacgctt 


agctgtgtgc 


4691 


tgtaagcccg 


tgccgtgtga 


ctcgaagcct 


4751 


cccagccctg 


gggggaggcc 


cacgcctgct . 


4811 


ccaggttaac 


gctgaagcct 


gccccgctga 


4871 


ccagaatccg 


atcatgcacc 


tgtcctcatg 


4931 


cctgcacgcg 


gcagttcttt 


gttaaagatc 


4991 


QCCtQCaQCC 


tcttccaacrc 


cctcrccrtcca 


5051 


gagctgggct 


gcagctgggg 


ctggcatgga 


5111 


gatgcatgcc 


taatgtgttc 


tttttttttt 


5171 


ggaaactttt 


ttgtacaaca 


ctccaataaa 


5231 



5250 
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<210> 917 

<211> 2066 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (85) . . (1932) 
<400> 917 

aggtaccgcg ccggaattcc cggggacggt cgcaaggatt acattcgcct gacccggccc 60 

ggcttgaccc tgcccgggcg cgcc atg ttc gcg cgt ggg tec egg agg cgc 111 

Met Phe Ala Arg Gly Ser Arg Arg Arg 
1 5 

cgc tec ggg cgt gcg cct cca gag gca gag gac cca gac egg ggc cag 159 
Arg Ser Gly Arg Ala Pro Pro Glu Ala Glu Asp Pro Asp Arg Gly Gin 
10 15 20 25 

ccc tgc aac tec tgt agg gag cag tgc cct ggc ttc ctg etc cac ggc 207 
Pro Cys Asn Ser Cys Arg Glu Gin Cys Pro Gly Phe Leu Leu His Gly 

30 35 40 

tgg aga aag ate tgc cag cat tgc aaa tgc ccg egg gag gag cat gca 255 
Trp Arg Lys lie Cys Gin His Cys Lys Cys Pro Arg Glu Glu His Ala 

45 50 55 

gtg cac gcg gtg cct gtg gac ctg gaa cgc ate atg tgt egg eta ate 303 
Val His Ala Val Pro Val Asp Leu Glu Arg lie Met Cys Arg Leu lie 
60 65 70 

teg gac ttc cag cgc cac tec ate tec gac gac gac tea ggc tgt gca 351 
Ser Asp Phe Gin Arg His Ser lie Ser Asp Asp Asp Ser Gly Cys Ala 
75 80 85 

teg gag gag tat gee tgg gtg ccc cca ggc ctt aag ccg gag cag gta 399 
Ser Glu Glu Tyr Ala Trp Val Pro Pro Gly Leu Lys Pro Glu Gin Val 
90 95 100 105 

tat caa ttt ttc age tgc etc cca gag gac aag gtc ccc tac gtc aac 447 
Tyr Gin Phe Phe Ser Cys Leu Pro Glu Asp Lys Val Pro Tyr Val Asn 

110 115 120 

agt cct ggg gag aaa tac agg ate aag cag ctg ctg cac cag ctg ccc 495 
Ser Pro Gly Glu Lys Tyr Arg lie Lys Gin Leu Leu His Gin Leu Pro 

125 130 135 

cca cac gac agt gag gca cag tac tgc aca gca ctg gaa gag gag gaa 543 
Pro His Asp Ser Glu Ala Gin Tyr Cys Thr Ala Leu Glu Glu Glu Glu 
140 145 150 

aag aaa gag etc cga gee ttt age cag cag egg aag egg gag aat ctg 591 
Lys Lys Glu Leu Arg Ala Phe Ser Gin Gin Arg Lys Arg Glu Asn Leu 
155 160 165 

ggg cgt ggc ate gtg cgc ate ttc ccg gtg ace ate act ggg gee ate 63 9 

Gly Arg Gly lie Val Arg He Phe Pro Val Thr He Thr Gly Ala He 
170 175 180 185 

tgt gag gag tgc gga aag cag att gga ggt ggg gac ate gca gtg ttt 687 
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Cys Glu Glu Cys Gly Lys Gin lie Gly Gly Gly Asp lie Ala Val Phe 

190 195 200 

gcc age cgt gca ggc ctg ggt gec tgc tgg cac cca cag tgc ttc gtg 735 
Ala Ser Arg Ala Gly Leu Gly Ala Cys Trp His Pro Gin Cys Phe Val 

205 210 215 

tgt acc acg tgc cag gaa ctg ctg gtt gac etc ate tac ttc tac cat 783 
Cys Thr Thr Cys Gin Glu Leu Leu Val Asp Leu lie Tyr Phe Tyr His 
220 225 230 

gtt ggc aag gtc tac tgc ggg cgt cac cat gcc gaa tgc ctg cgt cca 831 
Val Gly Lys Val Tyr Cys Gly Arg His His Ala Glu Cys Leu Arg Pro 
235 240 245 

cgc tgc caa gcc tgt gac gag ate ate ttc tec cct gag tgc acg gag 879 
Arg Cys Gin Ala Cys Asp Glu lie lie Phe Ser Pro Glu Cys Thr Glu 
250 255 260 265 

get gag ggc cgc cac tgg cac atg gat cac ttc tgc tgc ttt gag tgt 927 
Ala Glu Gly Arg His Trp His Met Asp His Phe Cys Cys Phe Glu Cys 

270 275 280 

gaa get tea eta gga ggg cag cgc tat gtc atg cgt cag age cgc ccc 975 
Glu Ala Ser Leu Gly Gly Gin Arg Tyr Val Met Arg Gin Ser Arg Pro 

285 290 295 

cac tgc tgc gcc tgc tac gag gcc cgc cac gcg gag tac tgt gat ggc 1023 
His Cys Cys Ala Cys Tyr Glu Ala Arg His Ala Glu Tyr Cys Asp Gly 
300 305 310 

tgt ggg gag cac ate ggc ctg gac caa ggc cag atg get tac gag ggc 1071 
Cys Gly Glu His He Gly Leu Asp Gin Gly Gin Met Ala Tyr Glu Gly 
315 320 325 

cag cac tgg cat gcc tea gac cgc tgc ttc tgc tgt agt cgc tgt ggg 1119 
Gin His Trp His Ala Ser Asp Arg Cys Phe Cys Cys Ser Arg Cys Gly 
330 335 340 345 

egg gcc ctg ctg ggc cgc cca ttc ctg cca cgc cga ggc eta ate ttc 1167 
Arg Ala Leu Leu Gly Arg Pro Phe Leu Pro Arg Arg Gly Leu He Phe 

350 355 360 

tgc tct cga gcc tgc age ctt ggg tec gag ecc aca get cca ggg ccg 1215 
Cys Ser Arg Ala Cys Ser Leu Gly Ser Glu Pro Thr Ala Pro Gly Pro 

365 370 375 

age cgc cgc age tgg agt gcc ggc cct gtc aca gcc cca ctt gca gcc 1263 
Ser Arg Arg Ser Trp Ser Ala Gly Pro Val Thr Ala Pro Leu Ala Ala 
380 385 390 

tec aca gcc tct ttc tct get gtg aag ggg gca tea gag acc acc acc 1311 
Ser Thr Ala Ser Phe Ser Ala Val Lys Gly Ala Ser Glu Thr Thr Thr 
395 400 405 

aaa ggc acc age aca gag tta gcg cca get aca ggc cct gag gag ccc 1359 
Lys Gly Thr Ser Thr Glu Leu Ala Pro Ala Thr Gly Pro Glu Glu Pro 
410 415 420 425 

tec cgc ttt ctg aga ggg get ccc cac cgc cac tec atg ccg gaa ctg 1407 
Ser Arg Phe Leu Arg Gly Ala Pro His Arg His Ser Met Pro Glu Leu 

430 435 440 

ggg etc cgc agt gtc ccc gag ccg ccc cca gag tec ccc ggc cag cct 1455 
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Gly Leu Arg Ser Val Pro Glu Pro Pro Pro Glu Ser Pro Gly Gin Pro 

445 450 455 

aac ctg cgc cca gat gat agt gcc ttc ggt cgt cag age ace cca cgc 1503 

Asn Leu Arg Pro Asp Asp Ser Ala Phe Gly Arg Gin Ser Thr Pro Arg 
460 465 470 

gtc age ttc cgc gac cct ctg gtg tct gaa gga ggc ccg cgc egg acc 1551 

Val Ser Phe Arg Asp Pro Leu Val Ser Glu Gly Gly Pro Arg Arg Thr 

475 480 485 

ctg agt gca ccc ccg gcc cag cgc cgc agg cca cgc agt ccc cca ccc 1599 

Leu Ser Ala Pro Pro Ala Gin Arg Arg Arg Pro Arg Ser Pro Pro Pro 
490 495 500 505 

agg gcc ccc age cgt cgc cgc cac cat cat cat aat cac cat cac cat 1647 

Arg Ala Pro Ser Arg Arg Arg His His His His Asn His His His His 

510 515 520 

cac aac cgc cac cca age aga cgt cgc cac tat caa tgt gac gcg gga 1695 

His Asn Arg His Pro Ser Arg Arg Arg His Tyr Gin Cys Asp Ala Gly 

525- 530 535 

tea ggg tea gac teg gaa tct tgc tec age teg ccc tec agt tec agt 1743 

Ser Gly Ser Asp Ser Glu Ser Cys Ser Ser Ser Pro Ser Ser Ser Ser 
540 545 550 

tec gaa tea tea gag gat gat ggc ttc ttc eta gga gag cgc ate cct 1791 

Ser Glu Ser Ser Glu Asp Asp Gly Phe Phe Leu Gly Glu Arg lie Pro 

555 560 565 

ctg ccc ccg cat ttg tgc agg ccc atg cct get cag gac act gca atg 1839 

Leu Pro Pro His Leu Cys Arg Pro Met Pro Ala Gin Asp Thr Ala Met 
570 575 580 585 

gag acc ttc aac tec cca tct tta teg etc ccc agg gac tct cgc gca 1887 

Glu Thr Phe Asn Ser Pro Ser Leu Ser Leu Pro Arg Asp Ser Arg Ala 

590 595 600 

ggg atg cct cgt cag gcc cga gac aag aac tgc ate gtg get tga agg 1935 

Gly Met Pro Arg Gin Ala Arg Asp Lys Asn Cys lie Val Ala + 

605 610 615 

caggccgtcc tggagggggc tccattctcc agtcagagta gatgatgagg cccatgcccc 1995 

tcacccccac gccccgcccc tacaacctaa gtcataaatc ctcttcctcc ctcctttaaa 2 055 

aaaaaaaaaa a 2 066 



<210> 918 

<211> 7137 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (47) . . (3793) 

<400> 918 

ctatgcacgc gtaegtaage ttggatcctc tagageggee gcggtg atg atg acg 55 

Met Met Thr 
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ggc tac aat aat ggt cgc tgt ccc egg aat tct etc tac agt gac tgc 103 

Gly Tyr Asn Asn Gly Arg Cys Pro Arg Asn Ser Leu Tyr Ser Asp Cys 

5 10 15 

att att gag gag aag acg gtg gtc ctg cag aaa aaa gac aat gag ggc 151 

lie lie Glu Glu Lys Thr Val Val Leu Gin Lys Lys Asp Asn Glu Gly 

20 25 30 35 

ttt gga ttc gtg ctt cga ggg gec aaa get gac aca ccc att gaa gaa 199 

Phe Gly Phe Val Leu Arg Gly Ala Lys Ala Asp Thr Pro lie Glu Glu 

40 45 50 

ttc aca cca aca ccg get ttc cca gec eta cag tac ctg gag tec gtg 247 

Phe Thr Pro Thr Pro Ala Phe Pro Ala Leu Gin Tyr Leu Glu Ser Val 

55 60 65 

gat gaa ggt ggg gtg gcg tgg caa gee gga eta agg acc ggg gacttc 295 

Asp Glu Gly Gly Val Ala Trp Gin Ala Gly Leu Arg Thr Gly Asp Phe 

70 75 80 

ttg att gag gtt aac aat gag aat gtt gtc aaa gtc ggc cac agg cag 343 
Leu lie Glu Val Asn Asn Glu Asn Val Val Lys Val Gly His Arg Gin 

85 90 95 

gtg gtg aac atg ate egg cag gga ggg aat cac ctg gtc ctt aag gtg 391 
Val Val Asn Met He Arg Gin Gly Gly Asn His Leu Val Leu Lys Val 

100 105 110 * 115 

gtc acg gtg acc agg aat ctg gac ccc gac gac acc gee agg aag aaa 439 
Val Thr Val Thr Arg Asn Leu Asp Pro Asp Asp Thr Ala Arg Lys Lys 

120 125 130 

get ccc ccg cct cca aag egg gca ccg acc aca gee etc acc ctg cgc 487 

Ala Pro Pro Pro Pro Lys Arg Ala Pro Thr Thr Ala Leu Thr Leu Arg 

135 140 145 

tec aag tec atg acc teg gag ctg gag gag etc gtg gat aaa gee teg 535 

Ser Lys Ser Met Thr Ser Glu Leu Glu Glu Leu Val Asp Lys Ala Ser 

150 155 160 

gtc egg aag aag aag gat aaa ccc gag gag ata gtc ccg gec tec aag 583 

Val Arg Lys Lys Lys Asp Lys Pro Glu Glu He Val Pro Ala Ser Lys 

165 170 175 

ccc tec cgc get get gag aac atg get gtg gaa ccg agg gtg gcg acc 631 

Pro Ser Arg Ala Ala Glu Asn Met Ala Val Glu Pro Arg Val Ala Thr 

180 185 190 195 

ate aag cag egg ccc age age egg tgc ttc ccg gcg ggc tea gac atg 6 79 

He Lys Gin Arg Pro Ser Ser Arg Cys Phe Pro Ala Gly Ser Asp Met 

200 205 210 

aac tct gtg tac gaa cgc caa gga ate gec gtg atg acg ccc act gtt 727 

Asn Ser Val .Tyr Glu Arg Gin Gly He Ala Val Met Thr Pro Thr Val 

215 220 225 

cct ggg age cca aaa gee ccg ttt ctg ggc ate cct cga ggt acg atg 775 

Pro Gly Ser Pro Lys Ala Pro Phe Leu Gly He Pro Arg Gly Thr Met 

230 235 240 
* 

cga agg cag aaa tea ata gac age aga ate ttt eta tea gga ata aca 823 

Arg Arg Gin Lys Ser He Asp Ser Arg He Phe Leu Ser Gly He Thr 
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245 250 255 

gag gaa gag egg cag ttt ctg get cct cca atg ctg aag ttc acc aga 871 
Glu Glu Glu Arg Gin Phe Leu Ala Pro Pro Met Leu Lys Phe Thr Arg 
260 „ 265 270 275 

age ctg tec atg ccg gac acc tct gag gac ate ccc cct cca ccg cag 919 
Ser Leu Ser Met Pro Asp Thr Ser Glu Asp lie Pro Pro Pro Pro Gin 

280 285 290 

tct gtg ccc ccg tec cca cca cca cct tec cca acc act tac aac tgc 967 
Ser Val Pro . Pro Ser Pro Pro Pro Pro Ser Pro Thr Thr Tyr Asn Cys 

295 300 305 

ccc aag tec cca act cca aga gtc tac ggg acg att aag cct gcg ttc 1015 
Pro Lys Ser Pro Thr Pro Arg Val Tyr Gly Thr He Lys Pro Ala Phe 
310 315 320 

aat cag aat tct gee gee aag gtg tec ccc gee acc agg tec gac acc 1063 
Asn Gin Asn Ser Ala Ala Lys Val Ser Pro Ala Thr Arg Ser Asp Thr 
325 330 335 

gtg gec acc atg atg agg gag aag ggg atg tac ttc agg aga gag ctg 1111 
Val Ala Thr Met Met Arg Glu Lys Gly Met Tyr Phe Arg Arg Glu Leu 
340 345 350 355 

gac cgc tac tec ttg gac tct gaa gac etc tac agt egg aat gee ggc 1159 
Asp Arg Tyr Ser Leu Asp Ser Glu Asp Leu Tyr Ser Arg Asn Ala Gly 

360 365 370 

ccg caa gee aac ttc cgc aac aag aga ggc cag atg cca gaa aac cca 1207 
Pro Gin Ala Asn Phe Arg Asn Lys Arg Gly Gin Met Pro Glu Asn Pro 

375 380 385 

tac tea gag gtg ggg aag ate gee age aaa gee gtc tac gtc ccc gee 12 55 
Tyr Ser Glu Val Gly Lys He Ala Ser Lys Ala Val Tyr Val Pro Ala 
390 395 ■ 400 

aag ccc gec agg egg aag ggg atg ctg gtg aag cag tec aac gtg gag 1303 
Lys Pro Ala Arg Arg Lys Gly Met Leu Val Lys Gin Ser Asn Val Glu 
405 410 415 

gac age ccc gag aag acg tgc tec ate cct ate ccg acc ate ate gtg 1351 
Asp Ser Pro Glu Lys Thr Cys Ser He Pro He Pro Thr He He Val 
420 425 430 435 

* 

aag gag ccg tec acc age age age ggc aag age age cag ggc age age 1399 
Lys Glu Pro Ser Thr Ser Ser Ser Gly Lys Ser Ser Gin Gly Ser Ser 

440 445 450 

atg gag ate gac ccc cag gee ccg gag cca ccg age cag ctg egg cct 1447 
Met Glu He Asp Pro Gin Ala Pro Glu Pro Pro Ser Gin Leu Arg Pro 

455 460 465 

gac gaa age ctg acc gtc age age ccc ttt gee gee gee ate gec gga 1495 
Asp Glu Ser' Leu Thr Val Ser Ser Pro Phe Ala Ala Ala He Ala Gly 
470 475 480 

gec gtc cgc gac cgt gag aag egg ctg gaa gee agg agg aac tec ccg 1543 
Ala Val Arg Asp Arg Glu Lys Arg Leu Glu Ala Arg Arg Asn Ser Pro 
485 490 495 

gec ttc etc tec aca gac ctg ggg gat gag gat gtg ggc ctg ggg cca 15 91 

Ala Phe Leu Ser Thr Asp Leu Gly Asp Glu Asp Val Gly Leu Gly Pro 
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500 505 510 515 

ccc gcc ccc agg acg egg ccc tec atg ttc ccc gag gag ggg gat ttt 1639 
Pro Ala Pro Arg Thr Arg Pro Ser Met Phe Pro Glu Glu Gly Asp Phe 

520 525 530 

get gac gag gac age get gag cag ctg tea tec ccc atg ccg agt gcc 1687 
Ala Asp Glu Asp Ser Ala Glu Gin Leu Ser Ser Pro Met Pro Ser Ala 

535 540 545 

acg ccc agg gag ccc gaa aac cat ttc gtg ggt ggc gcc gag gcc agt 1735 
Thr Pro Arg Glu Pro Glu Asn His Phe Val Gly Gly Ala Glu Ala Ser 
550 555 560 

get ccg ggt gag get ggg agg ccg ctg aat tec acg tec aaa gcc cag 1783 
Ala Pro Gly Glu Ala Gly Arg Pro Leu Asn Ser Thr Ser Lys Ala Gin 
565 570 575 

ggg ccc gag age age cca gca gtg ccc tec gcg age age ggc aca gcc 1831 
Gly Pro Glu Ser Ser Pro Ala Val Pro Ser Ala Ser Ser Gly Thr Ala 
580 585 590 595 

ggc ccc ggg aat tat gtc cac cca etc aca ggg egg ctg ctt gat ccc 1879 
Gly Pro Gly Asn Tyr Val His Pro Leu Thr Gly Arg Leu Leu Asp Pro 

600 605 610 

age tec ccg ctg gcc ctg gca etc tec gca agg gac cga gcc atg aag 1927 
Ser Ser Pro Leu Ala Leu Ala Leu Ser Ala Arg Asp Arg Ala Met Lys 

615 620 625 

gag tct caa cag gga ccc aaa ggg gag gcc ccc aag gcc gac etc aac 1975 
Glu Ser Gin Gin Gly Pro Lys Gly Glu Ala ' Pro Lys Ala Asp Leu Asn 
630 635 640 

aaa cct ctt tac att gat acc aaa atg egg ccc age ctg gat gcc ggc 2023 
Lys Pro Leu Tyr lie Asp Thr Lys Met Arg Pro Ser Leu Asp Ala Gly 
645 650 655 

ttc cct acg gtc acc agg cag aac acc egg gga ccc ctg agg egg cag 2071 
Phe Pro Thr Val Thr Arg Gin Asn Thr Arg Gly Pro Leu Arg Arg Gin 
660 665 670 675 

gag acg gag aac aag tae gag acc gac ctg ggc cga gac egg aaa ggc 2119 
Glu Thr Glu Asn Lys Tyr Glu Thr Asp Leu Gly Arg Asp Arg Lys Gly 

680 685 690 

gat gac aag aag aac atg ctg ate gac ate atg gac acg tec cag cag 2167 
Asp Asp Lys Lys Asn Met Leu lie Asp He Met Asp Thr Ser Gin Gin 

695 700 705 

aag teg get ggc ctg ctg atg gtg cac acc gtg gac gcc act aag ctg 2215 
Lys Ser Ala Gly Leu Leu Met Val His Thr Val Asp Ala Thr Lys Leu 
710 715 720 

gac aac gcc ctg cag gaa gag gac gag aag gca gag gtg gag atg aag 2263 
Asp Asn Ala Leu Gin Glu Glu Asp Glu Lys Ala Glu Val Glu Met Lys 
725 730 735 

cca gac age teg ccg tec gag gtg cca gaa ggt gtt tec gaa acc gaa 2311 
Pro Asp Ser Ser Pro Ser Glu Val Pro Glu Gly Val Ser Glu Thr Glu 
740 . 745 750 755 

ggt get tta cag ate tec get gcc ccc gag ccc acc acc gtg ccc ggc 23 59 

Gly Ala Leu Gin He Ser Ala Ala Pro Glu Pro Thr Thr Val Pro Gly 
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760 

aga acc ate gtc gcg gtg 
Arg Thr He Val Ala Val 

775 

ttc cgc ate cct cct ccc 
Phe Arg He Pro Pro Pro 
790 

ttt att ttt aca gag cca 
Phe He Phe Thr Glu Pro 
805 



765 

ggc tec atg gaa gag gcg 
Gly Ser Met Glu Glu Ala 
780 

cct ctg gca tec gtg gac 
Pro Leu Ala Ser Val Asp 
795 

ttg cct cct ccc ctg gaa 
Leu Pro Pro Pro Leu Glu 
810 815 
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770 

gtg att ttg cca 2407 
Val He Leu Pro 
785 

ttg 9 at gag gat 2455 

Leu Asp Glu Asp 

800 

ttt gca aat agt 2 503 

Phe Ala Asn Ser 



ttt gat ate ccc gat gac egg gca get tct gtc ccg get etc tea gac 2551 
Phe Asp He Pro Asp Asp Arg Ala Ala Ser Val Pro Ala Leu Ser Asp 
820 825 830 835 

tta gtg aag cag aag aaa age gac acc cct cag tec cct teg ttg aac 2599 
Leu Val Lys Gin Lys Lys Ser Asp Thr Pro Gin Ser Pro Ser Leu Asn 

840 845 850 

tec age caa cca acc aac tct gca gac age aag aag cca gec agt ctt 2647 
Ser Ser Gin Pro Thr Asn Ser Ala Asp Ser Lys Lys Pro Ala Ser Leu 

855 860 865 

tea aac tgt ctg cct gee tea ttc ctg cca ccc cct gaa age ttt gac 2695 
Ser Asn Cys Leu Pro Ala Ser Phe Leu Pro Pro Pro Glu Ser Phe Asp 
870 875 880 

gee gtc gee gac tct ggg ate gag gag gtg gac age egg agt age age 2743 
Ala Val Ala Asp Ser Gly lie Glu Glu Val Asp Ser Arg Ser Ser Ser 
885 890 895 

gac cac cac etc gag acg acc age act ate tec acc gtg tct age ate 2791 
Asp His His Leu Glu Thr Thr Ser Thr He Ser Thr Val Ser Ser He 
900 905 910 915 

tec acc ctg tct tec gaa ggt gga gag aat gtg gac acc tgc aca gtc 2 83 9 

Ser Thr Leu Ser Ser Glu Gly Gly Glu Asn Val Asp Thr Cys Thr Val 

920 925 930 

tat gca gat ggg caa gca ttt atg gtt gac aaa ccc cca gta cct cct 2 887 
Tyr Ala Asp Gly Gin Ala Phe Met Val Asp Lys Pro Pro Val Pro Pro 

935 940 945 

aag cca aaa atg aag ccc ate att cac aaa age aat gca ctt tat caa 2935 
Lys Pro Lys Met Lys Pro He He His Lys Ser Asn Ala Leu Tyr Gin 
950 955 960 

gac gcg etc gtg gaa gaa gat gta gat age ttt gtt ate ccc ccg ccc 2983 
Asp Ala Leu Val Glu Glu Asp Val Asp Ser Phe Val He Pro Pro Pro 
965 970 975 

get ccc ccg ccc ccg ccg ggc agt gee cag cct ggg atg gee aag gtt 3031 
Ala Pro Pro Pro Pro Pro Gly Ser Ala Gin Pro Gly Met Ala Lys Val 
980 985 990 995 

etc cag cca agg acc tec aag ttg tgg ggc gac gtc aca gag ate aaa 3 079 
Leu Gin Pro Arg Thr Ser Lys Leu Trp Gly Asp Val Thr Glu He Lys 

1000 1005 1010 

age ccg att etc tea ggc cca aag gca aac gtt att agt gaa ttg aac 3127 
Ser Pro He Leu Ser Gly Pro Lys Ala Asn Val He Ser Glu Leu Asn 
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tct ate eta cag caa atg aac cga gag aaa ttg gca aag ccg ggg gaa 3175 
Ser lie Leu Gin Gin Met Asn Arg Glu Lys Leu Ala Lys Pro Gly Glu 
1030 1035 1040 

gga ctg gat tea cca atg gga gee aag tec gee age etc get cca aga 3223 
Gly Leu Asp Ser Pro Met Gly Ala Lys Ser Ala Ser Leu Ala Pro Arg 
1045 1050 1055 

age ccg gag ate atg age ace ate tea ggt aca egg age acg acg gtc 3271 
Ser Pro Glu lie Met Ser Thr lie Ser Gly Thr Arg Ser Thr Thr Val 
1060 1065 1070 1075 

ace ttc act gtt cgc ccc ggc acc tec cag ccc ate acc ctg cag age 3319 
Thr Phe Thr Val Arg Pro Gly Thr Ser Gin Pro lie Thr Leu Gin Ser 

1080 1085 1090 

egg ccc ccc gac tat gaa age agg acc tea gga aca aga cgt gee cca 3367 
Arg Pro Pro Asp Tyr Glu Ser Arg Thr Ser Gly Thr Arg Arg Ala Pro 

1095 1100 1105 

age cct gtg gtc teg cca aca gag atg aac aaa gag acc ctg ccc gee 3415 
Ser Pro Val Val Ser Pro Thr Glu Met Asn Lys Glu Thr Leu Pro Ala 
1110 1115 1120 

ccc ctg tct get gee acc gee tct cct tct ccc get etc tea gat gtc 3463 
Pro Leu Ser Ala Ala Thr Ala Ser Pro Ser Pro Ala Leu Ser Asp Val 
1125 1130 1135 

ttt age ctt cca age cag ccc cct tct ggg gat eta ttt ggc ttg aac 3511 
Phe Ser Leu Pro Ser Gin Pro Pro Ser Gly Asp Leu Phe Gly Leu Asn 
1140 1145 1150 1155 

cca gcg gga cgc agt agg teg cca tec ccc teg ata ctg caa cag cca 3559 
Pro Ala Gly Arg Ser Arg Ser Pro Ser Pro Ser lie Leu Gin Gin Pro 

1160 1165 1170 

ate tea aat aag cct ttt aca act aaa cct gtc cac ctg tgg act aaa 36 07 
lie Ser Asn Lys Pro Phe Thr Thr Lys Pro Val His Leu Trp Thr Lys 
1175 1180 1185 

cca gat gtg gee gat tgg ctg gaa agt eta aac ttg ggt gaa cat aaa 3655 
Pro Asp Val Ala Asp Trp Leu Glu Ser Leu Asn Leu Gly Glu His Lys 
1190 1195 1200 

gag gee ttc atg gac aat gag ate gat ggc agt cac tta cca aac ctg 3 703 
Glu Ala Phe Met Asp Asn Glu lie Asp Gly Ser His Leu Pro Asn Leu 
1205 1210 1215 

cag aag gag gac etc ate gat ctt gggr gta act cga gtc ggg cac aga 3751 
Gin Lys Glu Asp Leu lie Asp Leu Gly Val Thr Arg Val Gly His Arg 
1220 1225 1230 1235 

atg aac ata gaa agg get ttg aaa cag ctg ctg gac aga taa ggaegge 3800 
Met Asn lie Glu Arg Ala Leu Lys Gin Leu Leu Asp Arg * 

1240 1245 

tgctctccac ctcgcagact gctcttgtta taagtagaga tgggctcgtg ctgaaacatc 386 0 

tgaatgccaa gcgaagtctg tgagcatcaa ccccactcca tgggtttgtc tcctggtacc 3 920 

caaagaaata ctgagttgtg tccacaacat ggctgggtct tcagacccct ggctcaccat 3980 
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gtgggtgtct 


tgggcagttt 


ctatcacaca tgggacaagg ggagggagtt tttctaacat 


4040 


ggaaaaagat 


tcccagcctg 


ccgcccagca tgcaggtggc ctcgctttgc cgggtccgtg 


4100 


aggctccccg 


tcaattttgc 


acgggatcct agctcttgta ggcagacacc agtgcactct 


4160 


agatacctcc 


tgagacctcc 


gtcctctgct ttccgggcag ctctcaccac cccaggcccc 


4220 


ggcatgaggc 


ctttcctcag 


tcctgtggcc tctcagagga cacctgatgc tcacctgccc 


4280 


ctctttctcc 


tgcacttggc 


ttgcagtgag atgctcccag atgcatttgt ccagtgcccc 

• 


4340 


atcatgggcc 


tgaaaggcag 

* 


agaaactttt tcctacacag attcttttcc ccatctcctc 


4400 


ctgtggtttg 


catccatggc 


tctttggcca tgaggttcct ggcagtgctg ggagtttgga 


4460 


tgggatcgtg 


cccagctttg 


cttagctttc tttatttctg caaatctgtt agcataattc 


4520 


caaggtggcc 


aagcagatgt 


cacatggagt tagtcaaagc acaaagtcac gattccacaa 


4580 


tggaggggag 


acctggccaa 


gggagccagc cagcgtgcaa ctgcccaagc tccaggtctc 


4640 


caggacaaga 


gcagttgtct 


gccatgagca cccatccagg atggagaata agggcttctc 


4700 


tgcctctcag 


aattcttttt 


aattgaagat gtcttgagct ctgcaaagat cagagcaggt 


4760 


gagcatccac 


tttgacatga 


aggacaagaa gacgcatggc tcatggcggg cacatgcggc 


4820 


tgccagtgag 


acagcgtctc 


ctctgggagc tgggcgggca cagcatcctc agttctgtgc 


4880 


ccagccaagg 


gtgagcatct 


ctgctgagac agtccttttg ctctcggagg ccagggaaga 


4940 


tggtacttag 


aggcttttcc 


cctatcgctc tgggtgtcta ggaatcccac cagcttgtct 


5000 


taacagtaca 


acagcttctt 


tgaggaccca gtgggtatgg agtatagaca gaacccaggg 


5060 


ttgagaacag 


aaggtgggcg 


gcaggatcag agtgaaagca gaggcgtgag gagaggaaag 


5120 


cagggaggtc 


tcctgggctg 


ccaggtcagc ctctctggca aggctttctt gagccccgcc 


5180 


cctttctttc 


cccggagtcc 


ctccacccca taacaatacc tcgaatttcc aaaagaggtc 


5240 


accagatgca 


catgggccgc 


aaaacacaca gtcaggcttc cagcacattc tcccccattt 


5300 


ggaggatact 


cgaatgtcag 


gtttttggtt ttattattat ttcagaacta gctcagccca 


5360 


tctctaatta 


taaaacatgg 


ttttgttttt tttttttcct ttttttcttg attaggtctg 


5420 


gaacagctct 


agaatgaaca 


cataaaattt agcaatttaa aatctttctt tactgcaagt 


5480 


ttaaatagtt 


gtacagatag 


tttataagca caatatttta agaaaaaaaa gtggctggtc 


5540 


tactaggcag 


cctttgtgcc 


acttcagtgc tagaaagtta aagaaaaaaa aacttttgtg 


5600 


atttaataat 


actatttctg 


tggaataatt ataaaagtat gaccttttta aatcaacctt 


5660 


atttggatgc 


atctgaacca 


gcagagctgt . gttatatttt ctatctttgc tagaacttcg 


5720 


l. t^a c cy day y 




caaagtggtt acaattcata atgcagcagt ttctccaaaa 


5780 


acaaaaacaa 


aacacacacc 


acacacacgc gcttttccag tcacacaccc ctgatgttgg 


5840 


aaccaagttt 


ttggaccttc 


tgttccaaaa ccttttgcag gtcaatcttt gtatttgaaa 


5900 
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tgatccaatc 


caacttgaag 


tcaattgaat 


attaaggcgc 


tttacttccg 


tgtgctttca 


5960 


gtttttccat 


catgagatga 


atgagcatta 


ctctagataa atttcaagac 


aggatactac 


6020 


aggtggcctg 


ctgaggctgc 


cccatatttt 


agaaaatgta 


aaaatggtgg 


tttggccatt 


6080 


aatttgtctt 


ccatttgatg 


ataccgcaaa 


attccgtgag 


tccattcctt 


tggcatggca 


6140 


ctttccctgg 


gcctacagtt 


ggtattacct 


ctgtgctcag 


tgccaggcaa 


aacactagct 


6200 


caaaggagag 


tcaaggaaac 


cgctggcaga 


cgataaccag 


tcgaaactcg 


tgacttcggt 


6260 


ttgttgaact 


ttggcagcca 


gttggtgagg 


gccagatgtt 


attccctttc 


ttaaagatac 


6320 


tccaagccac 


atgccactaa 


ccacaagcaa 


gctggctgca 


agactaaaga 


gctgacaaca 


6380 


tagtttattt 


ttacactgtc 


ttattataga 


gaagtaatag 


acctatcaga acctgcactg 


6440 


accaacaaat 


aaacacatgt 


tgccaagatg 


aatcggtctc 


tatctctatc 


tgcttatttt 


6500 


ggtactgaaa 


gcaatagttc 


ctcattcaaa 


tcaccaccca 


ctgttctccc 


cctttgggac 


6560 


atgttaggac 


gaggccctat 


tccatgcccc 


tctttaatgg 


tggaacaaat gttaaactgc 


6620 


tcatctaaag 


atcatgttga 


tattattcca 


ggttttaaga tcaacttttg ttacatactg 


6680 


taatttaaat 


aaactgcatt 


tacatgccta 


gtttctgtaa 


tattgtgtat acaaaaccca 


6740 


aatctctcaa 


aatgtaaatt 


atgtatacct 


gccaagatac 


cttttccagg gtgtctgcgc 


6800 


acattttaag 


ttaattcaca 


taatataaaa 


attactcaat gtgactgttg atttgctgaa 


6860 


ctttacatat 


cacaaagtga 


attatttgtg 


atactttagt 


taataaaatg gtaaattttt 


6920 


ttctcagtta 


ttgaacaagc 


aagcattatc 


cagttgatct 


ggcaatgact 


ttttgtgtgt 


6980 

u J U v 


gggccacaat 


attgattttc 


ccattaacaa 


tttttttttg 


ttttttaaat 


actaatatgt 


7040 


ttcacactat 


agtttgtgta 


acaacacgtg 


ttcgcattat 


ctatgttgct gttacttttg 


7100 


tgcttttatt 


ctttttagac 


tttataaaaa 


aaaaaaa 






7137 



<210> 919 
<211> 2212 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (227) . . (1291) 
<400> 919 

aatactttat aagtgaaata ttacttgaat cctttgagat gttacaagtt ttttttttcc 60 

ttgagtcatg ctaatagatg gttcaataca tgaatgagtc ccttgctgaa atgctttagg 120 

acttcagact accctgaacg ttgattactc tttatactga aataggcatt attcagtgga 18 0 

agagagggaa gaccaaattg atagactgga ctttattcga aaccag atg aac ctt 235 

Met Asn Leu 
1 
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tta aca ctg gat gtt aag aaa aaa ate aag gag gtt acc gag gag gtg 283 
Leu Thr Leu Asp Val Lys Lya Lys lie Lys Glu Val Thr Glu Glu Val 
5 10 15 

gca aac aaa gtt tea tgt gca atg aca gat gaa att tgt cga ctg tct 331 
Ala Asn Lys Val Ser Cys Ala Met Thr Asp Glu lie Cys Arg Leu Ser 
20 25 30 35 

gtt ttg gtt gat gaa ttt tgt tea gag ttt cat cct aat cca gat gta 379 
Val Leu Val Asp Glu Phe Cys Ser Glu Phe His Pro Asn Pro Asp Val 

40 45 50 

tta aaa ata tat aaa agt gaa tta aat aag cac ata gag gat ggt atg 427 
Leu Lys He Tyr Lys Ser Glu Leu Asn Lys His He Glu Asp Gly Met 

55 60 65 

gga aga aat ttg get gat cga tgc acc gat gaa gta aac gec tta gtg 475 
Gly Arg Asn Leu Ala Asp Arg Cys Thr Asp Glu Val Asn Ala Leu Val 
70 75 80 

ctt cag acc cag caa gaa att att gaa aat ttg aag cca tta ctt cca 523 
Leu Gin Thr Gin Gin Glu He He Glu Asn Leu Lys Pro Leu Leu Pro 
85 90 95 

get ggt ata cag gat aaa eta cat aca ctg ate cct tgc aag aaa ttt 571 
Ala Gly He Gin Asp Lys Leu His Thr Leu He Pro Cys Lys Lys Phe 
100 105 110 115 

gat etc agt tat aat eta aat tac cac aag tta tgt tea gat ttt caa 619 
Asp Leu Ser Tyr Asn Leu Asn Tyr His Lys Leu Cys Ser Asp Phe Gin 

120 125 130 

gag gat att gta ttt cgt ttt tec ctg ggc tgg tct tec ctt gta cat 667 
Glu Asp He Val Phe Arg Phe Ser Leu Gly Trp Ser Ser Leu Val His 

135 140 145 

cga ttt ttg ggc cct aga aat get caa agg gtg etc eta gga tta tea 715 
Arg Phe Leu Gly Pro Arg Asn Ala Gin Arg Val Leu Leu Gly Leu Ser 
150 155 160 

gag cct ate ttt cag etc cct aga tct tta get tct act ccc act get 763 
Glu Pro He Phe Gin Leu Pro Arg Ser Leu Ala Ser Thr Pro Thr Ala 
165 170 175 

cct acc act cca gca acg cca gat aat gca tea cag gaa gaa etc atg 811 
Pro Thr Thr Pro Ala Thr Pro Asp Asn Ala Ser Gin Glu Glu Leu Met 
180 185 190 195 

att aca tta gta aca gga ttg gcg tec gtt aca tct aga act tct atg 859 
He Thr Leu Val Thr Gly Leu Ala Ser Val Thr Ser Arg Thr Ser Met 

200 205 210 

ggc ate att att gtt gga gga gtg att tgg aaa act ata ggc tgg aaa 907 
Gly He He He Val Gly Gly Val He Trp Lys Thr He Gly Trp Lys 

215 220 225 

etc eta tct gtt tea tta act atg tat gga get ttg tat ctt tat gaa 955 
Leu Leu Ser Val Ser Leu Thr Met Tyr Gly Ala Leu Tyr Leu Tyr Glu 
230 235 240 

aga ctg age tgg acc acc cat gec aag gag cga gee ttt aaa cag cag 1003 
Arg Leu Ser Trp Thr Thr His Ala Lys Glu Arg Ala Phe Lys Gin Gin 
245 250 255 
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ttt gta aac tat gca act gaa aaa ctg agg atg att gtt age tec acg 1051 

Phe Val Asn Tyr Ala Thr Glu Lys Leu Arg Met lie Val Ser Ser Thr 
260 265 270 275 

agt gca aac tgc agt cac caa gta aaa caa caa ata get acc act ttt 1099 

Ser Ala Asn Cys Ser His Gin Val Lys Gin Gin He Ala Thr Thr Phe 

280 285 290 

get cgc ctg tgc caa caa gtt gat att act caa aaa cag ctg gaa gaa 1147 

Ala Arg Leu Cys Gin Gin Val Asp He Thr Gin Lys Gin Leu Glu Glu 

295 300 305 

gaa att get aga tta ccc aaa gaa ata gat cag ttg gag aaa ata caa 1195 

Glu He Ala Arg Leu Pro Lys Glu He Asp Gin Leu Glu Lys He Gin 
310 315 320 

aac aat tea aag etc tta aga aat aaa get gtt caa ctt gaa aat gag 1243 

Asn Asn Ser Lys Leu Leu Arg Asn Lys Ala Val Gin Leu Glu Asn Glu 

325 330 335 

ctg gag aat ttt act aag cag ttt eta cct tea age aat gaa gaa tec 1291 

Leu Glu Asn Phe Thr Lys Gin Phe Leu Pro Ser Ser Asn Glu Glu Ser 



340 


345 


350 




355 


taacaataga 


gattgetttg 


gtgaccatga 


taggaggaaa 


cgaaacttgt 


aagattggaa 


cagttgttat 


ttttatgaaa 


ttactttaaa 


tatgaattgt 


actaactgta 


cctaaatagc 


aaagccctgt 


gtagattctg 


gtaatgatct 


gtctcagggt 


atgtgtattt 


ttgaagagtg 


ttatgtcctt 


agttttaatt 


ttgagtaaag 


aaaaggctaa aatcatgaat 


tagttacaag 


caacagtacc 


aacttatgtg 


acccctgagg 


ggtggggctg 


tgagctctta 


atttgttttt 


gattctgaaa 


aactctgett 


cctggcatcc 


aggagttaga 


gattgagect 


ttcatcttct 


ttctcaaaac 


tagtttttga 


tgctttcttt 


catgggaata gtcacttttt 


tatttagtaa 


ategcattge 


tggaaccacc 


aaggagtgtg 


gaatgtcctt 


gagtgtatta 


tttatgcaag 


tcacagtcac 


gttgecatea 


tggcagctat 


gtgaaacact 


aataaatgtg 


tttttacttt 


ttattcccgt 


taaaactgat 


gtaaaacagg 


ataaaggctt 


gttatagtca 


cttataagta 


tctgggtcta 


agtaatttcc 


ttagatgttt 


ctaaagaaac 


attttcagct 


ttgctcccat 


tatgattcca 


ataaggaacg 


ctttcctagt 


gcaattttag gagtaaagtt 


tgaagagata 


aaaatageca 


aagataggag 


aegtctgaat 


tttgaatgat 


aaacagtgat 


gttttaaaaa 


ggctgttgtt 


cttcaggagg 


catttgecta 


ggatattget 


ggattatacc 


ccattggagg 


cttttaattt 


tatttgtatg 


aattttccag 


gatttcatta 


aaaattatta 


ttgtattttt 



taccttaaaa aaaaaaaaaa a 2212 



<210> 920 

<211> 2083 

<212> DNA 

<213> Homo sapiens 



• 
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<220> 
<221> CDS 

<222> (748) . . (1482) 
<400> 920 

acagttaatc aactggccca tgcccttcac atggacaaag atttgaaagc tggctgtctt 60 

gtacgtgtgt tttgcccaaa agcaaaatgt gccctcttga gagatgacct ggtgttagta 120 

gacagtccag gcacagatgt cactacagag ctggatagct ggattgataa gttttgccta 180 

gatgctgatg tctttgtttt ggtcgcaaac tctgaatcaa cactaatgaa tacggaaaaa 240 

cacttttttc acaaggtgaa tgagcggctt tccaagccta atattttcat tctcaataat 300 

cgttgggatg cctctgcatc agagccagaa tatatggaag acgtacgcag acagcacatg 360 

gaaagatgcc tgcatttctt ggtggaggag ctcaaagttg taaatgcttt agaagcacag 42 0 

aatcgtatct tctttgtttc agcaaaggaa gttcttagtg ctagaaagca aaaagcacag 480 

gggatgccag aaagtggtgt ggcacttgct gaaggatttc atgcaagatt acaggaattt 54 0 

cagaattttg aacaaatctt tgaggagtgt atctcgcagt cagcagtgaa aacaaagttc 600 

gaacagcaca ctatcagagc taaacagata ctagctactg tgaaaaacat aatggattca 660 

gtaaacctgg cagctgaaga taaaaggcat tattcagtgg aagagaggga agaccaaatt 72 0 

gatagactgg actttattcg aaaccag atg aac ctt tta aca ctg gat gtt 771 

Met Asn Leu Leu Thr Leu Asp Val 
1 5 

aag aaa aaa ate aag gag gtt acc gag gag gtg cca aac aaa gtt tea 819 
Lys Lys Lys He Lys Glu Val Thr Glu Glu Val Pro Asn Lys Val Ser 
10 15 20 

tgt gca atg aca gat gaa att tgt cga ctg tct gtt ttg gtt gat gaa 867 
Cys Ala Met Thr Asp Glu He Cys Arg Leu Ser Val Leu Val Asp Glu 
25 30 35 40 

ttt tgt tea gag ttt cat cct aat cca gat gta tta aaa ata tat aaa 915 
Phe Cys Ser Glu Phe His Pro Asn Pro Asp Val Leu Lys He Tyr Lys 

45 50 55 

agt etc cct aga tct tta get tct act ccc act get cct acc act cca 963 
Ser Leu Pro Arg Ser Leu Ala Ser Thr Pro Thr Ala Pro Thr Thr Pro 

60 65 70 

gca acg cca gat aat gca tea cag gaa gaa etc atg att aca tta gta 1011 
Ala Thr Pro Asp Asn Ala Ser Gin Glu Glu Leu Met He Thr Leu Val 
75 80 85 

aca gga ttg gcg tec gtt aca tct aga act tct atg ggc ate att att 1059 
Thr Gly Leu Ala Ser Val Thr Ser Arg Thr Ser Met Gly He He He 
90 95 100 

9tt 99 a 99 a gtg att tgg aaa act ata ggc tgg aaa etc eta tct gtt 1107 
Val Gly Gly Val He Trp Lys Thr He Gly Trp Lys Leu Leu Ser Val 
105 110 115 120 

tea tta act atg tat gga get ttg tat ctt tat gaa aga ctg age tgg 1155 
Ser Leu Thr Met Tyr Gly Ala Leu Tyr Leu Tyr Glu Arg Leu Ser Trp 
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135 



acc acc cat gcc aag gag cga gcc ttt aaa cag cag ttt gta aac tat 1203 
Thr Thr His Ala Lys Glu Arg Ala Phe Lys Gin Gin Phe Val Asn Tyr 

140 145 150 

gca act gaa aaa ctg agg atg att gtt age tec acg agt gca aac tgc 1251 
Ala Thr Glu Lys Leu Arg Met lie Val Ser Ser Thr Ser Ala Asn Cys 
155 160 165 

agt cac caa gta aaa caa caa ata get acc act ttt get cgc ctg tgc 1299 
Ser His Gin Val Lys Gin Gin He Ala Thr Thr Phe Ala Arg Leu Cys 
170 175 180 

caa caa gtt gat att acc cac aaa cag ctg gaa gaa gaa att get aga 1347 
Gin Gin Val Asp He Thr His Lys Gin Leu Glu Glu Glu He Ala Arg 
185 190 195 200 

tta ccc aaa gaa ata gat cag ttg gag aaa ate caa aac aat tea aag 1395 
Leu Pro Lys Glu He Asp Gin Leu Glu Lys He Gin Asn Asn Ser Lys 

205 210 215 

etc tta aga aat aaa get gtt caa ctt gaa aat gag ctg gag aat ttt 1443 
Leu Leu Arg Asn Lys Ala Val Gin Leu Glu Asn Glu Leu Glu Asn Phe 

220 225 230 

act aag cag ttt eta cct tea age aat gaa gaa tec taa eaatagagat 1492 
Thr Lys Gin Phe Leu Pro Ser Ser Asn Glu Glu Ser * 
235 240 245 

tgctttggtg accatgatag gaggaaacga aacttgtaag attggaacag ttgttatttt 1552 

tatgaaatta ctttaaatat gaattgtact atctgtacct aaatagcaaa gccctgtgta 1612 

gattctggta atgatctgtc tcagggtatg tgtatttttg aagagtgtta tgtccttagt 1672 

tttaattttg agtaaagaaa aggctaaaat catgaattag ttacaagcaa cagtaccaac 1732 

ttatgtgacc cctgaggggt ggggctgtga gctcttaatt tgtttttgat tctgaaaaac 1792 

tctgcttcct ggcatccagg agttagagat tgagecttte atcttctttc tcaacactag 1852 

tttttgatgc tttctttcat gggaatagtc acttttttat ttagtaaatc geattgetgg 1912 

aaccacccca aggagtgtgg aatgtccttg agtgtattat ttatgcaagt cacagtcacg 1972 

ttgecatcat ggcagctatg tgaaacacta ataaatgtgt ttttactttt tattccegtt 2 032 

aaaactgatg taaaacagga taaaggcttg ttatagtcaa aaaaaaaaaa a 2 083 



<210> 921 
<211> 3231 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (331) . . (1158) 
<400> 921 

gcacgagtgg acttgtggtg cgctgccagg gctccgcagc gttgccggtt gtattcgctg 60 
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gataccagag ggcggaagtg cagcagggtt cagctccgac ctccgcgccg gtgctttttg 12 0 

cggctgcgcg ggcttcctgg agtcctgcta ccgcgtcccc gcaggacagt gtgtcaggcg 180 

ggcagcttgc cccgccgccc caccggagcg cggaatctgg gcgtccccac cagtgcgggg 240 

agccggaagg aggagccata gcttggagta ggtttggctt tggttgaaat aagaatttag 300 

cctgtatgta ctgctttaac tcctggaaga atg aca gat gac aaa gat gtg 351 

Met Thr Asp Asp Lys Asp Val 
1 5 

ctt cga gat gtg tgg ttt gga cga att cca act tgt ttc acg eta tat 399 
Leu Arg Asp Val Trp Phe Gly Arg lie Pro Thr Cys Phe Thr Leu Tyr 
10 15 20 

cag gat gag ata act gaa agg gaa gca gaa cca tac tat ttg ctt ttg 447 
Gin Asp Glu lie Thr Glu Arg Glu Ala Glu Pro Tyr Tyr Leu Leu Leu 
25 30 35 

cca aga gta agt tat ttg acg ttg gta act gac aaa gtg aaa aag cac 4 95 

Pro Arg Val Ser Tyr Leu Thr Leu Val Thr Asp Lys Val Lys Lys His 
40 45 50 55 

ttt cag aag gtt atg aga caa gaa gac att agt gag ata tgg ttt gaa 543 
Phe Gin Lys Val Met Arg Gin Glu Asp lie Ser Glu lie Trp Phe Glu 

60 65 70 

tat gaa ggc aca cca ctg aaa tgg cat tat cca att ggt ttg eta ttt 591 
Tyr Glu Gly Thr Pro Leu Lys Trp His Tyr Pro lie Gly Leu Leu Phe 

75 80 85 

gat ctt ctt gca tea agt tea get ctt cct tgg aac ate aca gta cat 639 
Asp Leu Leu Ala Ser Ser Ser Ala Leu Pro Trp Asn lie Thr Val His 
90 95 100 

ttt aag agt ttt cca gaa aaa gac ctt ctg cac tgt cca tct aag gat 687 
Phe Lys Ser Phe Pro Glu Lys Asp Leu Leu His Cys Pro Ser Lys Asp 
105 110 115 

gca att gaa get cat ttt atg tea tgt atg aaa gaa get gat get tta 735 
Ala lie Glu Ala His Phe Met Ser Cys Met Lys Glu Ala Asp Ala Leu 
120 125 130 * 135 

aaa cat aaa agt caa gta ate aat gaa atg cag aaa aaa gat cac aag 783 
Lys His Lys Ser Gin Val lie Asn Glu Met Gin Lys Lys Asp His Lys 

140 145 150 

caa etc tgg atg gga ttg caa aat gac aga ttt gac cag ttt tgg gee 831 
Gin Leu Trp Met Gly Leu Gin Asn Asp Arg Phe Asp Gin Phe Trp Ala 

155 160 165 

ate aat egg aaa etc atg gaa tat cct gca gaa gaa aat gga ttt cgt 879 
lie Asn Arg Lys Leu Met Glu Tyr Pro Ala Glu Glu Asn Gly Phe Arg 
170 175 180 

tat ate ccc ttt aga ata tat cag aca acg act gaa aga cct ttc att 927 
Tyr lie Pro Phe Arg lie Tyr Gin Thr Thr Thr Glu Arg Pro Phe lie 
185 190 195 

cag aag ctg ttt cgt cct gtg get gca gat gga cag ttg cac aca eta 975 
Gin Lys Leu Phe Arg Pro Val Ala Ala Asp Gly Gin Leu His Thr Leu 
200 205 210 215 
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gga gat etc etc aaa gaa gtt tgt cct tct get att gat cct gaa gat 1023 

Gly Asp Leu Leu Lys Glu Val Cys Pro Ser Ala lie Asp Pro Glu Asp 

220 225 230 

999 gaa aaa aag aat caa gtg atg att cat gga att gag cca atg ttg 1071 

Gly Glu Lys Lys Asn Gin Val Met lie His Gly lie Glu Pro Met Leu 

235 240 245 

gaa aca cct ctg cag tgg ctg agt gaa cat ctg age tac ccg gat aat 1119 

Glu Thr Pro Leu Gin Trp Leu Ser Glu His Leu Ser Tyr Pro Asp Asn 
250 255 260 



ttt ctt cat att agt ate ate cca cag cca aca gat tga aggatcaact 1168 
Phe Leu His lie Ser lie He Pro Gin Pro Thr Asp * 



265 




270 




275 






atttgectga 


acagaatcat 


ccttaaatgg 


gatttatcag 


agcatgtcac 


ecttttgett 


1228 


caatcaggtt 


tggtggaggc 


aacctgacca 


gaaacacttc 


getgetgeaa 


gecagacagg 


1288 


aaaaagattc 


catgtcagat 


aaggcaactg 


ggctggtctt 


actttgeate 


acctctgctt 


1348 


tcctccactg 


ccatcattaa 


acctcagctg 


tgacatgaaa 


gaettacegg 


accactgaag 


1408 


gtcttctgta 


aaatataatg 


aagctgaaac 


etttggecta 


agaagaaaat 


ggaagtatgt 


1468 


gccactcgat 


ttgtatttct 


gattaacaaa 


taaacagggg 


tatttcctaa 


ggtgaccatg 


1528 


gttgaacttt 


agctcatgaa 


agtggaaaca 


ttggtttaat 


tttcaagaga 


attaagaaag 


1588 


taaaagagaa 


attctgttat 


caataacttg 


caagtaattt 


tttgtaaaag 


attgaattac 


1648 


agtaaaccca 


tctttcctta 


acgaaaattt 


cctatgttta 


cagtctgtct 


attggtatgc 


1708 


aatcttgtaa 


ctttgataat 


gaacagtgag 


agatttttaa 


ataaagcetc 


taaatatgtt 


1768 


a » m . a. 1 » 

ttgtcattta 


ataacataca 


gttttgtcac 


ttttcaagta 


ctttctgact 


cacatacagt 


1828 


agatcacttt 


a j ■ ■ a 

ttactctgtg 


ttaccatttt 


gactggtcgt 


cattggcatg 


gggtggatat 


1888 


agggcatagg 


attacttgtc 


tcagaagctg 


tcatagaatt 


tcttgctgcc 


aattaaaaaa 


1948 


cctgtgttct 


ttacacacta 


caegtataaa 


tattgtaact 


gttcatcttt 


gttgttttat 


2008 


cactgtaagc 


ctgtcaaatc 


atagtatcct 


aagcatctgt 


aaatgctaat 


tttgcatttt 


2068 


tggaaaaacc 


cattccttcc 


aagctagtgt 


ttttcattgg 


ctccaggtct 


aatttttcac 


2128 


tgtggtccct 


ggcagccagt 


cttttgaagt 


ttaaagatta 


cctgtctctt 


gaetgeagta 


2188 


ccttttcttt 


aatttttacc 


aaaaatatcc 


agaggttact 


ggagttctta 


ttcaatataa 


2248 


ggaaagtttg 


ctgeacttta 


ttaccaagcc 


tctgggattt 


taccagtcaa 


acatatttgt 


2308 


gcattacatt 


tcatttcttg 


tgagctagct 


ggctgtccat 


attgaatgtt 


gacccatttg 


2368 


agtacgctaa 


aaggcttaca 


gtatcagaca 


cgatcatggt 


tttagatccc 


ataataaaaa 


2428 


tgaatgtttt 


tcttataaaa 


aattatacaa 


atgctgaagt 


gagattctac 


tattgttcat 


2488 


tgcttccttt 


tctttttcct 


tttgcgattt 


tcactgatta 


atagcacatt 


tcttcacaaa 


2548 


attagataaa 


gttggtcaaa 


gaccagatat 


tctggaatgg 


aaattgtaaa 


gcttaatcaa 


2608 
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aaagaatagc 


cagtacagca 


tacaatctca gaaacttaga agcaagtaga aaataattgg 


2668 


ttgatgtaaa 


cgaaagtgcc 


attttagtaa aggcaggaaa aaaatagcaa tatttgagtt 


2728 


atgtaaggat 


aaaaaatcca 


ctgacttgta tttttgcaca agaggctggt ctgaatatga 


2788 


ttgttcacat 


taagagtgtt 


tattcgtcgg ttcattttgg ggattttccc ccttgatgtt 


2848 


ttgacagatt 


gaagtgagct 


ttagtgagca aaaggatcag aatgcaggga acactaagct 


2908 


gtgatgaaga 


aagtgtggta 


aaaagccaga gtagttttat acagacaaaa ccagtgtcag 


2968 


gcctttgcag 


taggcttgag 


tgaacttctg atctagattt gaaagtaaat tttatgaaga 


3028 


cattgcccat 


ttttacttcc 


tcattcatta ttgtaccagc atcatagctt tattactcta 


3088 


atcccaggta 


agtcaagcct 


acaatgccct agaggaagag taaaaccaga aattcatgct 

> 


3148 


ggcttaaata 


atctattttt 


crtttcttttc atttcraatat ttaaatttta taatttatta 


3208 


aaaaattaaa 


taaaaaaaaa 


aaa 


3231 


<210> 


922 






<211> 


1073 






<212> 


DNA 






<213> 


Homo sapiens 




<220> 








<221> 


CDS 






<222> 


(337) . . (720) 




<400> 


922 






accacatata 


tacccaactt 


ttatttgtca attacacttt aataaagctg ggggaagcca 


60 


ctcttttttt 


gggcacagca 


tccggctttt atttactaac tttgagaaca gagtaccttg 


120 


atcaattaaa 


tggtagggag 


cgctgtggag acagcatcct ccccagtccg ggaagagagg 


180 


cctaggatgc 


ctggggccca 


gcggcctctt ccctcctggc gtccccggqt gccctcgctc 


240 


ccaggccccg 


cagtctcatt 


tgccgcttcc gacgcgtgac cccggcgcgc tagcgtccgg 


300 


gaccggtgac 


aggcgcgggg 


tgcgccaagc agtccc atg tgt ccc etc cct etc 


354 



Met Cys Pro Leu Pro Leu 
1 5 

gca gec gec gca gtc get gcg ccc cga gec cct etc egg etc etc aac 402 
Ala Ala Ala Ala Val Ala Ala Pro Arg Ala Pro Leu Arg Leu Leu Asn 

10 15 20 

aga ggg etc gee gee gec atg tct acc gec cag tea etc aaa tec gtg 450 
Arg Gly Leu Ala Ala Ala Met Ser Thr Ala Gin Ser Leu Lys Ser Val 
25 30 35 

gac tac gag gtg ttc gga aga gtg cag ggt gtt tgc ttc aga atg tat 498 
Asp Tyr Glu Val Phe Gly Arg Val Gin Gly Val Cys Phe Arg Met Tyr 
40 45 50 

aca gaa gat gaa get agg aaa ata gga gtg gtt ggc tgg gtg aag aat 546 
Thr Glu Asp Glu Ala Arg Lys He Gly Val Val Gly Trp Val Lys Asn 
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acc age aaa ggc acc gtg aca ggc caa gtg cag ggg cca gaa gac aaa 5 94 

Thr Ser Lys Gly Thr Val Thr Gly Gin Val Gin Gly Pro Glu Asp Lys 

75 80 85 

gtc aat tec atg aag tec tgg ctg age aag gtt gga age cct agt tct 642 
Val Asn Ser Met Lys Ser Trp Leu Ser Lys Val Gly Ser Pro Ser Ser 

90 95 100 

cgc att gac cgc aca aac ttt tct aat gaa aaa acc ate tct aag ctt 690 
Arg lie Asp Arg Thr Asn Phe Ser Asn Glu Lys Thr lie Ser Lys Leu 
105 110 115 

gaa tac tct aat ttt agt att aga tac taa t agaagagaaa aattgtaaca 741 
Glu Tyr Ser Asn Phe Ser lie Arg Tyr * 
120 125 

cactgaacaa tagatactgt atgttcttaa gactatgtat actagaataa tagtagcaga 801 

gtagggtgaa aaggaacttt ctgttctgaa agetaagega ctgtacgtgc tactaaaaat 861 

gtctgacact gaaataattt tactcaacta tgttttcaac aagcaaaaat atagtattct 921 

aagattaaaa tgtcattaca aaatatttag tgtgaacatt taatttaaac ttgtctcatg 981 

gaatctttaa tttcaatgaa cattacagca tatatatgtt atttggegag acatcaaata 1041 

aagttaacca tttaaaaatt aaaaaaaaaa aa 1073 



<210> 923 
<211> 1246 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (218) . . (1078) 
<400> 923 

atttggcect egaggecaag aatteggcac gagcaeggaa atgaaagtgg aagcaaacag 60 

cctgcgagca gagcctcctg aggtgtattt egggtcttge tggggctgag agagaccaca 12 0 

gccctttggg gggtacaaac aagagttcag ttgctgtgaa ttctgccact gtgcccagct 18 0 

ctgaagcctc agctcttgcc aaacagaccc gagaccc atg tea gee cca ctg gat 235 

Met Ser Ala Pro Leu Asp 
1 5 

gee gec etc cac gee ctt cag gag gag cag gee aga etc aag atg agg 283 
Ala Ala Leu His Ala Leu Gin Glu Glu Gin Ala Arg Leu Lys Met Arg 

10 15 20 

ctg tgg gac ctg cag cag ctg aga aag gag etc ggg gac tec ccc aaa 331 
Leu Trp Asp Leu Gin Gin Leu Arg Lys Glu Leu Gly Asp Ser Pro Lys 
25 30 35 

gac aag gtc cca ttt tea gtg ccc aag ate ccc ctg gta ttc cga gga 379 
Asp Lys Val Pro Phe Ser Val Pro Lys lie Pro Leu Val Phe Arg Gly 
40 45 50 
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cac acc cag cag gac ccg gaa gtg cct aag tct tta gtt tec aat ttg 427 
His Thr Gin Gin Asp Pro Glu Val Pro Lys Ser Leu Val Ser Asn Leu 
55 60 65 70 

egg ate cac tgc cct ctg ctt gcg ggc tct get ctg ate acc ttt gat 475 
Arg lie His Cys Pro Leu Leu Ala Gly Ser Ala Leu lie Thr Phe Asp 

75 80 85 

gac ccc aaa gtg get gag cag gtg ctg caa caa aag gag cac acg ate 523 
Asp Pro Lys Val Ala Glu Gin Val Leu Gin Gin Lys Glu His Thr lie 

90 95 100 

aac atg gag gag tgc egg ctg egg gtg cag gtc cag ccc ttg gag ctg 571 
Asn Met Glu Glu Cys Arg Leu Arg Val Gin Val Gin Pro Leu Glu Leu 
105 110 115 

ccc atg gtc acc acc ate cag gtg tec age cag ttg agt ggc egg agg 619 
Pro Met Val Thr Thr lie Gin Val Ser Ser Gin Leu Ser Gly Arg Arg 
120 125 130 

gtg ttg gtc act gga ttt cct gee age etc agg ctg agt gag gag gag 667 
Val Leu Val Thr Gly Phe Pro Ala Ser Leu Arg Leu Ser Glu Glu Glu 
135 140 145 150 

ctg ctg gac aag eta gag ate ttc ttt ggc aag act agg aac gga ggt 715 
Leu Leu Asp Lys Leu Glu lie Phe Phe Gly Lys Thr Arg Asn Gly Gly 

155 160 165 

ggc gat gtg gac gtt egg gag eta ctg cca ggg agt gtc atg ctg ggg 763 
Gly Asp Val Asp Val Arg Glu Leu Leu Pro Gly Ser Val Met Leu Gly 

170 175 180 

ttt get agg gat gga gtg get cag cgt ctg tgc caa ate ggc cag ttc 811 
Phe Ala Arg Asp Gly Val Ala Gin Arg Leu Cys Gin lie Gly Gin Phe 
185 190 195 

aca gtg cca ctg ggt ggg cag caa gtc cct ctg aga gtc tct ccg tat 859 
Thr Val Pro Leu Gly Gly Gin Gin Val Pro Leu Arg Val Ser Pro Tyr 
200 205 210 

gtg aat ggg gag ate cag aag get gag ate agg teg cag cca gtt ccc 907 
Val Asn Gly Glu lie Gin Lys Ala Glu lie Arg Ser Gin Pro Val Pro 
215 220 225 230 

cgc teg gta ctg gtg etc aac att cct gat ate ttg gat ggc ccg gag 955 
Arg Ser Val Leu Val Leu Asn lie Pro Asp lie Leu Asp Gly Pro Glu 

235 240 245 

ctg cat gac gtc ctg gag ate cac ttc cag aag ccc acc cgc ggg ggc 1003 
Leu His Asp Val Leu Glu lie His Phe Gin Lys Pro Thr Arg Gly Gly 

250 255 260 

999 9 a 9 gta 9 a 9 9 CC ct 9 aca gtc gta ccc caa gga cag cag ggc eta 1051 
Gly Glu Val Glu Ala Leu Thr Val Val Pro Gin Gly Gin Gin Gly Leu 
265 270 275 

gca gtc ttc acc tct gag tea ggc tag gggee tccccttctc atcctcccca 1103 
Ala Val Phe Thr Ser Glu Ser Gly * 
280 285 

cccccccgcc aaggttctca cactggcctg ggcttgggtg cccatatagg aggtctgtat 1163 

gttcaccaac agtgcagagg ggtcacacat tgcaaaacac tgcccagaac agtaaaaaga 1223 
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gcctgcatgc caaaaaaaaa aaa 1246 



<210> 924 
<211> 530 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45) . . (449) 

<400> 924 

tagtccagtg tggtggaatt caaaacacac ttgataactg aagg atg atg aag tgt 56 

Met Met Lys Cys 

. 1 

cca cag get tta eta get ate ttt tgg ctt eta ctg age tgg gtg age 104 
Pro Gin Ala Leu Leu Ala lie Phe Trp Leu Leu Leu Ser Trp Val Ser 
5 10 15 20 

agt gaa gac aag gtg gta caa age cct eta tct ctg gtt gtc cac gag 152 
Ser Glu Asp Lys Val Val Gin Ser Pro Leu Ser Leu Val Val His Glu 

25 30 35 

gga gac acc gta act etc aat tgc agt tat gaa gtg act aac ttt cga 200 
Gly Asp Thr Val Thr Leu Asn Cys Ser Tyr Glu Val Thr Asn Phe Arg 

40 45 50 

age eta eta tgg tac aag cag gaa aag aaa get ccc aca ttt eta ttt 248 
Ser Leu Leu Trp Tyr Lys Gin Glu Lys Lys Ala Pro Thr Phe Leu Phe 
55 60 65 

atg eta act tea agt gga att gaa aag aag tea gga aga eta agt age 296 
Met Leu Thr Ser Ser Gly lie Glu Lys Lys Ser Gly Arg Leu Ser Ser 
70 75 80 

ata tta gat aag aaa gaa ctt tec age ate ctg aac ate aca gee acc 344 
lie Leu Asp Lys Lys Glu Leu Ser Ser lie Leu Asn lie Thr Ala Thr 
85 90 95 100 

cag acc gga gac teg gee ate tac etc tgt get gtg gag gca cag tgc 3 92 

Gin Thr Gly Asp Ser Ala lie Tyr Leu Cys Ala Val Glu Ala Gin Cys 

105 110 115 

tec eta gtc acc tgc age ctg tac tea aat tct aca get gag get ctg 440 
Ser Leu Val Thr Cys Ser Leu Tyr Ser Asn Ser Thr Ala Glu Ala Leu 

120 125 130 

» 

caa ctg taa gatgggg aacttgetae attgagcaag ccctcaaaaa taaactatac 496 
Gin Leu * 
135 

ggaaaagcag ttattggtca aaaaaaaaaa aaaa 530 



<210> 925 
<211> 2243 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94) . . (1341) 

<400> 925 

ccggaattcc cgggtcgacc cacgcgtccg cggacgcgtg ggcggaggtc tttggcgttc 60 

agactcttag ctgaacgcgg agctgcggcg get atg ctg tgg age ggc tgc egg 114 

Met Leu Trp Ser Gly Cys Arg 
1 5 

cgt ttc ggg gcg cgc etc ggc tgc ctg ccc ggc ggt etc egg gtc etc 162 
Arg Phe Gly Ala Arg Leu Gly Cys Leu Pro Gly Gly Leu Arg Val Leu 
10 15 20 

gtc cag acc ggc cac egg age ttg ace tec tgc ate gac cct tec atg 210 
Val Gin Thr Gly His Arg Ser Leu Thr Ser Cys lie Asp Pro Ser Met 
25 30 35 

gga ctt aat gaa gag cag aaa gaa ttt caa aaa gtg gee ttt gac ttt 258 
Gly Leu Asn Glu Glu Gin Lys Glu Phe Gin Lys Val Ala Phe Asp Phe 
40 45 50 55 

get gee cga gag atg get cca aat atg gca gag tgg gac cag aag gag 306 
Ala Ala Arg Glu Met Ala Pro Asn Met Ala Glu Trp Asp Gin Lys Glu 

60 65 70 

ctg ttc cca gtg gat gtg atg egg aag gca gee cag eta ggc ttc gga 354 
Leu Phe Pro Val Asp Val Met Arg Lys Ala Ala Gin Leu Gly Phe Gly 

75 80 85 

ggg gtc tac at a caa aca gat gtg ggc ggg tct ggg ctg tea cgt ctt 402 
Gly Val Tyr He Gin Thr Asp Val Gly Gly Ser Gly Leu Ser Arg Leu 
90 95 100 

gat acc tct gtc att ttt gaa gee ttg get aca ggc tgc acc age acc 450 
Asp Thr Ser Val He Phe Glu Ala Leu Ala Thr Gly Cys Thr Ser Thr 
105 110 115 

aca gee tat ata age ate cac aac atg tgt gee tgg atg att gat age 498 
Thr Ala Tyr He Ser He His Asn Met Cys Ala Trp Met lie Asp Ser 
120 125 130 135 

ttc gga aat gag gaa cag agg cac aaa ttt tgc cca ccg etc tgt acc 546 
Phe Gly Asn Glu Glu Gin Arg His Lys Phe Cys Pro Pro Leu Cys Thr 

140 145 150 

atg gag aag ttt get tec tac tgc etc act gaa cca gga agt ggg agt 594 
Met Glu Lys Phe Ala Ser Tyr Cys Leu Thr Glu Pro Gly Ser Gly Ser 

155 160 165 

gat get gee tct ctt ctg acc tec get aag aaa cag gga gat cat tac 642 
Asp Ala Ala Ser Leu Leu Thr Ser Ala Lys Lys Gin Gly Asp His Tyr 
170 175 180 



ate etc aat ggc tec aag gee ttc ate agt ggt get ggt gag tea gac 690 
lie Leu Asn Gly Ser Lys Ala Phe lie Ser Gly Ala Gly Glu Ser Asp 
185 190 195 

ate tat gtg gtc atg tgc cga aca gga gga cca ggc ccc aag ggc ate 738 
lie Tyr Val Val Met Cys Arg Thr Gly Gly Pro Gly Pro Lys Gly lie 
200 205 210 215 
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tea tgc ata gtt gtt gag aag ggg acc cct ggc etc age ttt ggc aag 786 
Ser Cys lie Val Val Glu Lys Gly Thr Pro Gly Leu Ser Phe Gly Lys 

220 225 230 

aag gag aaa aag gtg ggg tgg aac tec cag cca aca cga get gtg ate 834 
Lys Glu Lys Lys Val Gly Trp Asn Ser Gin Pro Thr Arg Ala Val lie 

235 240 245 

ttc gaa gac tgt get gtc cct gtg gee aac aga att ggg age gag ggg 882 
Phe Glu Asp Cys Ala Val Pro Val Ala Asn Arg lie Gly Ser Glu Gly 
250 255 260 

ca 9T ggc ttc etc att gee gtg aga gga ctg aac gga ggg agg ate aat 930 
Gin Gly Phe Leu He Ala Val Arg Gly Leu Asn Gly Gly Arg He Asn 
265 270 275 

att get tec tgc tec ctg ggg get gec cac gee tct gtc ate etc acc 978 
lie Ala Ser Cys Ser Leu Gly Ala Ala His Ala Ser Val He Leu Thr 
280 285 290 295 

cga gac cac etc aat gtc egg aag cag ttt gga gag cct ctg gec agt 1026 
Arg Asp His Leu Asn Val Arg Lys Gin Phe Gly Glu Pro Leu Ala Ser 

300 305 310 

aac cag tac ttg caa ttc aca ctg get gat atg gca aca agg ctg gtg 1074 
Asn Gin Tyr Leu Gin Phe Thr Leu Ala Asp Met Ala Thr Arg Leu Val 

315 320 325 

gee gcg egg ctg atg gtc cgc aat gca gca gtg get ctg cag gag gag 1122 
Ala Ala Arg Leu Met Val Arg Asn Ala Ala Val Ala Leu Gin Glu Glu 
330 335 340 

agg aag gat gca gtg gec ttg tgc tec atg gee aag etc ttt get aca 1170 
. Arg Lys Asp Ala Val Ala Leu Cys Ser Met Ala Lys Leu Phe Ala Thr 
345 350 355 

gat gaa tgc ttt gee ate tgc aac cag gec ttg cag atg cac ggg ggc 1218 
Asp Glu Cys Phe Ala He Cys Asn Gin Ala Leu Gin Met His Gly Gly 
360 365 370 375 

tac ggc tac ctg aag gat tac get gtt cag cag tac gtg egg gac tec 1266 
Tyr Gly Tyr Leu Lys Asp Tyr Ala Val Gin Gin Tyr Val Arg Asp Ser 

380 385 390 

agg gtc cac cag att eta gaa ggt age aat gaa gtg atg agg ata ctg 1314 
Arg Val His Gin He Leu Glu Gly Ser Asn Glu Val Met Arg He Leu 

395 400 405 

ate tct aga age ctg ctt cag gag tag aaccc acacttgttc tggcctggtg 1366 
He Ser Arg Ser Leu Leu Gin Glu * 
410 415 

1426 
1486 
1546 
1606 
1666 
1726 



ttcagtgcga 


ctgcagtcag 


tgttgagtgg 


tgccatgtgg 


gccgctctat 


tccaaaggaa 


tcatggatta 


gacccaaggg 


ctgagctcct 


ctagggcagg 


acctgcaccc 


tgtgtgttgg 


caccagcatc 


gggtcttgga 


ctggggcaga 


atccccagtg 


gaaccggaag 


agctggactg 


atgagaaaca 


tcagaagaac 


acatactacc 


ttgttttcct 


aatgccagaa 


gggtgaccag 


tgaagattca 


ccgtcaaacc 


atgaaagtcc 


tttcttggat 


ccactttatc 


ttgattagtc 


tgeattttae 


tagttcactg 


gatccctcct 


etaggggect 


ggggactttc 


actgatgetc 
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ttcctgattc 


tagagcaaag 


gtgtgggaag gggaaatgga ggaatgccct 


cctgtctgtg 


1786 


tcgttctctg 


tgccacagct 


acagatgcag aaggtttctc 


tggatagcac 


acctctgaat 


1846 


gtaaatcatg 


ataaaatgga 


tatttggaaa cttactccta 


agctgtgatt 


tagggtgtat 


1906 


ttctacttct 


ggactgcctc 


aatatcaagg gctgagactt 


ttgaattttg 


aatattcgtt 


1966 


gggtttcatg 


ttaagaagcc 


tgtggtctag gagtgctatt 


cagtgtttct 


tttcctgata 


2026 


aacactttga 


atattttttt 


tgtgtttttg tttccttttc 


tgaagctgtt 


cctcctttta 


2086 


aatattttta 


atcacattga 


taaaatctat ccttcaccac 


ctctggttct 


actatagttg 


2146 


atttttattt 


taaatgttta 


attgtatttg attaaacact 


taactggatt 


ttggaataat 


2206 


aaaactctcg 


tccaatttgg 


cttttaaaaa aaaaaaa 






2243 



<210> 926 

<211> 1014 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (141) . . (986) 

<400> 926 

tcggcctgac ttcccgggtc gacgatttcg tcttccggct gtcaagctcc cggccgggct 60 

gactcaagcg gaggcgcgcg gaacagtcgc cgaggcgatt cccgcccagg ctcctgtaac 120 

cgccaggcag tggccccgcc atg tec cag ccc egg acc cca gag cag gca 170 

Met Ser Gin Pro Arg Thr Pro Glu Gin Ala 
15 10 

ctg gat aca ccg ggg gac tgc ccc cca ggc agg aga gac gag gac get 218 
Leu Asp Thr Pro Gly Asp Cys Pro Pro Gly Arg Arg Asp Glu Asp Ala 

15 20 25 

ggg gag ggg ate cag tgc tec caa cgc atg etc age ttc agt gac gee 266 
Gly Glu Gly lie Gin Cys Ser Gin Arg Met Leu Ser Phe Ser Asp Ala 

30 35 40 

ctg ctg tec ate ate gec acc gtc atg ate ctg cct gtg acc cac acg 314 
Leu Leu Ser lie lie Ala Thr Val Met lie Leu Pro Val Thr His Thr 
45 50 55 

gag ate tec cca gaa cag cag ttc gac aga agt gta cag agg ctt ctg 362 
Glu lie Ser Pro Glu Gin Gin Phe Asp Arg Ser Val Gin Arg Leu Leu 
60 65 70 



gca aca egg att gee gtc tac ctg atg acc ttt etc ate gtg aca gtg 410 
Ala Thr Arg lie Ala Val Tyr Leu Met Thr Phe Leu He Val Thr Val 
75 80 85 90 

gee tgg gca gca cac aca agg ttg ttc caa gtt gtt ggg aaa aca gac 458 
Ala Trp Ala Ala His Thr Arg Leu Phe Gin Val Val Gly Lys Thr Asp 

95 100 105 
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gac aca ctt gcc ctg etc aac ctg gec tgc atg aag acc ate acc ttc 506 
Asp Thr Leu Ala Leu Leu Asn Leu Ala Cys Met Lys Thr lie Thr Phe 

110 115 120 

ctg cct tac acg ttt teg tta atg gtg acc ttc cct gat gtg cct ctg 554 
Leu Pro Tyr Thr Phe Ser Leu Met Val Thr Phe Pro Asp Val Pro Leu 
125 130 135 

ggc ate ttc ttg ttc tgt gtg tgt gtg ate gcc att ggg gtc gtg cag 602 
Gly lie Phe Leu Phe Cys Val Cys Val He Ala He Gly Val Val Gin 
140 145 150 

gca ctg att gtg ggg tac gca ttc cac ttc ccg cac ctg ctg age ccg 650 
Ala Leu He Val Gly Tyr Ala Phe His Phe Pro His Leu Leu Ser Pro 
155 160 165 170 

cag ate cag cgc tct gcc cac agg get ctg tac cga cga cac gtc ctg 698 
Gin lie Gin Arg Ser Ala His Arg Ala Leu Tyr Arg Arg His Val Leu 

175 180 185 

ggc ate gtc etc caa ggc ccg gcc ctg tgc ttt gca gcg gcc ate ttc 746 
Gly He Val Leu Gin Gly Pro Ala Leu Cys Phe Ala Ala Ala He Phe 

190 195 200 

tct etc ttc ttt gtc ccc ctg tct tac ctg ctg atg gtg act gtc ate 794 
Ser Leu Phe Phe Val Pro Leu Ser Tyr Leu Leu Met Val Thr Val He 
205 210 215 

etc etc ccc tat gtc age aag gtc acc ggc tgg tgc aga gac agg etc 842 
Leu Leu Pro Tyr Val Ser Lys Val Thr Gly Trp Cys Arg Asp Arg Leu 
220 22 5 230 

ctg ggc cac agg gag ccc teg get cac cca gtg gaa gtc ttc teg ttt 890 
Leu Gly His Arg Glu Pro Ser Ala His Pro Val Glu Val Phe Ser Phe 
235 240 245 250 

gac etc cac gag cca etc age aag gag cgc gtg gaa gcc ttc age gac 938 
Asp Leu His Glu Pro Leu Ser Lys Glu Arg Val Glu Ala Phe Ser- Asp 

255 260 265 

gga gtc tac gcc ate gtg gcc acg ctt etc ate ctg gac ate tgg tga 986 
Gly Val Tyr Ala He Val Ala Thr Leu Leu He Leu Asp He Trp * 

270 275 280 

ggaccccgcg tcacctgccc cagctatt 1014 



<210> 927 

<211> 1893 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (289) . . (1317) 
<220> 

<221> misc_feature 
<222> (1) . . . (1893) 
<223> n = a,t,c or g 

<400> 927 
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cagggtgatg gatatctgca gaattcggct tactcactat agggctcgag cggccgcccg 60 

ggcaggtgca gaacagaaca ctttctcatg tccagggtca gattacaaga gcactcaaga 120 

ctttactgac gaaaactcag gaaatcctct atcacaaaga ggtttggcaa ctaaactaag 180 

acattaaaag gaaaatacca gatgccactc tgcaggctgc aataactact acttactgga 240 

tacattcaaa ccctccagaa tcaacagtta tcaggtaacc aacaagaa atg caa gcc 297 

Met Gin Ala 
1 

gtc gac aat etc acc tct gcg cct ggg aac acc agt ctg tgc acc aga 345 
Val Asp Asn Leu Thr Ser Ala Pro Gly Asn Thr Ser Leu Cys Thr Arg 
5 10 15 

gac tac aaa ate acc cag gtc etc ttc cca ctg etc tac act gtc ctg 393 
Asp Tyr Lys lie Thr Gin Val Leu Phe Pro Leu Leu Tyr Thr Val Leu 
20 25 30 35 

ttt ttt gtt gga ctt ate aca aat ggc ctg gcg atg agg' att ttc ttt 441 
Phe Phe Val Gly Leu lie Thr Asn Gly Leu Ala Met Arg lie Phe Phe " 

40 45 50 

caa ate egg agt aaa tea aac ttt att att ttt ctt aag aac aca gtc 489 
Gin lie Arg Ser Lys Ser Asn Phe lie lie Phe Leu Lys Asn Thr Val 

55 60 65 

att tct gat ctt etc atg att ctg act ttt cca ttc aaa att ctt agt 537 
lie Ser Asp Leu Leu Met lie Leu Thr Phe Pro Phe Lys lie Leu Ser 
70 75 80 

gat gcc aaa ctg gga aca gga cca ctg aga act ttt gtg tgt caa gtt 585 
Asp Ala Lys Leu Gly Thr Gly Pro Leu Arg Thr Phe Val Cys Gin Val 
85 90 95 

acc tec gtc ata ttt tat ttc aca atg tat ate agt att tea ttc ctg 633 
Thr Ser Val lie Phe Tyr Phe Thr Met Tyr lie Ser lie Ser Phe Leu 
100 105 110 115 

gga ctg ata act ate gat cgc tac cag aag acc acc agg cca ttt aaa 681 
Gly Leu lie Thr lie Asp Arg Tyr Gin Lys Thr Thr Arg Pro Phe Lys 

120 125 130 

aca tec aac ccc aaa aat etc ttg ggg get aag att etc tct gtt gtc 729 
Thr Ser Asn Pro Lys Asn Leu Leu Gly Ala Lys lie Leu Ser Val Val 

135 140 145 

ate tgg gca ttc atg ttc tta etc tct ttg cct aac atg att ctg acc 777 
lie Trp Ala Phe Met Phe Leu Leu Ser Leu Pro Asn Met lie Leu Thr 
150 155 160 

aac agg cag ccg aga gac aag aat gtg aag aaa tgc tct ttc ctt aaa 825 
Asn Arg Gin Pro Arg Asp Lys Asn Val Lys Lys Cys Ser Phe Leu Lys 
165 170 175 

tea gag ttc ggt eta gtc tgg cat gaa ata gta aat tac ate tgt caa 873 
Ser Glu Phe Gly Leu Val Trp His Glu He Val Asn Tyr He Cys Gin 
180 185 190 195 

gtc att ttc tgg att aat ttc tta att gtt att gta tgt tat aca etc 921 
Val He Phe Trp He Asn Phe Leu He Val He Val Cys Tyr Thr Leu 

200 205 210 
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att aca aaa gaa ctg tac egg tea tac gta aga acg agg ggt gta ggt 
lie Thr Lys Glu Leu Tyr Arg Ser Tyr Val Arg Thr Arg Gly Val Gly 

215 220 225 



969 



aaa gtc ccc agg aaa aag gtg aac gtc aaa gtt ttc att ate att get 1017 
Lys Val Pro Arg Lys Lys Val Asn Val Lys Val Phe He lie He Ala 
230 235 240 

gta ttc ttt att tgt ttt gtt cct ttc cat ttt gcc cga att cct tac 1065 
Val Phe Phe He Cys Phe Val Pro Phe His Phe Ala Arg He Pro Tyr 
245 250 255 

acc ctg age caa acc egg gat gtc ttt gac tgc act get gaa aat act 1113 
Thr Leu Ser Gin Thr Arg Asp Val Phe Asp Cys Thr Ala Glu Asn Thr 
260 265 270 275 

ctg ttc tat gtg aaa gag age act ctg tgg tta act tec tta aat gca 1161 
Leu Phe Tyr Val Lys Glu Ser Thr Leu Trp Leu Thr Ser Leu Asn Ala 

280 285 290 

tgc ctg gat ccg ttc ate tat ttt ttc ctt tgc aag tec ttc aga aat 1209 
Cys Leu Asp Pro Phe He Tyr Phe Phe Leu Cys Lys Ser Phe Arg Asn 

295 300 305 

tec ttg ata agt atg ctg aag tgc ccc aat tct gca aca tct ctg tec 1257 
Ser Leu He Ser Met Leu Lys Cys Pro Asn Ser Ala Thr Ser. Leu Ser 
310 315 320 

cag gac aat agg aaa aaa gaa cag gat ggt ggt gac cca aat gaa gag 13 05 

Gin Asp Asn Arg Lys Lys Glu Gin Asp Gly Gly Asp Pro Asn Glu Glu 
325 330 335 

act cca atg taa aca aattaactaa ggaaatattt caatctcttt gtgttcagaa 1360 

Thr Pro Met * 

340 

ctcgttaaag caaagegcta agtaaaaata ttaactgacg aagaagcaac taagttaata 1420 

ataatgactc taaagaaaca gaagattaca aaagcaattt tcatttacct ttccagtatg 1480 

aaaagctatc ttaaaatata gaaaactaat ctaaactgta gctgtattag cagcaaaaca 1540 

aacgacatcc aattgtcatg ctgcatgcaa aactacacag aattcatgtt ttgcagagtt 1600 

ttgccaaaat gagtaatcat ataatattta ctgtaatttt taaaatacat tategttcac 1660 

aattttattt tttcataatc cactaaggga agaacgatca attggatata atcttcttac 1720 

caaaaaatga tagntaaaat gtatataata tctagtcccc taaccaaaat ncttgaccta 1780 

ttgggatact taataaaaaa ttaaagtaag tgggataccc caaagaaata ataactattt 1840 

aactttttca tttattagee aaaaacccta aggggattta aacctaattg gga 1893 



<210> 928 
<211> 627 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
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<220> 

<221> misc_f eature 
<222> (1) . . . (627) 
<223> n = a,t,c or g 

<400> 928 

atttggccct cgaggccaag aattcggcac gaggacacaa ctgtgttcac tagcaacctc 60 

aaacagacac c atg gtg cac ctg act cct gag gag aag tct gcc gtt act 110 

Met Val His Leu Thr Pro Glu Glu Lys Ser Ala Val Thr 
15 10 

gcc ctg tgg ggc aag gtg aac gtg gat gaa gtt ggt ggt gag gcc ctg 158 
Ala Leu Trp Gly Lys Val Asn Val Asp Glu Val Gly Gly Glu Ala Leu 
15 20 25 

ggc agg ctg ctg gtg gtc tac cct tgg acc cag agg ttc ttt gag tec 206 
Gly Arg Leu Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser 
30 35 40 45 

ttt ggg gat ctg tec act cct gat get gtt atg ggc aac cct aag gtg 254 
Phe Gly Asp Leu Ser Thr Pro Asp Ala Val Met Gly Asn Pro Lys Val 

50 55 60 

aag get cat ggc aag aaa gtg etc ggt gcc ttt agt gat ggc ctg get 302 
Lys Ala His Gly Lys Lys Val Leu Gly Ala Phe Ser Asp Gly Leu Ala 

65 70 75 

cac ctg gac aac etc aag ggc acc ttt gcc aca ctg agt gag ctg cac 350 
His Leu Asp Asn Leu Lys Gly Thr Phe Ala Thr Leu Ser Glu Leu His 
80 85 90 

tgt gac aag ctg cac gtg gat cct gag aac ttc agg etc ctg ggc aac 398 
Cys Asp Lys Leu His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn 
95 100 105 

gtg ctg gtc tgt gtg ctg gcc cat cac ttt ggc aaa gaa ttc acc cca 446 
Val Leu Val Cys Val Leu Ala His His Phe Gly Lys Glu Phe Thr Pro 
110 115 120 125 

cca gtt gca ggc ttg cct ate aga aag ttg gtg get ggt tgt ggc taa 494 
Pro Val Ala Gly Leu Pro He Arg Lys Leu Val Ala Gly Cys Gly * 

130 135 140 

tgccctggcc cacaagtaat cacttaagcc tcgctttcct tgctggtcca atttccaatt 554 

aaaaggttcc tttggttccc taagtccaaa tacttaaacn ggggggatat tattgaaagg 614 

gecttgagaa tct 627 



<210> 929 

<211> 2402 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (295) . . (1962) 



2569 



WO 01/57190 ~ PCT7US01/04098 



<400> 929 

gcccgttgta ccgccccgga attcccgggt cgacccacgc gtccgaccac gcgtacgccc 60 

acgcgtgcgg ctcaaggcat ttgggaagtg caaaatgaca tgcaccccct ctggaggggc 120 

gcacctttga agtcacctgg accaaggaaa ggccctgccc tgaaggctgg tcacttgcag 180 

aggtaaactc ccctctttga cttctggcca gggtttgtgc tgagctggct gcagccgctc 240 

tcagcctcgc tccgggcacg tcgggcagcc tcgggccctc ctgcctgcag gate atg 297 

Met 
1 

ccc acc acc gtg gac gat gtc ctg gag cat gga ggg gag ttt cac ttt 345 
Pro Thr Thr Val Asp Asp Val Leu Glu His Gly Gly Glu Phe His Phe 

5 10 15 

ttc cag aag caa atg ttt ttc etc ttg get ctg etc teg get acc ttc 393 
Phe Gin Lys Gin Met Phe Phe Leu Leu Ala Leu Leu Ser Ala Thr Phe 
20 25 30 

gcg ccc ate tac gtg ggc ate gtc ttc ctg ggc ttc acc cct gac cac 441 
Ala Pro lie Tyr Val Gly He Val Phe Leu Gly Phe Thr Pro Asp His 
35 40 45 

cgc tgc egg age ccc gga gtg gee gag ctg agt ctg cgc tgc ggc tgg 489 
Arg Cys Arg Ser Pro Gly Val Ala Glu Leu Ser Leu Arg Cys Gly Trp 
50 55 60 65 

agt cct gca gag gaa ctg aac tac acg gtg ccg ggc cca gga cct gcg 537 
Ser Pro Ala Glu Glu Leu Asn Tyr Thr Val Pro Gly Pro Gly Pro Ala 

70 75 80 

ggc gaa gee tec cca aga cag tgt agg cgc tac gag gtg gac tgg aac 585 
Gly Glu Ala Ser Pro Arg Gin Cys Arg Arg Tyr Glu Val Asp Trp Asn 

85 90 95 

cag age acc ttt gac tgc gtg gac ccc ctg gee age ctg gac acc aac 633 
Gin Ser Thr Phe Asp Cys Val Asp Pro Leu Ala Ser Leu Asp Thr Asn 
100 105 110 

agg age cgc ctg cca ctg ggc ccc tgc egg gac ggc tgg gtg tac gag 681 
Arg Ser Arg Leu Pro Leu Gly Pro Cys Arg Asp Gly Trp Val Tyr Glu 
115 120 125 

acg cct ggc teg tec ate gtc acc gag ttt aac ctg gta tgt gee aac 729 
Thr Pro Gly Ser Ser He Val Thr Glu Phe Asn Leu Val Cys Ala Asn 
130 135 140 145 

tec tgg atg ttg gac eta ttc cag tea tea gtg aat gta gga ttc ttt 777 
Ser Trp Met Leu Asp Leu Phe Gin Ser Ser Val Asn Val Gly Phe Phe 

150 155 160 

att ggc tct atg agt ate ggc tac ata gca gac agg ttt ggc cgt aag 825 
He Gly Ser Met Ser He Gly Tyr He Ala Asp Arg Phe Gly Arg Lys 

165 170 175 

etc tgc etc eta act aca gtc etc ata aat get gca get gga gtt etc 873 
Leu Cys Leu Leu Thr Thr Val Leu He Asn Ala Ala Ala Gly Val Leu 
180 185 .190 

atg gee att tec cca acc tat acg tgg atg tta att ttt cgc tta ate 921 
Met Ala He Ser Pro Thr Tyr Thr Trp Met Leu He Phe Arg Leu He 
195 200 205 
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caa gga ctg gtc age aaa gca ggc tgg tta ata ggc tac ate ctg att 969 
Gin Gly Leu Val Ser Lys Ala Gly Trp Leu He Gly Tyr He Leu He 
210 215 220 225 

aca gaa ttt gtt ggg egg aga tat egg aga aca gtg ggg att ttt tac 1017 
Thr Glu Phe Val Gly Arg Arg Tyr Arg Arg Thr Val Gly He Phe Tyr 

230 235 240 

caa gtt gee tat aca gtt ggg etc ctg gtg eta get ggg gtg get tac 1065 
Gin Val Ala Tyr Thr Val Gly Leu Leu Val Leu Ala Gly Val Ala Tyr 

245 250 255 

gca ctt cct cac tgg agg tgg ttg cag ttc aca gtt get ctg ccc aac 1113 
Ala Leu Pro His Trp Arg Trp Leu Gin Phe Thr Val Ala Leu Pro Asn 
' 260 265 270 

ttc ttc ttc ttg etc tat tac tgg tgc ata cct gag tct ccc agg tgg 1161 
Phe Phe Phe Leu Leu Tyr Tyr Trp Cys He Pro Glu Ser Pro Arg Trp 
275 280 285 

ctg ate tec cag aat aag aat get gaa gee atg aga ate att aag cac 1209 
Leu He Ser Gin Asn Lys Asn Ala Glu Ala Met Arg He He Lys His 
290 295 300 305 

ate gca aag aaa aat gga aaa tct eta ccc gee tec ctt cag cgc ctg 1257 
He Ala Lys Lys Asn Gly Lys Ser Leu Pro Ala Ser Leu Gin Arg Leu 

310 315 320 

aga ctt gaa gag gaa act ggc aag aaa ttg aac cct tea ttt ctt gac 1305 
Arg Leu Glu Glu Glu Thr Gly Lys Lys Leu Asn Pro Ser Phe Leu Asp 

325 330 335 

ttg gtc aga act cct cag ata agg aaa cat act atg ata ttg atg tac 1353 
Leu Val Arg Thr Pro Gin He Arg Lys His Thr Met He Leu Met Tyr 
340 345 350 

aac tgg ttc acg age tct gtg etc tac cag ggc etc ate atg cac atg * 1401 
Asn Trp Phe Thr Ser Ser Val Leu Tyr Gin Gly Leu He Met His Met 
355 360 365 

ggc ctt gca ggt gac aat ate tac ctg gat ttc ttc tac tct gec ctg 1449 
Gly Leu Ala Gly Asp Asn He Tyr Leu Asp Phe Phe Tyr Ser Ala Leu 
370 375 380 385 

gtt gaa ttc cca get gec ttc atg ate ate etc ace ate gac cgc ate 1497 
Val Glu Phe Pro Ala Ala Phe Met He He Leu Thr He Asp Arg He 

390 395 400 

gga cgc cgt tac cct tgg get gca tea aat atg gtt gca ggg gca gee 1545 
Gly Arg Arg Tyr Pro Trp Ala Ala Ser Asn Met Val Ala Gly Ala Ala 

405 410 ' 415 

tgt ctg gee tea gtt ttt ata cct ggt gat eta caa tgg eta aaa att 1593 
Cys Leu Ala Ser Val Phe He Pro Gly Asp Leu Gin Trp Leu Lys He 
420 425 430 

att ate tea tgc ttg gga aga atg ggg ate aca atg gee tat gag ata 1641 
He He Ser Cys Leu Gly Arg Met Gly He Thr Met Ala Tyr Glu He 
435 440 445 

gtc tgc ctg gtc aat get gag ctg tac ccc aca ttc att agg aat ctt 1689 
Val Cys Leu Val Asn Ala Glu Leu Tyr Pro Thr Phe He Arg Asn Leu 
450 455 460 465 
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ggc gtc cac ate tgt tec tea atg tgt gac att ggt ggc ate ate acg 1737 
Gly Val His lie Cys Ser Ser Met Cys Asp lie Gly Gly lie He Thr 

470 475 480 

cca ttc ctg gtc tac egg etc act aac ate tgg ctt gag etc ccg ctg 1785 
Pro Phe Leu Val Tyr Arg Leu Thr Asn He Trp Leu Glu Leu Pro Leu 

485 490 495 

atg gtt ttc ggc gta ctt ggc ttg gtt get gga ggt ctg gtg ctg ttg 1833 
Met Val Phe Gly Val Leu Gly Leu Val Ala Gly Gly Leu Val Leu Leu 
500 505 510 

ctt cca gaa act aaa ggg aaa get ttg cct gag ace ate gag gaa gee 1881 
Leu Pro Glu Thr Lys Gly Lys Ala Leu Pro Glu Thr He Glu Glu Ala 
515 520 525 

gaa aat atg caa aga cca aga aaa aat aaa gaa aag atg att tac etc 1929 
Glu Asn Met Gin Arg Pro Arg Lys Asn Lys Glu Lys Met He Tyr Leu 
530 535 540 545 

caa gtt cag aaa eta gac att cca ttg aac taa gaagagag accgttgctg 1980 
Gin Val Gin Lys Leu Asp He Pro Leu Asn * 

550 555 

ctgtcatgac ctagctttga tggcagcaag accaaaagta gaaatccctg cactcatcac 2040 

aaageccata caactcaacc aaacttaccc ctgagcccta tcaacctagg tctacagcca * 2100 

gtggagtcta ttgtacactg tggaaaaata cccatgggac cagatcctgc caaattcttc 2160 

cagctcactt tattctcagc attcctagga cattggacat tggttttctg gagggttttt 222 0 

tttccatctt tgtatttttt taaatttgat tcttttcttt geaatgetat ctaaccagaa 2280 

tacatagggg aactgtgggc taggcaaaca aaatagaaaa aagtgtgaaa aacagtaaag 2340 

ttgggagagg agcatctatt ttcttaaaga aataaaacac ccaaaacaat aaaaaaaaaa 2400 

aa 2402 



<210> 930 

<211> 2029 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (69) . . (917) 

<220> 

<221> misc_feature 

<222> (1) . . . (2029) 

<223> n = a,t,c or g 

<400>. 930 

ccggaattcc cgggtcgacc cacgcgtccg cccacgcgtc cgtggactct cagattcttt 60 

actatgea atg ttg ggg gtg aat ccc cgc ttt gac tea get tec tec age 110 
Met Leu Gly Val Asn Pro Arg Phe Asp Ser Ala Ser Ser Ser 
1 5 10 
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tac tat ttg gac atg cac age etc ccc cat gtc ate aac cca gtg gag 158 
Tyr Tyr Leu Asp Met His Ser Leu Pro His Val lie Asn Pro Val Glu 
15 20 25 30 

tec egg ctg gga tec agt get gee tec ttg tac cct gtg etc aac ttt 206 
Ser Arg Leu Gly Ser Ser Ala Ala Ser Leu Tyr Pro Val Leu Asn Phe 

35 40 45 

eta etc tac gtg cct gag ctt gca cac tea ccg ctg tac att cag gac 254 
Leu Leu Tyr Val Pro Glu Leu Ala His Ser Pro Leu Tyr lie Gin Asp 

50 55 60 

aag gat ggc get cca gtg gee ace aat gee ttc cat agt ccc cgc tgg 302 
Lys Asp Gly Ala Pro Val Ala Thr Asn Ala Phe His Ser Pro Arg Trp 
65 70 75 

ggt ggc att atg gta tat aat gtt gac tec aaa ace tat aat gee tea 350 
Gly Gly lie Met Val Tyr Asn Val Asp Ser Lys Thr Tyr Asn Ala Ser 
80 85 90 

gtg ctg cca gtg aga gtc gag gtg gac atg gtg cga gtg atg gag gtg 3 98 

Val Leu Pro Val Arg Val Glu Val Asp Met Val Arg Val Met Glu Val 
95 100 105 110 

ttc ctg gca cag ttg egg ttg etc ttt ggg att get cag ccc cag ctg 446 
Phe Leu Ala Gin Leu Arg Leu Leu Phe Gly He Ala Gin Pro Gin Leu 

115 120 125 

cct cca aaa tgc ctg ctt tea ggg cct acg agt gaa ggg eta atg acc 494 
Pro Pro Lys Cys Leu Leu Ser Gly Pro Thr Ser Glu Gly Leu Met Thr 

130 135 140 

tgg gag eta gac egg ctg etc tgg get egg tea gtg gag aac ctg gec 542 
Trp Glu Leu Asp Arg Leu Leu Trp Ala Arg Ser Val Glu Asn Leu Ala 
145 150 155 

aca gec acc acc acc ctt acc tec ctg gcg cag ctt ctg ggc aag ate 590 
Thr Ala Thr Thr Thr Leu Thr Ser Leu Ala Gin Leu Leu Gly Lys lie 
160 165 170 

age aac att gtc att aag gac gac gtg gca tct gag gtg tac aag get 638 
Ser Asn He Val He Lys Asp Asp Val Ala Ser Glu Val Tyr Lys Ala 
175 180 185 190 

gta get gee gtc cag aag teg gca gaa gag ttg gcg tct ggg cac ctg 686 
Val Ala Ala Val Gin Lys Ser Ala Glu Glu Leu Ala Ser Gly His Leu 

195 200 205 

gca tct gec ttt gtc gee age cag gaa get gtg aca tec tct gag ctt 734 
Ala Ser Ala Phe Val Ala Ser Gin Glu Ala Val Thr Ser Ser Glu Leu 

210 215 220 

gee ttc ttt gac ccg tea etc etc cac etc ctt tat ttc cct gat gac 782 
Ala Phe Phe Asp Pro Ser Leu Leu His Leu Leu Tyr Phe Pro Asp Asp 
225 230 235 

cag aag ttt gee ate tac ate cca etc ttc ctg cct atg get gtg ccc 830 
Gin Lys Phe Ala He Tyr He Pro Leu Phe Leu Pro Met Ala Val Pro 
240 245 250 

ate etc ctg tec ctg gtc aag ate ttc ctg gag acc cgc aag tec tgg 878 
He Leu Leu Ser Leu Val Lys He Phe Leu Glu Thr Arg Lys Ser Trp 
255 260 265 270 
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aga aag cct gag aag aca gac tgt gta cgt gat ate tga acactcctca 92 7 

Arg Lys Pro Glu Lys Thr Asp Cys Val Arg Asp lie * 





275 


280 








cttcttcccc 


aggacatgat 


gagctacatt gggeccaaga ggacagcagt 


ggtgcggggg 


987 


ataatgeace 


gggaggcett 


taacatcatt ggccgccgca 


tagtccaggt 


ggcccaggcc 


1047 


atgtctttga 


ctgaggatgt 


gettgetget gctctggctg accaccttcc 


agaggacaag 


1107 


tggagcgctg 


agaagaggcg 


gcctctcaag tccagcttgg gctatgagat 


caccttcagt 


1167 


ttactcaacc 


cagaccccaa 


gtcccatgat gtctactggg 


acattgaggg ggctgtccgg 


1227 


cgctatgtgc 


aacctttcct 


gaatgccctc ggtgccgctg gcaacttctc 


tgtggactct 


1287 


cagattcttt 


actatgeaat 


gttgggggtg aatccccgct 


ttgactcagc 


ttcctccagc 


1347 


tactatttgg 


acatgeacag 


cctcccccat gtcatcaacc 


cagtggagtc 


ccggctggga 


1407 


tccagtgctg 


cctccttgta 


ccctgtgctc aactttctac 


tctacgtgcc 


tgagcttgea 


1467 


cactcaccgc 


tgtacattca 


ggacaaggat ggcgctccag 


tggccaccaa 


tgccttccat 


1527 


agtccccgct 


ggggtggcat 


tatggtatat aatgttgact 


ccaaaaccta 


taatgectea 


1587 


gtgctgccag 


tgagagtcga 


ggtggacatg gtgcgagtga 


tggaggtgtt 


cctggcacag 


1647 


ttgcggttgc 


tctttgggat 


tgctcagccc cagctgcctc 


caaaatgect gctttcaggg 


1707 


cctacgagtg 


aagggctaat 


gacctgggag ctagaccggc 


tgctctgggc 


teggtcagtg 


1767 


gagaacctgg 


ccacagccac 


caccaccctt acctccctgg 


cgcagcttct 


gggcaagatc 


1827 


agcaacattg 


tcattaagga 


cgacgtggca tctgaggtgt 


acaaggctgt 


agctgccgtc 


1887 


cagaagtegg 


cagaagagtt 


ggcgtctggg cacctggcat 


ctgcctttgt 


cgccagccag 


1947 


y cieiy c L.y L.y <a 




aaategtega ccegggaatt 


ccggnccggt 


cctgcaggcg 




acaggcttac 


aatggcgagc 


ct 






2029 


<210> 
<211> 
<212> 


931 

3208 

DNA 











<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2364) 

<400> 931 

atg ggg teg acc gac tec aag ctg aac ttc egg aag gcg gtg ate cag 48 
Met Gly Ser Thr Asp Ser Lys Leu Asn Phe Arg Lys Ala Val lie Gin 
15 10 15 

etc acc acc aag acg cag ccc gtg gaa gec acc gat gat gee ttt tgg 96 
Leu Thr Thr Lys Thr Gin Pro Val Glu Ala Thr Asp Asp Ala Phe Trp 

20 25 30 
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gac cag ttc tgg gca gac aca gcc acc teg gtg cag gat gtg ttt gca 144 
Asp Gin Phe Trp Ala Asp Thr Ala Thr Ser Val Gin Asp Val Phe Ala 
35 40 45 

ctg gtg ccg gca gca gag ate egg gcc gtg egg gaa gag tea ccc tec 192 
Leu Val Pro Ala Ala Glu lie Arg Ala Val Arg Glu Glu Ser Pro Ser 
50 55 60 

aac ttg gcc acc ctg tgc tac aag gcc gtt gag aag ctg gtg cag gga 240 
Asn Leu Ala Thr Leu Cys Tyr Lys Ala Val Glu Lys Leu Val Gin Gly 
65 70 75 80 

get gag agt ggc tgc cac teg gag aag gag aag cag ate gtc ctg aac 288 
Ala Glu Ser Gly Cys His Ser Glu Lys Glu Lys Gin He Val Leu Asn 

85 90 95 

tgc age egg ctg etc acc cgc gtg ctg ccc tac ate ttt gag gac ccc 336 
Cys Ser Arg Leu Leu Thr Arg Val Leu Pro Tyr He Phe Glu Asp Pro 

100 105 110 

gac tgg agg ggc ttc ttc tgg tec aca gtg ccc ggg gca ggg cga gga 384 
Asp Trp Arg Gly Phe Phe Trp Ser Thr Val Pro Gly Ala Gly Arg Gly 
115 120 125 

ggg gga gaa gag gat gat gag cat gcc agg ccc ctg gcc gag tec ctg 432 
Gly Gly Glu Glu Asp Asp Glu His Ala Arg Pro Leu Ala Glu Ser Leu 
130 135 140 

etc ctg gcc att get gac ctg etc ttc tgc ccg gac ttc acg gtt cag 4 80 

Leu Leu Ala He Ala Asp Leu Leu Phe Cys Pro Asp Phe Thr Val Gin 
145 150 155 160 

age cac egg agg age act gtg gac teg gca gag gac gtc cac tec ctg 528 
Ser His Arg Arg Ser Thr Val Asp Ser Ala Glu Asp Val His Ser Leu 

165 170 175 

gac age tgt gaa tac ate tgg gag get ggt gtg ggc ttc get cac tec 576 
Asp Ser Cys Glu Tyr He Trp Glu Ala Gly Val Gly Phe Ala His Ser 

180 185 190 

ccc cag cct aac tac ate cac gat atg aac egg atg gag ctg ctg aaa 624 
Pro Gin Pro Asn Tyr He His Asp Met Asn Arg Met Glu Leu Leu Lys 
195 200 205 

ctg ctg ctg aca tgc ttc tec gag gcc atg tac ctg ccc cca get ccg 672 
Leu Leu Leu Thr Cys Phe Ser Glu Ala Met Tyr Leu Pro Pro Ala Pro 
. 210 215 220 

gaa agt ggc age acc aac cca tgg gtt cag ttc ttt tgt tec acg gag 720 
Glu Ser Gly Ser Thr Asn Pro Trp Val Gin Phe Phe Cys Ser Thr Glu 
225 230 235 240 

aac aga cat gcc ctg ccc etc ttc acc tec etc etc aac acc gtg tgt 768 
Asn Arg His Ala Leu Pro Leu Phe Thr Ser Leu Leu Asn Thr Val Cys 

245 250 255 

gcc tat gac cct gtg ggc tac ggg ate ccc tac aac cac ctg etc ttc 816 
Ala Tyr Asp Pro Val Gly Tyr Gly He Pro Tyr Asn His Leu Leu Phe 

260 265 270 

tct gac tac egg gaa ccc ctg gtg gag gag get gcc cag gtg etc att 864 
Ser Asp Tyr Arg Glu Pro Leu Val Glu Glu Ala Ala Gin Val Leu lie 
275 280 285 
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gtc act ttg gac cac gac agt gcc age agt gec age ccc act gtg gac 912 
Val Thr Leu Asp His Asp Ser Ala Ser Ser Ala Ser Pro Thr Val Asp 
290 295 300 

ggc acc acc act ggc acc gcc atg gat gat get gat cct cca ggc cct 960 
Gly Thr Thr Thr Gly Thr Ala Met Asp Asp Ala Asp Pro Pro Gly Pro 
305 310 315 320 

gag aac ctg ttt gtg aac tac ctg tec cgc ate cat cgt gag gag gac 1008 
Glu Asn Leu Phe Val Asn Tyr Leu Ser Arg lie His Arg Glu Glu Asp 

325 330 335 

ttc cag ttc ate etc aag ggt ata gcc egg ctg ctg tec aac ccc ctg 1056 
Phe Gin Phe lie Leu Lys Gly lie Ala Arg Leu Leu Ser Asn Pro Leu 

340 345 350 

etc cag acc tac ctg cct aac tec acc aag aag ate cag ttc cac cag 1104 
Leu Gin Thr Tyr Leu Pro Asn Ser Thr Lys Lys lie Gin Phe His Gin 
355 360 365 

gag ctg eta gtt etc ttc tgg aag etc tgc gac ttc aac aag aaa ttc 1152 
Glu Leu Leu Val Leu Phe Trp Lys Leu Cys Asp Phe Asn Lys Lys Phe 
370 375 380 

etc ttc ttc gtg ctg aag age age gac gtc eta gac ate ctt gtc ccc 1200 
Leu Phe Phe Val Leu Lys Ser Ser Asp Val Leu Asp lie Leu Val Pro 
385 390 395 400 

ate etc ttc ttc etc aac gat gcc egg gcc gat cag tct egg gtg ggc 124 8 

lie Leu Phe Phe Leu Asn Asp Ala Arg Ala Asp Gin Ser Arg Val Gly 

405 410 415 

ctg atg cac att ggt gtc ttc ate ttg ctg ctt ctg age ggg gag egg 1296 
Leu Met His lie Gly Val Phe He Leu Leu Leu Leu Ser Gly Glu Arg 

420 425 430 

aac ttc ggg gtg egg ctg aac aaa ccc tac tea ate cgc gtg ccc atg 1344 
Asn Phe Gly Val Arg Leu Asn Lys Pro Tyr Ser He Arg Val Pro Met 
435 440 445 

gac ate cca gtc ttc aca ggg acc cac gcc gac ctg etc att gtg gtg 1392 
Asp He Pro Val Phe Thr Gly Thr His Ala Asp Leu Leu He Val Val 
450 455 460 

ttc cac aag ate ate acc age ggg cac cag egg ttg cag ccc etc ttc 144 0 
Phe His Lys He He Thr Ser Gly His Gin Arg Leu Gin Pro Leu Phe 
465 470 475 480 

gac tgc ctg etc acc ate gtg gtc aac gtg tec ccc tac etc aag age 1488 
Asp Cys Leu Leu Thr lie Val Val Asn Val Ser Pro Tyr Leu Lys Ser 

485 490 495 

ctg tec atg gtg acc gcc aac aag ttg ctg cac ctg ctg gag gcc ttc 1536- 
Leu Ser Met Val Thr Ala Asn Lys Leu Leu His Leu Leu Glu Ala Phe 

500 505 510 

tec acc acc tgg ttc etc ttc tct gcc gcc cag aac cac cac ctg gtc 1584 
Ser Thr Thr Trp Phe Leu Phe Ser Ala Ala Gin Asn His His Leu Val 
515 520 525 

ttc ttc etc ctg gag gtc ttc aac aac ate ate cag tac cag ttt gat 1632 
Phe Phe Leu Leu Glu Val Phe Asn Asn He He Gin Tyr Gin Phe Asp 
530 535 540 
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ggc aac tec aac ctg gtc tac gec ate ate cgc aag cgc age ate ttc 1680 
Gly Asn Ser Asn Leu Val Tyr Ala lie lie Arg Lys Arg Ser lie Phe 
545 550 555 560 

cac cag ctg gee aac ctg ccc acg gac ccg ccc acc att cac aag gee 1728 
His Gin Leu Ala Asn "Leu Pro Thr Asp Pro Pro Thr He His Lys Ala 

565 570 575 

ctg cag egg cgc egg egg aca cct gag ccc ttg tct cgc acc ggc tec 1776 
Leu Gin Arg Arg Arg Arg Thr Pro Glu Pro Leu Ser Arg Thr Gly Ser 

580 585 590 

cag gag ggc acc tec atg gag ggc tec cgc ccc get gee cct gca gag 1824 
Gin Glu Gly Thr Ser Met Glu Gly Ser Arg Pro Ala Ala Pro Ala Glu 
595 600 605 

cca ggc acc etc aag acc agt ctg gtg get act cca ggc att gac aag 18 72 
Pro Gly Thr Leu Lys Thr Ser Leu Val Ala Thr Pro Gly He Asp Lys 
610 615 620 

ctg acc gag aag tec cag gtg tea gag gat ggc acc ttg egg tec ctg 1920 
Leu Thr Glu Lys Ser Gin Val Ser Glu Asp Gly Thr Leu Arg Ser Leu 
625 630 635 640 

gaa cct gag ccc cag cag age ttg gag gat ggc age ccg get aag ggg 1968 
Glu Pro Glu Pro Gin Gin Ser Leu Glu Asp Gly Ser Pro Ala Lys Gly 

645 650 655 

gag ccc age cag gca tgg agg gag cag egg cga ccg tec acc tea tea 2016 
Glu Pro Ser Gin Ala Trp Arg Glu Gin Arg Arg Pro Ser Thr Ser Ser 

660 665 670 

gee agt ggg cag tgg age cca acg cca gag tgg gtc etc tec tgg aag 2064 
Ala Ser Gly Gin Trp Ser Pro Thr Pro Glu Trp Val Leu Ser Trp Lys 
675 680 685 

teg aag ctg ccg ctg cag acc ate atg agg ctg ctg cag gtg ctg gtt 2112 
Ser Lys Leu Pro Leu Gin Thr He Met Arg Leu Leu Gin Val Leu Val 
690 695 700 

ccg cag gtg gag aag ate tgc ate gac aag ggc ctg acg gat gag tct 2160 
Pro Gin Val Glu Lys He Cys He Asp Lys Gly Leu Thr Asp Glu Ser 
705 710 715 720 

gag ate ctg egg ttc ctg cag cat ggc acc ctg gtg ggg ctg ctg ccc 2208 
Glu He Leu Arg Phe Leu Gin His Gly Thr Leu Val Gly Leu Leu Pro 

725 730 735 

gtg ccc cac ccc ate etc ate cgc aag tac cag gee aac teg ggc act 2256 
Val Pro His Pro He Leu He Arg Lys Tyr Gin Ala Asn Ser Gly Thr 

740 745 750 

gee atg tgg ttc cgc acc tac atg tgg ggc gtc ate tat ctg agg aat 2304 
Ala Met Trp Phe Arg Thr Tyr Met Trp Gly Val He Tyr Leu Arg Asn 
755 760 765 

gtg gac ccc cct gtc tgg tac gac acc gac gtg aag ctg ttt gag ata 2352 
Val Asp Pro Pro Val Trp Tyr Asp Thr Asp Val Lys Leu Phe Glu He 
770 775 780 



cag egg gtg tga gga tgaagecgae gaggggctca gtctagggga aggcagggee 2407 

Gin Arg Val * 

785 
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ttggtccctg aggcttcccc catccaccat tctgagcttt aaattaccac gatcagggcc 2467 

tggaacaggc agagtggccc tgagtgtcat gccctagaga cccctgtggc caggacaatg 2 527 

tgaactggct cagatccccc tcaaccccta ggctggactc acaggagccc catctctggg 2587 

gctatgcccc caccagagac cactgccccc aacactcgga ctccctcttt aagacctggc 2647 

tcagtgctgg cccctcagtg cccacccact cctgtgctac ccagccccag aggcagaagc 2 707 

caatgggtca ctgtgcccta aggggtttga ccagggaacc acgggctgtc ccttgaggtg 2767 

cctggacagg gtaagggggt gcttccagcc tcctaaccca aagccagctg ttccaggctc 2 827 

r 

caggggaaaa aggtgtggcc aggctgctcc tcgaggaggc tgggagctgg ccgactgcaa 2887 

aagccagact ggggcacctc ccgtatcctt ggggcatggt gtggggtggt gagggtctcc 2947 

tgctatattc tcctggatcc gtggaaatag cctggctccc tcttacccag taatgagggg 3007 

cagggaaggg aactgggagg cagccgttta gtcctccctg ccctgcccac tgcctggatg 3067 

gggcgatgcc acccctcatc cttcacccag ctctggcctc tgggtcccac cacccagccc 3127 

cccgtgtcag aacaatcttt gctctgtaca atcggcctct ttacaataaa acctcctgct 3187 

ccacaaaaaa aaaaaaaaaa a 3208 



<210> 932 

<211> 1669 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74) . . (1495) 

<220> 

<221> misc__feature 
<222> (1) . . . (1669) 
<223> n = a,t,c or g 

<400> 932 

attgaatgca tgcaggtacc ggtccggaat tcccgggtcg acccacgcgt ccgctcagtt 60 

ccagcaggct tgg atg caa aat aaa gtt cca att cct get cca aat gag 109 

Met Gin Asn Lys Val Pro lie Pro Ala Pro Asn Glu 
15 10 

gtg ctg aat gac aga aaa gaa gac att aaa ttg gaa gag aag aaa aaa 157 
Val Leu Asn Asp Arg Lys Glu Asp lie Lys Leu Glu Glu Lys Lys Lys 
15 20 25 

aca caa gca gaa att gag caa gaa atg get aca tta caa tat act aac 205 
Thr Gin Ala Glu He Glu Gin Glu Met Ala Thr Leu Gin Tyr Thr Asn 
30 35 40 

cca caa ctt ctg gag caa ctt aaa att gaa aga ctt gca cag aaa caa 253 
Pro Gin Leu Leu Glu Gin Leu Lys He Glu Arg Leu Ala Gin Lys Gin 
45 50 55 60 
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gtt gag caa att cag cct cct ccc tea tct ggc acc cct etc etc gga 3 01 

Val Glu Gin He Gin Pro Pro Pro Ser Ser Gly Thr Pro Leu Leu Gly 

65 70 75 

ccc cag cct ttt cca gga caa ggt cca atg tct cag att cct caa ggt 349 

Pro Gin Pro Phe Pro Gly Gin Gly Pro Met Ser Gin He Pro Gin Gly 

80 85 90 

ttt caa cag ccc cat cca tct cag cag atg cca atg aac atg get caa 397 

Phe Gin Gin Pro His Pro Ser Gin Gin Met Pro Met Asn Met Ala Gin 
95 100 105 

atg ggg cct cca ggt cca cag gga cag ttt agg cct cct gga ccc cag 445 

Met Gly Pro Pro Gly Pro Gin Gly Gin Phe Arg Pro Pro Gly Pro Gin 
110 115 120 

gga caa atg gga cca caa ggt cct cca ctg cat cag gga ggt ggg ggg 493 

Gly Gin Met Gly Pro Gin Gly Pro Pro Leu His Gin Gly Gly Gly Gly 

125 130 135 140 

cca caa gga ttc atg gga cca cag ggg ccc cag ggc ccg ccc cag ggg 541 

Pro Gin Gly Phe Met Gly Pro Gin Gly Pro Gin Gly Pro Pro Gin Gly 

145 150 155 

ttg cca egg cct cag gac atg cat ggg ccc caa gga atg cag agg cat 589 

Leu Pro Arg Pro Gin Asp Met His Gly Pro Gin Gly Met Gin Arg His 

160 165 170 

cct gga cct cat ggc cct ttg gga cct caa ggg cca cct gga cca caa 63 7 

Pro Gly Pro His Gly Pro Leu Gly Pro Gin Gly Pro Pro Gly Pro Gin 
175 180 185 

ggt agt tct ggt cct caa ggt cat atg ggt cct cag ggt cca cct ggc 6 85 

Gly Ser Ser Gly Pro Gin Gly His Met Gly Pro Gin Gly Pro Pro Gly 
190 195 200 

cca cag ggt cac ata ggc ccc caa ggc ccg cct ggc cct cag ggt cac 733 

Pro Gin Gly His He Gly Pro Gin Gly Pro Pro Gly Pro Gin Gly His 

205 210 215 220 

ttg ggc cca cag ggg cct ccg ggt act caa ggt atg cag gga cca cct 781 
Leu Gly Pro Gin Gly Pro Pro Gly Thr Gin Gly Met Gin Gly Pro Pro 

225 230 235 

ggt ccc aga gga atg caa ggg cct cct cat cct cat ggg ate caa ggc 829 

Gly Pro Arg Gly Met Gin Gly Pro Pro His Pro His Gly He Gin Gly 

240 245 250 

gga cca ggg tct caa ggg ate caa ggt cct gtg tct cag gga cct ctg 877 

Gly Pro Gly Ser Gin Gly He Gin Gly Pro Val Ser Gin Gly Pro Leu 
255 260 265 

atg gga ttg aat cca aga gga atg cag ggg cct cca ggc ccc egg gag 925 
Met Gly Leu Asn Pro Arg Gly Met Gin Gly Pro Pro Gly Pro Arg Glu 

270 275 280 

aac cag ggt cct get ccc caa ggg atg att atg ggc cac ccg cct caa 973 

Asn Gin Gly Pro Ala Pro Gin Gly Met He Met Gly His Pro Pro Gin 

285 290 295 300 

gag atg aga gga cct cac cct cca ggt gga eta ctg gga cac ggc cct 1021 

Glu Met Arg Gly Pro His Pro Pro Gly Gly Leu Leu Gly His Gly Pro 

305 310 315 
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cag gaa atg aga ggt cct cag gag ate cga ggc atg cag ggg cct cca 1069 
Gin Glu Met Arg Gly Pro Gin Glu He Arg Gly Met Gin Gly Pro Pro 

320 325 330 

ccc caa gga tea atg ctg gga cct ccc cag gaa ttg cga ggg cct cca 1117 
Pro Gin Gly Ser Met Leu Gly Pro Pro Gin Glu Leu Arg Gly Pro Pro 
335 340 345 

ggc tea caa agt cag cag ggg ccg ccc cag ggc tct tta gga cct cca 1165 
Gly Ser Gin Ser Gin Gin Gly Pro Pro Gin Gly Ser Leu Gly Pro Pro 
350 355 360 

ccc cag ggt ggc atg caa gga ccc ccc gga cct cag gga cag cag aac 1213 
Pro Gin Gly Gly Met Gin Gly Pro Pro Gly Pro Gin Gly Gin Gin Asn 
365 370 375 380 

cca gca aga ggg cca cat cca tct caa ggg cca ata cca ttc cag caa 1261 
Pro Ala Arg Gly Pro His Pro Ser Gin Gly Pro He Pro Phe Gin Gin 

385 390 395 

cag aaa acg cct ctg eta ggt gat ggg ccc egg gee ccc ttc aac cag 1309 
Gin Lys Thr Pro Leu Leu Gly Asp Gly Pro Arg Ala Pro Phe Asn Gin 

400 405 410 

gaa gga cag age aca ggc ccc cca ccc ctg ata cca ggc eta ggg cag 1357 
Glu Gly Gin Ser Thr Gly Pro Pro Pro Leu He Pro Gly Leu Gly Gin 
415 420 425 

cag gga gca caa ggt cgc att ccc cct ctg aac ccc gga caa gga cct 1405 
Gin Gly Ala Gin Gly Arg He Pro Pro Leu Asn Pro Gly Gin Gly Pro 
430 435 440 

ggc ccc aac aaa gtt tea gaa gag gag ccc cgc cga ggc atg agg gec 1453 
Gly Pro Asn Lys Val Ser Glu Glu Glu Pro Arg Arg Gly Met Arg Ala 
445 450 455 460 

gtg etc ccc cca gag gaa ggg atg gtt ttc ctg gtc eta tga agacttt 1502 
Val Leu Pro Pro Glu Glu Gly Met Val Phe Leu Val Leu * 

465 470 

agtccnagag gagaattttt gatgettatg agggaagegg gcccgaggac gagatcttca 1562 

gaaggtcgag gteggggtae cccacgaagg agggaaggaa gggtttactt cccactcctg 1622 

acgagttccc tegctttgat gagggeggaa gccacattcc tgcgatg 1669 



<210> 933 

<211> 1087 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (46) . . (963) 

<400> 933 

taagcttgcg gccgccggcg ggccgggccc gcgcacagcg cccgc atg tac aac 54 

Met Tyr Asn 
1 

atg atg gag acg gag ctg aag ccg ccg ggc ccg cag caa act teg ggg 102 



2580 



WO 01/57190 



PCT/USO 1/04098 



Met Met Glu Thr Glu Leu Lys Pro Pro Gly Pro Gin Gin Thr Ser Gly 
5 10 15 

ggc ggc ggc ggc aac tec acc gcg gcg gcg gec ggc ggc aac cag aaa 150 
Gly Gly Gly Gly Asn Ser Thr Ala Ala Ala Ala Gly Gly Asn Gin Lys 
20 25 30 35 

aac age ccg gac cgc gtc aag egg ccc atg aat gec ttc atg gtg tgg 198 
Asn Ser Pro Asp Arg Val Lys Arg Pro Met Asn Ala Phe Met Val Trp 

40 45 50 

tec cgc ggg cag egg cgc aag atg gee cag gag aac ccc aag atg cac 246 
Ser Arg Gly Gin Arg Arg Lys Met Ala Gin Glu Asn Pro Lys Met His 

55 60 65 

aac teg gag ate age aag cgc ctg ggc gee gag tgg aaa ctt ttg teg 294 
Asn Ser Glu He Ser Lys Arg Leu Gly Ala Glu Trp Lys Leu Leu Ser 
70 75 80 

gag acg gag aag egg ccg ttc ate gac gag get aag egg ctg cga gcg 342 
Glu Thr Glu Lys Arg Pro Phe He Asp Glu Ala Lys Arg Leu Arg Ala 
85 90 95 

ctg cac atg aag gag cac ccg gat tat aaa tac egg ccc egg egg aaa 390 
Leu His Met Lys Glu His Pro Asp Tyr Lys Tyr Arg Pro Arg Arg Lys 
100 105 110 115 

acc aag acg etc atg aag aag gat aag tac acg ctg ccc ggc ggg ctg 438 
Thr Lys Thr Leu Met Lys Lys Asp Lys Tyr Thr Leu Pro Gly Gly Leu 

120 125 130 

ctg gee ccc ggc ggc aat age atg gcg age ggg gtc ggg gtg ggc gee 486 
Leu Ala Pro Gly Gly Asn Ser Met Ala Ser Gly Val Gly Val Gly Ala 

135 140 145 

ggc ctg ggc gcg ggc gtg aac cag cgc atg gac agt tac gcg cac atg 534 
Gly Leu Gly Ala Gly Val Asn Gin Arg Met Asp Ser Tyr Ala His Met 
150 155 160 

aac ggc tgg age aac ggc age tac age atg atg cag gac cag ctg ggc 582 
Asn Gly Trp Ser Asn Gly Ser Tyr Ser Met Met Gin Asp Gin Leu Gly 
165 170 175 

tac ccg cag cac ccg ggc etc aat gcg cac ggc gca gcg cag atg cag 630 
Tyr Pro Gin His Pro Gly Leu Asn Ala His Gly Ala Ala Gin Met Gin 
180 185 190 195 

ccc atg cac cgc tac gac gtg age gec ctg cag tac aac tec atg acc 678 
Pro Met His Arg Tyr Asp Val Ser Ala Leu Gin Tyr Asn Ser Met Thr 

200 205 210 

age atg tec tac teg cag cag ggc acc cct ggc atg get ctt ggc tec 726 
Ser Met Ser Tyr Ser Gin Gin Gly Thr Pro Gly Met Ala Leu Gly Ser 

215 220 225 

atg ggt teg gtg gtc aag tec gag gee age tec age ccc cct gtg gtt 774 
Met Gly Ser Val Val Lys Ser Glu Ala Ser Ser Ser Pro Pro Val Val 
230 235 240 

acc tct tec tec cac tec agg gcg ccc tgc cag gee ggg gac etc egg 822 
Thr Ser Ser Ser His Ser Arg Ala Pro Cys Gin Ala Gly Asp Leu Arg 
245 250 255 

gac atg ate age atg tat etc ccc ggc gec gag gtg ccg gaa ccc gec 8 70 
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Asp Met lie Ser Met Tyr Leu Pro Gly Ala Glu Val Pro Glu Pro Ala 
260 265 270 275 

gcc ccc age aga ctt cac atg tec cag cac tac cag age ggc ccg gtg 918 
Ala Pro Ser Arg Leu His Met Ser Gin His Tyr Gin Ser Gly Pro Val 

280 285 290 

ccc ggc acg gcc att aac ggc aca ctg ccc etc tea cac atg tga ggg 966 
Pro Gly Thr Ala He Asn Gly Thr Leu Pro Leu Ser His Met * 

295 300 305 

ccggacagcg aactggaggg gggagaaatt ttcaaagaaa aacgagggaa atgggagggg 1026 

tgcaaaagag gagagtaaga aacagcatgg agaaaacccg gtacgctcaa aaagaaaaaa 1086 

a 1087 



<210> 934 

<211> 2182 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (21) . . (1868) 
<400> 934 

aagcctacct tgeaggctea atg gaa aca aca tta gcc att tct acc aca 50 

Met Glu Thr Thr Leu Ala lie Ser Thr Thr 
15 10 

aca cca ggc eta agt gca aaa ggg ggc att ctt tac agt age tec aga 98 
Thr Pro Gly Leu Ser Ala Lys Gly Gly He Leu Tyr Ser Ser Ser Arg 

15 20 25 

tct cca gaa gag aca etc tea cct gcc age atg aga age tec age ate 146 
Ser Pro Glu Glu Thr Leu Ser Pro Ala Ser Met Arg Ser Ser Ser He 

30 35 40 

a 9t gga gaa ccc acc age ttg tat age caa gca gag tea aca cac aca 194 
Ser Gly Glu Pro Thr Ser Leu Tyr Ser Gin Ala Glu Ser Thr His Thr 
45 50 55 

aca gcg ttc cct gcc age acc acc acc tea ggc etc agt cag gaa tea 242 
Thr Ala Phe Pro Ala Ser Thr Thr Thr Ser Gly Leu Ser Gin Glu Ser 
60 65 70 

aca act ttc cac agt aag cca ggc tea act gag aca aca ctg tec cct 290 
Thr Thr Phe His Ser Lys Pro Gly Ser Thr Glu Thr Thr Leu Ser Pro 
75 80 85 90 

ggc age ate aca act tea tct ttt get caa gaa ttt acc acc cct cat 338 
Gly Ser He Thr Thr Ser Ser Phe Ala Gin Glu Phe Thr Thr Pro His 

95 100 105 

age caa cca ggc tea get ctg tea aca gtg tea cct gcc age acc aca 386 
Ser Gin Pro Gly Ser Ala Leu Ser Thr Val Ser Pro Ala Ser Thr Thr 

110 115 120 

gtg cca ggc ctt agt gag gaa tct acc acc ttc tac age age cca ggc 434 
Val Pro Gly Leu Ser Glu Glu Ser Thr Thr Phe Tyr Ser Ser Pro Gly 
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125 130 135 

tea act gaa acc aca gcg ttt tct cac age aac aca atg tec att cat 482 

Ser Thr Glu Thr Thr Ala Phe Ser His Ser Asn Thr Met Ser lie His 
140 145 150 

agt caa caa tct aca ccc ttc cct gac age cca ggc ttc act cac aca 53 0 

Ser Gin Gin Ser Thr Pro Phe Pro Asp Ser Pro Gly Phe Thr His Thr 
155 160 165 ' 170 

gtg tta cct gee acc etc aca acc aca gac att ggt cag gaa tea aca 578 

Val Leu Pro Ala Thr Leu Thr Thr Thr Asp lie Gly Gin Glu Ser Thr 

175 180 185 

gee ttc cac age age tea gac gca act gga aca aca ccc tta cct gec 626 

Ala Phe His Ser Ser Ser Asp Ala Thr Gly Thr Thr Pro Leu Pro Ala 

190 195 200 

cgc tec aca gee tea gac ctt gtt gga gaa cct aca act ttc tac ate 674 
Arg Ser Thr Ala Ser Asp Leu Val Gly Glu Pro Thr Thr Phe Tyr He 

205 210 215 

age cca tec cct act tac aca aca etc ttt cct gcg agt tec age aca 722 
Ser Pro Ser Pro Thr Tyr Thr Thr Leu Phe Pro Ala Ser Ser Ser Thr 
220 225 230 

tea ggc etc act gag gaa tct acc acc ttc cac acc agt cca age ttc 770 
Ser Gly Leu Thr Glu Glu Ser Thr Thr Phe His Thr Ser Pro Ser Phe 
235 240 245 250 

act tct aca att gtg tct act gaa age ctg gaa acc tta gca cca ggg 818 
Thr Ser Thr He Val Ser Thr Glu Ser Leu Glu Thr Leu Ala Pro Gly 

255 260 265 

ttg tgc cag gaa gga caa att tgg aat gga aaa caa tgc gtc tgt ccc 866 

Leu Cys Gin Glu Gly Gin He Trp Asn Gly Lys Gin Cys Val Cys Pro 

270 275 280 

caa ggc tac gtt ggt tac, cag tgc ttg tec cct ctg gaa tec ttc cct 914 
Gin Gly Tyr Val Gly Tyr Gin Cys Leu Ser Pro Leu Glu Ser Phe Pro 

285 290 295 

gta gaa acc ccg gaa aaa etc aac gee act tta ggt atg aca gtg aaa 962 

Val Glu . Thr Pro Glu Lys Leu Asn Ala Thr Leu Gly Met Thr Val Lys 
300 305 310 

gtg act tac aga aat ttc aca gaa aag atg aat gac gca tec tec cag 1010 

Val Thr Tyr Arg Asn Phe Thr Glu Lys Met Asn Asp Ala Ser Ser Gin 
315 320 325 330 

gaa . tac cag aac ttc agt acc etc ttc aag aat egg atg gat gtc gtt 1058 

Glu Tyr Gin Asn Phe Ser Thr Leu Phe Lys Asn Arg Met Asp Val Val 

335 340 345 

ttg aag ggc gac aat ctt cct cag tat aga ggg gtg aac att egg aga 1106 

Leu Lys Gly Asp Asn Leu Pro Gin Tyr Arg Gly Val Asn He Arg Arg 

350 355 360 

ttg etc aac ggt age ate gtg gtc aag aac gat gtc ate ctg gag gca 1154 

Leu Leu Asn Gly Ser He Val Val Lys Asn Asp Val He Leu Glu Ala 

365 370 375 

gac tac act tta gag tat gag gaa ctg ttt gaa aac ctg gca gag att 1202 

Asp Tyr Thr Leu Glu Tyr Glu Glu Leu Phe Glu Asn Leu Ala Glu He 
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f?° f 99 93a aCt a9a aCa act ctt ctt 9 at c <* 1250 

Val Lys Ala Lys lie Met Asn Glu Thr Arg Thr Thr Leu Leu Asp Pro 

395 400 405 410 

It! t CC n 9C ^ gCC 3ta ° t9 tgC tat agfc 9 aa 3*9 act ttc 1298 

Asp Ser Cys Arg Lys Ala He Leu Cys Tyr Ser Glu Glu Asp Thr Phe 

415 420 425 

gtg gat tea teg gtg act ccg ggc ttt gac ttc cag gag caa tgc acc 1346 
val Asp Ser Ser Val Thr Pro Gly Phe Asp Phe Gin 111 Gin Cys Thr 

430 435 440 

m« f ag 9 n Ct f, CC 9 f a 993 tat acc cag ttc tac tat 3tg gat gtc ttg 1394 
Gin Lys Ala Ala Glu Gly Tyr Thr Gin Phe Tyr Tyr Val Asp Val Leu 

4 45 450 455 

gat ggg aag ctg gcc tgt gtg aac aag tgc aec aaa gga acg aag teg 1442 
Asp Gly Lys Leu Ala Cys Val Asn Lys Cys Thr Lys Gly Thr Lys Ser 
460 465 470 

M tg aa ° t9t aa ° Ct9 " C aca tgt cag ct 5 caa cgc agt ggc ccc 1490 
Gin Met Asn Cys Asn Leu Gly Thr Cys Gin Leu Gin Arg Ser Gly Pro 

475 480 485 49Q 

cgc tgc ctg tgc cca aat acg aac aca cac tgg tac tgg gga gag acc 1538 
Arg Cys Leu Cys Pro Asn Thr Asn Thr His Trp Tyr Trp Gly Glu Thr 

495 500 505 

L tC aa ° atC 9CC 339 agC CtC tat 999 ate gtg ggg get 1586 

Cys Glu Phe Asn He Ala Lys Ser Leu Val Tyr Gly He Val Gly Ala 

5X0 515 520 

£? mS li 9 CtS Ct ° 903 tt9 atC 3tC ° ta atc atc tta ttc 1«4 

Val Met Ala Val Leu Leu Leu Ala Leu He He Leu He He Leu Phe 

525 530 535 

w c°° ^ 9 f 93 aaa ° 99 Ca ° 399 gaa Cag tat gat 9tg cct caa 1682 

Ser Leu Ser Gin Arg Lys Arg His Arg Glu Gin Tyr Asp Val Pro Gin 

540 545 ' 550 

gag tgg cga aag gaa ggc acc cct ggc atc ttc cag aag acg gcc atc . 1730 
Glu Trp Arg Lys Glu Gly Thr Pro Gly He Phe Gin Lys Thr Ala lie 
555 560 565 570 

tgg gaa gac cag aat ctg agg gag age aga ttc ggc ctt gag aac gcc 1778 
Trp Glu Asp Gin Asn Leu Arg Glu Ser Arg Phe Gly Leu Glu Asn Ala 

575 5 8 o 585 

tac aac aac ttc egg ccc acc ctg gag act gtt gac tct ggc aca gag 1826 
Tyr Asn Asn Phe Arg Pro Thr Leu Glu Thr Val Asp Ser Gly Thr Glu 

590 595 6 00 

rlf u aC r^ C ^ 9 399 CC9 9ag atg gta gca tcc cot 9tg tga gceaacg 1875 
Leu His He Gin Arg Pro Glu Met Val Ala Ser Pro Val * 

605 610 615 

ggggcctccc acectcatct agctttgttc aggaaagctg caaacacaaa gcccccccca 1935 

agcctccggg gcgggtcaaa aggagaccga agtcaggccc tgaaaccggt ectgetttga 1995 

gctgacaaac ttggccagtc ccctgcctgt gctcctgctg gggaaggctg ggggctgtaa 2055 
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gcctttccat ccgggagctt ccaaactccc aaaagcctcg gcacccctgt ttcctcctgg 2115 

gtggctcccc cctttggaat ttccctacca ataaaagcaa atttgaaagc tcaaaaaaaa 2175 

aaaaaaa 2182 



<210> 935 

<211> 1295 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (226) . . (990) 

<400> 935 

cccgggtcga cccacgcgtc cgctcacggc ctagaaactg cgcattcgga actcccccag 60 

caagactctc tgcttggttc tctcccatct gccacaccac aggctcaggt ggaagcagaa 120 

ggccccactc ctggaaaatc ggcacctcca aggggctctc ctcccagggg ggctcagcct 180 

ggggctggag caggacccca ggaacccacg caaacccctc ccacc atg get gag 234 

Met Ala Glu 
1 

cag gaa gec caa ccc agg cca tec etc acg act get cac gca aaa aaa 282 
Gin Glu Ala Gin Pro Arg Pro Ser Leu Thr Thr Ala His Ala Lys Lys 
5 10 15 

caa ggc ccg cct cac tec agg gaa cca agg gca gag age agg ctt gaa 330 
Gin Gly Pro Pro His Ser Arg Glu Pro Arg Ala Glu Ser Arg Leu Glu 
20 25 30 35 

gat cca gga atg gac tec agg gaa get ggg ctg ace cca tec ccg gga 378 
Asp Pro Gly Met Asp Ser Arg Glu Ala Gly Leu Thr Pro Ser Pro Gly 

40 45 50 

gac ccc atg get gga ggg gga ccc cag gee aac cct gat tac etc ttc 426 
Asp Pro Met Ala Gly Gly Gly Pro Gin Ala Asn Pro Asp Tyr Leu Phe 

55 60 65 

cat gtc ate ttt ctg gga gac tec aac gtg ggc aaa aca tec ttc ctg 474 
His Val lie Phe Leu Gly Asp Ser Asn Val Gly Lys Thr Ser Phe Leu 
70 75 80 

cac ctg ctg cac cag aat tct ttc gee ace gga ttg aca get ace gtg 522 
His Leu Leu His Gin Asn Ser Phe Ala Thr Gly Leu Thr Ala Thr Val 
85 90 95 

99 a gta gat ttt egg gtc aaa ace ttg ctg gtg gac aac aag tgc ttt 570 
Gly Val Asp Phe Arg Val Lys Thr Leu Leu Val Asp Asn Lys Cys Phe 
100 105 110 115 

gtg ctg cag etc tgg gac aca get ggc caa gag agg tac cac agt atg 618 
Val Leu Gin Leu Trp Asp Thr Ala Gly Gin Glu Arg Tyr His Ser Met 

120 125 130 

acg cga cag ctg etc cgc aag get gac ggg gtg gtg etc atg tac gac 666 
Thr Arg Gin Leu Leu Arg Lys Ala Asp Gly Val Val Leu Met Tyr Asp 

135 140 145 
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ate acc tec cag gag age ttt gec cac gtg cgc tac tgg eta gac tgt 714 
lie Thr Ser Gin Glu Ser Phe Ala His Val Arg Tyr Trp Leu Asp Cys 
150 155 160 

etc cag gat gca ggg teg gat ggg gtg gtc ate ctt etc ctg gga aac 762 
Leu Gin Asp Ala Gly Ser Asp Gly Val Val lie Leu Leu Leu Gly Asn 
165 170 175 

aag atg gac tgt gag gag gaa egg caa gtg tec gtg gaa get ggg cag 810 
Lys Met Asp Cys Glu Glu Glu Arg Gin Val Ser Val Glu Ala Gly Gin 
180 185 190 195 

caa ctg gee cag gaa ctg ggg gtc tat ttt ggg gag tgc agt gee gee 858 
Gin Leu Ala Gin Glu Leu Gly Val Tyr Phe Gly Glu Cys Ser Ala Ala 

200 205 210 

ttg ggt cac aac ate ctg gag cct gta gta aac ctg gee agg tea etc 906 
Leu Gly His Asn lie Leu Glu Pro Val Val Asn Leu Ala Arg Ser Leu 

215 220 225 

agg atg caa gaa gaa ggc ctg aag ggc teg ctg gtg aag gtg gee ccc 954 
Arg Met Gin Glu Glu Gly Leu Lys Gly Ser Leu Val Lys Val Ala Pro 
230 235 240 

aag agg ccg ccc aag aga ttc ggc tgt tgc tec tga tcac ctgtcctgtc 1004 
Lys Arg Pro Pro Lys Arg Phe Gly Cys Cys Ser * 
245 250 255 

ctgggtagga tggacaccca tggggtttcc tgtccctcag ctcctgtcct ttgttcctgg 1064 

* 

acagcaacga cacagaggac cagcttggag gttcaggaaa acccttctca actcaggact 1124 

cggatcccag ageagggecg catcacctct gcctttcaca ctccaaagga gggctttget 1184 

gagtgaacaa ggcttgaggg gcaggggtat ggcaaaactc tccaaacaaa gaaagtctag 1244 

aaaaacgact taaggaaaat acaccaaaat attggecgea aaaaaaaaaa a 1295 



<210> 


936 


<211> 


2940 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


(28) . . (2883) 


<400> 


936 


egaactgeta 


cagaatgtga cgttcgt 



atg age aag tct aag tea gac aat 51 
Met Ser Lys Ser Lys Ser Asp Asn 
1 5 

cag ate agt gac aga get get ttg gag gee aaa gtg aag gat ctt etc 99 
Gin lie Ser Asp Arg Ala Ala Leu Glu Ala Lys Val Lys Asp Leu Leu 
10 15 20 

acg ctg gca aaa acc aaa gac gta gaa att tta cat ttg aga aat gaa 147 
Thr Leu Ala Lys Thr Lys Asp Val Glu lie Leu His Leu Arg Asn Glu 
25 30 35 40 
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ctg cga gac atg cgt gcc cag ctg ggc att aat gag gat cat tct gag 195 
Leu Arg Asp Met Arg Ala Gin Leu Gly lie Asn Glu Asp His Ser Glu 

45 50 55 

ggt gat gaa aaa tct gag aag gaa act att atg get cac cag ccg act 243 
Gly Asp Glu Lys Ser Glu Lys Glu Thr lie Met Ala His Gin Pro Thr 

60 65 70 

gat gtg gag tec act tta ttg cag ttg cag gaa cag aat act gcc ate 291 
Asp Val Glu Ser Thr Leu Leu Gin Leu Gin Glu Gin Asn Thr Ala lie 
75 80 85 

cgt gaa gaa etc aac cag ctg aaa aat gaa aac aga atg tta aag gac 33 9 

Arg Glu Glu Leu Asn Gin Leu Lys Asn Glu Asn Arg Met Leu Lys Asp 
90 95 100 

agg ttg aat gca ttg ggc ttt tec eta gag cag agg tta gac aat tct 387 
Arg Leu Asn Ala Leu Gly Phe Ser Leu Glu Gin Arg Leu Asp Asn Ser 
105 110 115 120 

gaa aaa ctg ttt ggc tat cag tec ctg age cca gaa ate acc cct ggt 43 5 

Glu Lys Leu Phe Gly Tyr Gin Ser Leu Ser Pro Glu He Thr Pro Gly 

125 130 135 

aac cag age gat gga gga gga act ctg act tct tea gtg gaa ggc tct 483 
Asn Gin Ser Asp Gly Gly Gly Thr Leu Thr Ser Ser Val Glu Gly Ser 

140 145 150 

gcc cct ggc tea gtg gag gat etc ttg agt cag gat gaa aat aca eta 531 
Ala Pro Gly Ser Val Glu Asp Leu Leu Ser Gin Asp Glu Asn Thr Leu 
155 160 165 

atg gac cat cag cac agt aac tec atg gac aat tta gac agt gag tgc 5 79 

Met Asp His Gin His Ser Asn Ser Met Asp Asn Leu Asp Ser Glu Cys 
170 175 180 

agt gag gtc tac cag ccc etc aca teg age gat gat gcg ctg gat gca 62 7 

Ser Glu Val Tyr Gin Pro Leu Thr Ser Ser Asp Asp Ala Leu Asp Ala 
185 190 195 200 

cca tec tee tea gag teg gaa ggc ate ccc age ata gag cgc tec egg 675 
Pro Ser Ser Ser Glu Ser Glu Gly He Pro Ser He Glu Arg Ser Arg* 

205 210 215 

aag ggg age age ggg aat gcc agt gaa gtg tec gtg get tgc ctg act 723 
Lys Gly Ser Ser Gly Asn Ala Ser Glu Val Ser Val Ala Cys Leu Thr 

220 225 230 

gaa egg ata cac cag atg gaa gag aac caa cac agt aca agt gag gaa 771 
Glu Arg He His Gin Met Glu Glu Asn Gin His Ser Thr Ser Glu Glu 
235 240 245 

etc cag gca acc ctg caa gag eta get gat tta cag cag att acc cag 819 
Leu Gin Ala Thr Leu Gin Glu Leu Ala Asp Leu Gin Gin He Thr Gin 
250 255 260 

gaa ctg aat agt gaa aac gaa agg ctt gga gaa gag aag gtt att ctg 867 
Glu Leu Asn Ser Glu Asn Glu Arg Leu Gly Glu Glu Lys Val He Leu 
265 270 275 280 

atg gag tct tta tgt cag cag age gat aag ttg gaa cac ttt agt cga 915 
Met Glu Ser Leu Cys Gin Gin Ser Asp Lys Leu Glu His Phe Ser Arg 

285 290 295 
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cag att gaa tac ttc cgc tct ctt eta gat gag cat cac att tct tat 963 
Gin lie Glu Tyr Phe Arg Ser Leu Leu Asp Glu His His lie Ser Tyr 

300 305 310 

gtc ata gat gaa gat gta aaa agt ggg cgc tat atg gaa tta gag caa 1011 
Val lie Asp Glu Asp Val Lys Ser Gly Arg Tyr Met Glu Leu Glu Gin 
315 320 325 

cgt tac atg gac etc get gag aat gee cgt ttt gaa egg gag cag ctt 1059 
Arg Tyr Met Asp Leu Ala Glu Asn Ala Arg Phe Glu Arg Glu Gin. Leu 
330 335 340 

ctt ggt gtc cag cag cat tta age aat act ttg aaa atg gca gaa caa 1107 
Leu Gly Val Gin Gin His Leu Ser Asn Thr Leu Lys Met Ala Glu Gin 
345 350 355 360 

gac aat aag gaa get caa gaa atg ata ggg gca etc aaa gaa cgc agt 1155 
Asp Asn Lys Glu Ala Gin Glu Met lie Gly Ala Leu Lys Glu Arg Ser 

365 370 375 

cac cat atg gag cga att att gag tct gag cag aaa gga aaa gca gee 1203 
His His Met Glu Arg lie lie Glu Ser Glu Gin Lys Gly Lys Ala Ala 

380 385 390 

ttg gca gee acg tta gag gaa tac aaa gee aca gtg gee agt gac cag 1251 
Leu Ala Ala Thr Leu Glu Glu Tyr Lys Ala Thr Val Ala Ser Asp Gin 
395 400 405 

ata gag atg aat cgc ctg aag get cag ctg gag aat gaa aag cag aaa 1299 
He Glu Met Asn Arg Leu Lys Ala Gin Leu Glu Asn Glu Lys Gin Lys 
410 415 420 

gtg gca gag ctg tat tct ate cat aac tct gga gac aaa tct gat att 1347 
Val Ala Glu Leu Tyr Ser He His Asn Ser Gly Asp Lys Ser Asp He 
425 430 435 440 

cag gac etc ctg gag agt gtc agg ctg gac aaa gaa aaa gca gag act 13 95 

Gin Asp Leu Leu Glu Ser Val Arg Leu Asp Lys Glu Lys Ala Glu Thr 

445 450 455 

ttg get agt age ttg cag gaa gat ctg get cat ace cga aat gat gee 1443 
Leu Ala Ser Ser Leu Gin Glu Asp Leu Ala His Thr Arg Asn Asp Ala 

460 465 470 



1491 



aat cga tta cag gat gee att get aag gta gag gat gaa tac cga gec 
Asn Arg Leu Gin Asp Ala He Ala Lys Val Glu Asp Glu Tyr Arg Ala 
475 480 485 

ttc caa gaa gaa get aag aaa caa att gaa gat ttg aat atg acg tta 1539 
Phe Gin Glu Glu Ala Lys Lys Gin He Glu Asp Leu Asn Met Thr Leu 
490 495 500 

gaa aaa tta aga tea gac ctg gat gaa aaa gaa aca gaa agg agt gac 1587 
Glu Lys Leu Arg Ser Asp Leu Asp Glu Lys Glu Thr Glu Arg Ser Asp 
505 510 515 520 

atg aaa gaa ace ate ttt gaa ctt gaa gat gaa gta gaa caa cat cgt 1635 
Met Lys Glu Thr He Phe Glu Leu Glu Asp Glu Val Glu Gin His Arg 

525 530 535 

get gtg aaa ctt cat gac aac etc att att tct gat eta gag aat aca 1683 
Ala Val Lys Leu His Asp Asn Leu He He Ser Asp Leu Glu Asn Thr 

540 545 550 
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gtt aaa aaa etc cag gac caa aag cac gac atg gaa aga gaa ata aag 1731 
Val Lys Lys Leu Gin Asp Gin Lys His Asp Met Glu Arg Glu lie Lys 
555 560 565 

aca etc cac aga aga ctt egg gaa gaa tct gcg gaa tgg egg cag ttt 1779 
Thr Leu His Arg Arg Leu Arg Glu Glu Ser Ala Glu Trp Arg Gin Phe 
570 575 580 . 

cag get gat etc cag act gca gta gtc att gca aat gac att aaa tct 1827 
Gin Ala Asp Leu Gin Thr Ala Val Val lie Ala Asn Asp lie Lys Ser 
585 590 595 600 



gaa gee caa gag gag att ggt gat eta aag cgc egg tta cat gag get 1875 
Glu Ala Gin Glu Glu lie Gly Asp Leu Lys Arg Arg Leu His Glu Ala 

605 610 615 

caa gaa aaa aat gag aaa etc aca aaa gaa ttg gag gaa ata aag tea 1923 
Gin Glu Lys Asn Glu Lys Leu Thr Lys Glu Leu Glu Glu lie Lys Ser 

620 625 630 

cgc aag caa gag gag gag cga ggc egg gta tac aat tac atg aat gec 1971 
Arg Lys Gin Glu Glu Glu Arg Gly Arg Val Tyr Asn Tyr Met Asn Ala 
635 640 645 

gtt gag aga gat ttg gca gee tta agg cag gga atg gga ctg agt aga 2019 
Val Glu Arg Asp Leu Ala Ala Leu Arg Gin Gly Met Gly Leu Ser Arg 
650 655 660 

agg tec teg act tec tea gag cca act cct aca gta aaa ace etc ate 2 067 

Arg Ser Ser Thr Ser Ser Glu Pro Thr Pro Thr Val Lys Thr Leu lie 
665 670 675 680 

aag tec ttt gac agt gca tct caa gta cca aac cct get gca get gca 2115 
Lys Ser Phe Asp Ser Ala Ser Gin Val Pro Asn Pro Ala Ala Ala Ala 

685 690 695 

att cct cga acg ccc ctg age cca agt cct atg aaa ace cct cct gca 2163 
lie Pro Arg Thr Pro Leu Ser Pro Ser Pro Met Lys Thr Pro Pro Ala 

700 705 710 

gca get gtg tec cct atg cag aga cat tec ata agt gga cca ate tea 2211 
Ala Ala Val Ser Pro Met Gin Arg His Ser lie Ser Gly Pro lie Ser 
715 720 725 

aca tec aaa ccc ctg aca gee ctg tea gat aag aga cca aac tat ggg 2259 
Thr Ser Lys Pro Leu Thr Ala Leu Ser Asp Lys Arg Pro Asn Tyr Gly 
730 735 740 

gaa ate cct gtt caa gag cat ctg tta aga aca tct tea gee age egg 2307 
Glu He Pro Val Gin Glu His Leu Leu Arg Thr Ser Ser Ala Ser Arg 
745 750 755 760 

cct get tec ctg cca aga gtg cct gcg atg gaa agt gee aag acc etc 2355 
Pro Ala Ser Leu Pro Arg Val Pro Ala Met Glu Ser Ala Lys Thr Leu 

765 770 775 

tea gtg tct cga cga agt agt gaa gaa atg aaa egg gac att tct gca 2403 
Ser Val Ser Arg Arg Ser Ser Glu Glu Met Lys Arg Asp He Ser Ala 

780 785 790 

cag gag gga gcg teg cca gee tct ctg atg get atg gga acc acg tct 2451 
Gin Glu Gly Ala Ser Pro Ala Ser Leu Met Ala Met Gly Thr Thr Ser 
795 800 805 
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cca cag ctt tec ctg tec tct tct cca acg gca tct gtg act ecc acc 2499 
Pro Gin Leu Ser Leu Ser Ser Ser Pro Thr Ala Ser Val Thr Pro Thr 
810 815 820 

acc cga age cga ata aga gaa gaa agg aaa gac cct etc tea gca ttg 2547 
Thr Arg Ser Arg lie Arg Glu Glu Arg Lys Asp Pro Leu Ser Ala Leu 
825 830 835 840 

gcc aga gaa tat gga gga tea aag agg aac gcc ttg ctg aag tgg tgt 2595 
Ala Arg Glu Tyr Gly Gly Ser Lys Arg Asn Ala Leu Leu Lys Trp Cys 

845 850 .855 

cag aag aaa aca gaa ggc tat cag aat att gac att aca aac ttc age 2643 
Gin Lys Lys Thr Glu Gly Tyr Gin Asn lie Asp lie Thr Asn Phe Ser 

860 865 870 

age age tgg aat gat ggg ctg gcc ttc tgt gcc etc ctg cat aca tat 2691 
Ser Ser Trp Asn Asp Gly Leu Ala Phe Cys Ala Leu Leu His Thr Tyr 
875 880 885 

etc cct gcc cac att cca tat caa gaa ctg aac age cag gat aag aga 2739 
Leu Pro Ala His lie Pro Tyr Gin Glu Leu Asn Ser Gin Asp Lys Arg 
890 895 900 

agg aac ttc atg ctg get ttc cag gca get gaa agt gtc ggc ate aaa 2787 
Arg Asn Phe Met Leu Ala Phe Gin Ala Ala Glu Ser Val Gly lie Lys 
905 910 915 920 

tec aca ctg gac att aat gaa atg gta egg act gaa cga ecc gac tgg 2835 
Ser Thr Leu Asp lie Asn Glu Met Val Arg Thr Glu Arg Pro Asp Trp 

925 930 935 

cag aac gtg atg ctg tat gtg acg gcg ate tac aag tac ttt gag acc 2883 
Gin Asn Val Met Leu Tyr Val Thr Ala lie Tyr Lys Tyr Phe Glu Thr 

940 945 950 

tgagcatgee gggaggagee gccccaatag egggggtace cctccacagc gaccgag 2940 



<210> 937 

<211> 3173 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (232) . . (2532) 
<400> 937 

tgatgtgata tggctgcaag tgectttgae ccttttgtct cccttccata aactgaaata 60 

cctaagctgc tccaacctcc tttttgtctt ttgtttcata aatcctttcc cattgeacat 120 

caactcctgt ctctctttgt actgtcactc tcatctgttg ctttccattc acactgcctt 180 

tagccactca tcattttgtg cctacaccac agaaacctct gaatgtaatg g atg ttc 237 

Met Phe 
1 

eta cca gag gac aag teg tac aat ggt gga gga ata ggt tct tea aat 285 
Leu Pro Glu Asp Lys Ser Tyr Asn Gly Gly Gly lie Gly Ser Ser Asn 
5 10 15 
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agg ate atg gac ttc ttg gag gag cca ate cct ggt gta ggg acc tat 333 
Arg lie Met Asp Phe Leu Glu Glu Pro lie Pro Gly Val Gly Thr Tyr 
20 25 30 

gat gat ttc aat aca att gat tgg gtg aga gag aag tct cga gac egg 381 
Asp Asp Phe Asn Thr lie Asp Trp Val Arg Glu Lys Ser Arg Asp Arg 
35 40 45 50 

gat agg cac cga gag att acc aat aaa age aaa gag tea aca tgg gec 429 
Asp Arg His Arg Glu lie Thr Asn Lys Ser Lys Glu Ser Thr Trp Ala 

55 60 65 

tta att cac agt gtg agt gat get ttt tec ggc tgg ttg ttg atg etc 4 77 

Leu lie His Ser Val Ser Asp Ala Phe Ser Gly Trp Leu Leu Met Leu 

70 75 80 

ctt att ggg ctt tta tea ggt teg tta get ggt ttg ata gac ate tct 525 
Leu lie Gly Leu Leu Ser Gly Ser Leu Ala Gly Leu lie Asp lie Ser 
85 90 95 

get cat tgg atg aca gac tta aaa gaa ggt ata tgc aca ggg gga ttc 573 
Ala His Trp Met Thr Asp Leu Lys Glu Gly He Cys Thr Gly Gly Phe 
100 105 no 

tgg ttt aac cat gaa cat tgt tgc tgg aac tct gag cat gtc acc ttt 621 
Trp Phe Asn His Glu His Cys Cys Trp Asn Ser Glu His Val Thr Phe 
115 120 125 130 

gaa gag aga gac aaa tgt cca gag tgg aat agt tgg tec cag ctt ate 669 
Glu Glu Arg Asp Lys Cys Pro Glu Trp Asn Ser Trp Ser Gin Leu lie 

135 140 145 

ate age aca gat gag gga gee ttt gee tac ata gtc aat tat ttc atg 717 
He Ser Thr Asp Glu Gly Ala Phe Ala Tyr He Val Asn Tyr Phe Met 

150 155 160 

tac gtc etc tgg get etc eta ttt gee ttc ctt gec gta tct ctt gtc 765 
Tyr Val Leu Trp Ala Leu Leu Phe Ala Phe Leu Ala Val Ser Leu Val 
165 170 175 

aag gtg ttt gcg cct tat gee tgt ggc tct gga ate cct gag ata aaa 813 
Lys Val Phe Ala Pro Tyr Ala Cys Gly Ser Gly He Pro Glu He Lys 
180 185 190 

act ate ttg agt ggt ttc att att agg ggc tat ttg ggt aag tgg act 861 
Thr He Leu Ser Gly Phe He He Arg Gly Tyr Leu Gly Lys Trp Thr 
195 200 205 210 

ctg gtt ate aaa acc ate acc ttg gtg ctg gca gtg teg tct ggc ttg 909 
Leu. Val He Lys Thr He Thr Leu Val Leu Ala Val Ser Ser Gly Leu 

215 220 225 

age ctg ggc aaa gag ggc cct eta gtg cac gtg get tgc tgc tgt ggg 957 
Ser Leu Gly Lys Glu Gly Pro Leu Val His Val Ala Cys Cys Cys Gly 

230 235 240 

aac ate ctg tgc cac tgc ttc aac aaa tac agg aag aat gaa gec aag 1005 
Asn He Leu Cys His Cys Phe Asn Lys Tyr Arg Lys Asn Glu Ala Lys 
245 250 255 

cgc aga gag gtc ttg teg get gca gca gca get ggt gta tct gta gee 1053 
Arg Arg Glu Val Leu Ser Ala Ala Ala Ala Ala Gly Val Ser Val Ala 
260 265 270 
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ttt gga gca cct ata ggt gga gta tta ttc age ctt gaa gag gtc age 1101 
Phe Gly Ala Pro lie Gly Gly Val Leu Phe Ser Leu Glu Glu Val Ser 
275 280 285 290 

tac tat ttt ccc etc aaa aca ttg tgg cgt tea ttc ttt get gee ttg 1149 
Tyr Tyr Phe Pro Leu Lys Thr Leu Trp Arg Ser Phe Phe Ala Ala Leu 

295 300 305 

gtg gca gca ttc act eta cgc tec ate aat cca ttt ggg aac age cgc 1197 
Val Ala Ala Phe Thr Leu Arg Ser lie Asn Pro Phe Gly Asn Ser Arg 
■ 310 315 320 

ctg gta eta ttt tat gtg gag ttt cac ace cca tgg' cat etc ttt gag 1245 
Leu Val Leu Phe Tyr Val Glu Phe His Thr Pro Trp His Leu Phe Glu 
325 330 335 

etc gtg cca ttc att ctg ctg ggc ata ttt ggt ggt ctg tgg gga gca 1293 
Leu Val Pro Phe lie Leu Leu Gly lie Phe Gly Gly Leu Trp Gly Ala 
340 345 350 

ctg ttt ate cgc aca aac att gee tgg tgt egg aag cga aag ace acc 1341 
Leu Phe lie Arg Thr Asn lie Ala Trp Cys Arg Lys Arg Lys Thr Thr 
355 360 365 370 

cag ttg ggc aag tat cct gtt ata gag gta etc gtc gtg aca gee ate 1389 
Gin Leu Gly Lys Tyr Pro Val He Glu Val Leu Val Val Thr Ala He 

375 380 385 

act gee ate ctg get ttc ccc aat gaa tac act egg atg age aca agt 1437 
Thr Ala He Leu Ala Phe Pro Asn Glu Tyr Thr Arg Met Ser Thr Ser 

390 395 400 

gag etc att tct gag ctg ttt aat gac tgt ggc ctt ctg gac tec tec 14 85 

Glu Leu He Ser Glu Leu Phe Asn Asp Cys Gly Leu Leu Asp Ser Ser 
405 410 415 

aag etc tgt gat tat gag aac cgt ttc aac aca age aaa ggg ggt gaa 1533 
Lys Leu Cys Asp Tyr Glu Asn Arg Phe Asn Thr Ser Lys Gly Gly Glu 
420 425 430 

ctg cct gac aga ccg get ggc gtg gga gtc tac agt gca atg tgg cag 1581 
Leu Pro Asp Arg Pro Ala Gly Val Gly Val Tyr Ser Ala Met Trp Gin 
435 440 445 450 

ctg get tta aca etc ata ctg aaa att gtc att act ata ttc acc ttt 1629 
Leu Ala Leu Thr Leu He Leu Lys He Val He Thr He Phe Thr Phe 

455 460 465 

ggc atg aag ate cct tct ggc etc ttt ate cct age atg get gtt ggt 1677 
Gly Met Lys He Pro Ser Gly Leu Phe He Pro Ser Met Ala Val Gly 

470 475 480 

get ata gca ggt cga ctt eta gga gta gga atg gaa cag ctg get tat 1725 
Ala He Ala Gly Arg Leu Leu Gly Val Gly Met Glu Gin Leu Ala Tyr 
485 490 495 

tac cac cag gaa tgg acc gtc ttc aat age tgg tgt agt cag gga get 1773 
Tyr His Gin Glu Trp Thr Val Phe Asn Ser Trp Cys Ser Gin Gly Ala 
500 505 510 

gat tgc ate acc ccc ggc ctt tat gca atg gtt ggg get gca gee tgc 1821 
Asp Cys He Thr Pro Gly Leu Tyr Ala Met Val Gly Ala Ala Ala Cys 
515 520 525 530 
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tta ggt ggg gtg act egg atg act gtt tct ctt gtt gtc ata atg ttt 1869 
Leu Gly Gly Val Thr Arg Met Thr Val Ser Leu Val Val He Met Phe 

535 540 545 

gaa ctg act ggt ggc tta gaa tac ate gtg cct ctg atg get gca gee 1917 
Glu Leu Thr Gly Gly Leu Glu Tyr lie Val Pro Leu Met Ala Ala Ala 

550 555 560 

atg aca age aag tgg gtg gca gat get ctt ggg egg gag ggc ate tat 1965 
.Met Thr Ser Lys Trp Val Ala Asp Ala Leu Gly Arg Glu Gly He Tyr 
565 570 575 

gat gee cac ate cgt etc aat gga tac ccc ttt ctt gaa gee aaa gaa 2013 
Asp Ala His He Arg Leu Asn Gly Tyr Pro Phe Leu Glu Ala Lys Glu 
580 585 590 

gag ttt get cat aag ace ctg gca atg gat gtg atg aaa ccc egg aga 2061 
Glu Phe Ala His Lys Thr Leu Ala Met Asp Val Met Lys Pro Arg Arg 
595 600 605 610 

aat gat cct ttg ttg act gtc ctt act cag gac agt atg act gtg gaa 2109 
Asn Asp Pro Leu Leu Thr Val Leu Thr Gin Asp Ser Met Thr Val Glu 

615 620 625 

gat gta gag ace ata ate agt gaa acc act tac agt ggc ttc cca gtg 2157 
Asp Val Glu Thr lie He Ser Glu Thr Thr Tyr Ser Gly Phe Pro Val 

630 635 640 

gtg gta tec egg gag tec caa aga ctt gtg ggc ttt gtc etc cga aga 2205 
Val Val Ser Arg Glu Ser Gin Arg Leu Val Gly Phe Val Leu Arg Arg 
645 650 655 

gat etc att att tea att gaa aat get cga aag aaa cag gat ggg gtt 2253 
Asp Leu He He Ser He Glu Asn Ala Arg Lys Lys Gin Asp Gly Val 
660 665 670 

gtt age act tec ate att tat ttc acg gag cat tct cct cca ttg cca 23 01 

Val Ser Thr Ser He He Tyr Phe Thr Glu His Ser Pro Pro Leu Pro 
675 680 685 690 

cca tac act cca ccc act eta aag ctt egg aac ate etc gat etc age 2349 
Pro Tyr Thr Pro Pro Thr Leu Lys Leu Arg Asn He Leu Asp Leu Ser 

695 700 705 

ccc ttc act gtg act gac ctt aca ccc atg gag ate gta gtg gat att 2397 
Pro Phe Thr Val Thr Asp Leu Thr Pro Met Glu He Val Val Asp He 

710 715 720 

ttc cga aag ctg gga ctg egg cag tgc ctg gtt aca cac aac ggg cga 2445 
Phe Arg Lys Leu Gly Leu Arg Gin Cys Leu Val Thr His Asn Gly Arg 
725 730 735 

ttg ctt gga ate att acc aaa aag gat gtg tta aag cat ata gca cag 2493 
Leu Leu Gly He He Thr Lys Lys Asp Val Leu Lys His He Ala Gin 
740 745 750 

atg gcg aac caa gat cct gat tec att etc ttc aac tag aatcatagag 2542 
Met Ala Asn Gin Asp Pro Asp Ser He Leu Phe Asn * 
755 760 765 

ttctggatgt aaagcgggaa ggacattaca gaccatggat atgttgttta acggtaccca 2602 
aaacacattt tccatatttg gatggtgaag tcacattagt gtgttgtctc tttcctacaa 2662 
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<210> 
<211> 
<212> 


938 

1357 

DNA 











<213> Homo sapiens 

<220> 

<221> CDS 

<222> (88) . . (1119) 

<220> 

<221> misc_feature 
<222> (1) . . . (1357) 
<223> n = a,t,c or g 

<400> 938 

gagaaaggag aggagggagg aggcgcgccg cgccatggtg tcctgcgcgg ggccagggcc 60 

agggccgggg ccgggccagg ccgggcc atg age cgc gcc ggg age tgg gac 111 

Met Ser Arg Ala Gly Ser Trp Asp 
1 5 

atg gac ggg ctg egg gca gac ggc ggg ggc gcc ggt ggc gcc ccg gcc 159 
Met Asp Gly Leu Arg Ala Asp Gly Gly Gly Ala Gly Gly Ala Pro Ala 
10 15 20 

tct tec tec tec tea teg gtg gcg gcg gcg gcg gcg tea ggc cag tgc 207 
Ser Ser Ser Ser Ser Ser Val Ala Ala Ala Ala Ala Ser Gly Gin Cys 
25 30 35 40 

cgc ggc ttt etc tec gcg cct gtg ttc gcc ggg acg cat teg ggg egg 255 
Arg Gly Phe Leu Ser Ala Pro Val Phe Ala Gly Thr His Ser Gly Arg 

45 50 55 

gcg gcg gcg gcg gca gcg gcg get gcg gcg gcg gcg gcg gca gcc tec 303 
Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ser 

60 65 70 

ggc ttt gcg tac ccc ggg ace tct gag cgc acg ggc tct tec teg teg 351 
Gly Phe Ala Tyr Pro Gly Thr Ser Glu Arg Thr Gly Ser Ser Ser Ser 
75 80 85 

teg tec tct tct gcc gtt gta gcg gcg cgc ccg gag get ccc cca gcc 399 
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Ser Ser Ser Ser Ala Val Val Ala Ala Arg Pro Glu Ala Pro Pro Ala 
90 95 100 

aaa gag tgc cca gca ccc acg cct gca gcg gcc get gca gcg ccc ccg 447 
Lys Glu Cys Pro Ala Pro Thr Pro Ala Ala Ala Ala Ala Ala Pro Pro 
105 110 115 120 

age get cca gcg ctg ggc tac ggc tac cac ttc ggc aac ggc tac tac 495 
Ser Ala Pro Ala Leu Gly Tyr Gly Tyr His Phe Gly Asn Gly Tyr Tyr 

125 130 135 



age tgc cgt atg teg cac ggc gtg ggc tta cag cag aat gcg etc aag 543 
Ser Cys Arg Met Ser His Gly Val Gly Leu Gin Gin Asn Ala Leu Lys 

140 145 150 

tea teg ccg cac gcc teg ctg gga ggc ttt ccc gtg gag aag tac atg 591 
Ser Ser Pro His Ala Ser Leu Gly Gly Phe Pro Val Glu Lys Tyr Met 
155 160 165 

gac gtg tea ggc ctg gcg age age age gta ccg gcc aac gag gtg cca 639 
Asp Val Ser Gly Leu Ala Ser Ser Ser Val Pro Ala Asn Glu Val Pro 
170 175 i80 

gcg cga gcc aag gag gta tec ttc tac cag ggc tat acg age cct tac 687 
Ala Arg Ala Lys Glu Val Ser Phe Tyr Gin Gly Tyr Thr Ser Pro Tyr 
185 190 195 200 

cag cac gtg ccc ggc tat ate gac atg gtg tec act ttc ggc tec ggg 735 
Gin His Val Pro Gly Tyr He Asp Met Val Ser Thr Phe Gly Ser Gly 

205 210 215 

gag cct egg cac gag gcc tac ate tec atg gag ggg tac cag tec tgg 783 
Glu Pro Arg His Glu Ala Tyr He Ser Met Glu Gly Tyr Gin Ser Trp 

220 225 230 

acg ctg get aac ggg tgg aac age cag gtg tac tgc ace aag gac cag 831 
Thr Leu Ala Asn Gly Trp Asn Ser Gin Val Tyr Cys Thr Lys Asp Gin 
235 240 245 

cca cag ggg tec cac ttt tgg aaa tct tec ttt cca ggg gat gtg get 879 
Pro Gin Gly Ser His Phe Trp Lys Ser Ser Phe Pro Gly Asp Val Ala 
250 255 260 

eta aat cag ccg gac atg tgc gtc tac cga aga ggg agg aag aag aga 927 
Leu Asn Gin Pro Asp Met Cys Val Tyr Arg Arg Gly Arg Lys Lys Arg 
265 270 275 280 

gtg cct tac acc aaa ctg cag ctt aaa gaa ctg gag aac gag tat gcc 975 
Val Pro Tyr Thr Lys Leu Gin Leu Lys Glu Leu Glu Asn Glu Tyr Ala 

285 290 295 

att aac aaa ttc att aac aag gac aag egg egg cgt ate teg get get 1023 
He Asn Lys Phe He Asn Lys Asp Lys Arg Arg Arg He Ser Ala Ala 

300 305 310 

acg aac eta tct gag aga caa gtg acc att tgg ttt cag aac cga aga 1071 
Thr Asn Leu Ser Glu Arg Gin Val Thr He Trp Phe Gin Asn Arg Arg 
315 - 320 325 



gtg aag gac aag aaa att gtc tec aag etc aaa gat act gtc tec tga 1119 
Val Lys Asp Lys Lys He Val Ser Lys Leu Lys Asp Thr Val Ser * 
330 335 340 

tgtggtccag gttggccaca gacagcttac aagecatteg gttgtctcca aaaggccttt 1179 
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ggaaagactt gaaatgtatt taattccccc caccccctgc caatggtggc aaattttgtg 1239 
aattgttttt ctctcttccc cttatctggc tctaaaacct tctgctgccc aacctgactt 1299 
tgtagttctg aattttactt ggttattant ggnttnntgt cttgcctaag gtttttaa 1357 



<210> 939 

<211> 4055 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (29) . . (2884) 

<220> 

<221> misc_f eature 
<222> (1) . . . (4055) 
<223> n = a,t,c or g 

<400> 939 

gggccgcggg ggagggggcg accacaag atg gcg gac etc teg ctg ctt cag 52 

Met Ala Asp Leu Ser Leu Leu Gin 
1 5 

gag gac ctg cag gag gac gca gac gga ttt ggt. gtg gat gac tac age 100 
Glu Asp Leu Gin Glu Asp Ala Asp Gly Phe Gly Val Asp Asp Tyr Ser 
10 15 20 

tea gag tct gat gtg att att ata cct tea gee ctg gac ttt gtc tea 148 
Ser Glu Ser Asp Val lie lie lie Pro Ser Ala Leu Asp Phe Val Ser 
25 30 35 40 

caa gat gaa atg ttg acg ccc ctg ggg aga ttg gac aag tat get gca 196 
Gin Asp Glu Met Leu Thr Pro Leu Gly Arg Leu Asp Lys Tyr Ala Ala 

45 50 55 

agt gag aac ata ttt aac cag aca aaa tgg tgg ccc egg agt ttg etc 244 
Ser Glu Asn lie Phe Asn Gin Thr Lys Trp Trp Pro Arg Ser Leu Leu 

60 65 70 

gat acc ttg agg gaa gtc tgc gat gat gaa aga gat tgt att get gtt 292 
Asp Thr Leu Arg Glu Val Cys Asp Asp Glu Arg Asp Cys He Ala Val 
75 80 85 

ttg gaa aga att age aga ttg gee gat gat tea gaa cca act gtg aga 340 
Leu Glu Arg He Ser Arg Leu Ala Asp Asp Ser Glu Pro Thr Val Arg 
90 95 100 

gcg gag ctg atg gaa cag gtg cct cac ate gca ctg ttt tgt caa gaa 388 
Ala Glu Leu Met Glu Gin Val Pro His He Ala Leu Phe Cys Gin Glu 
105 110 115 120 

aac egg cct tea ata cca tat get ttt tea aaa ttc tta eta cct att 436 
Asn Arg Pro Ser He Pro Tyr Ala Phe Ser Lys Phe Leu Leu Pro He 

125 130 135 

STtg gtt aga tac ctt gca gat cag aat aat cag gtg agg aaa aca agt 484 
Val Val Arg Tyr Leu Ala Asp Gin Asn Asn Gin Val Arg Lys Thr Ser 

140 145 150 
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cag gca get ttg ctg get ctg ttg gag cag gag etc att gaa cga ttt 532 
Gin Ala Ala Leu Leu Ala Leu Leu Glu Gin Glu Leu lie Glu Arg Phe 
155 160 165 

gat gtg gag acc aaa gtg tgc cct gtc etc ata gag ctg aca gee cca 580 
Asp Val Glu Thr Lys Val Cys Pro Val Leu lie Glu Leu Thr Ala Pro 
170 175 180 

gat age aat gat gat gtg aaa aca gaa get gtg get ata atg tgc aaa 628 
Asp Ser Asn Asp Asp Val Lys Thr Glu Ala Val Ala lie Met Cys Lys 
185 190 195 200 

atg get ccc atg gtt ggg aag gat att aca gag cgt ctt ate etc cct 676 
Met Ala Pro Met Val Gly Lys Asp lie Thr Glu Arg Leu lie Leu Pro 

205 210 215 

agg ttt tgt gag atg tgc tgc gat tgc aga atg ttt cac gtt cga aag 724 
Arg Phe Cys Glu Met Cys Cys Asp Cys Arg Met Phe His Val Arg Lys 

220 225 230 

gtc tgt get gee aat ttt gga gat att tgc agt gta gtt ggc cag caa 772 
Val Cys Ala Ala Asn Phe Gly Asp lie Cys Ser Val Val Gly Gin Gin 
235 240 245 

get act gaa gaa atg ttg ctg ccc aga ttt ttc cag ctt tgt tct gat . 820 
Ala Thr Glu Glu Met Leu Leu Pro Arg Phe Phe Gin Leu Cys Ser Asp 
250 255 260 

aat gta tgg gga gtc cga aag get tgt get gaa tgc ttc atg gcg gtt 868 
Asn Val Trp Gly Val Arg Lys Ala Cys Ala Glu Cys Phe Met Ala Val 
265 270 275 280 

tea tgt gca aca tgt caa gaa ate cga egg acc aaa tta tea gca ctt 916 
Ser Cys Ala Thr Cys Gin Glu He Arg Arg Thr Lys Leu Ser Ala Leu 

285 290 295 

ttt att aat ttg ate agt gat cct tea cgt tgg gtt cgc caa gca get 964 
Phe He Asn Leu He Ser Asp Pro Ser Arg Trp Val Arg Gin Ala Ala 

300 305 310 

ttt cag tct ctg gga cct ttc ata tct act ttt get aat cca tct age 1012 
Phe Gin Ser Leu Gly Pro Phe He Ser Thr Phe Ala Asn Pro Ser Ser 
315 320 325 

tea ggc cag tat ttt aaa gaa gaa age aaa agt tea gaa gag atg tea 1060 
Ser Gly Gin Tyr Phe Lys Glu Glu Ser Lys Ser Ser Glu Glu Met Ser 
330 335 340 

gta gaa aac aaa aat agg acc aga gat caa gaa gee cca gag gat gta 1108 
Val Glu Asn Lys Asn Arg Thr Arg Asp Gin Glu Ala Pro Glu Asp Val 
345 350 355 360 

caa gtc agg cca gag gat act cct tea gat etc agt gtt agt aat tec 1156 
Gin Val Arg Pro Glu Asp Thr Pro Ser Asp Leu Ser Val Ser Asn Ser 

365 370 375 

agt gtc ata ctg gaa aac acg atg gaa gac cat get get gag gca tec 1204 
Ser Val He Leu Glu Asn Thr Met Glu Asp His Ala Ala Glu Ala Ser 

380 385 390 

ggg aag cct eta ggt gaa att agt gtt cca ctg gac age tct tta ctt 1252 
Gly Lys Pro Leu Gly Glu He Ser Val Pro Leu Asp Ser Ser Leu Leu 
395 400 405 
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tgt act ttg tec tea gaa tct cac cag gaa gca get agt aat gag aat 13 00 

Cys Thr Leu Ser Ser Glu Ser His Gin Glu Ala Ala Ser Asn Glu Asn 
410 415 420 

gat aaa aaa cct ggt aac tac aaa tct atg tta cga cca gag gtt ggc 1348 
Asp Lys Lys Pro Gly Asn Tyr Lys Ser Met Leu Arg Pro Glu Val Gly 
425 430 435 440 

ace act tea caa gat tea get etc tta gat cag gaa ttg tat aac tec 1396 
Thr Thr Ser Gin Asp Ser Ala Leu Leu Asp Gin Glu Leu Tyr Asn Ser 

445 450 455 

ttc cat ttc tgg agg act cct ctt cct gaa ata gat eta gac ata gag 1444 
Phe His . Phe Trp Arg Thr Pro Leu Pro Glu lie Asp Leu Asp lie Glu 

460 465 470 

ctt gaa cag aac tct ggg gga aaa ccc age cca gag gga cca gag gaa 1492 
Leu Glu Gin Asn Ser Gly Gly Lys Pro Ser Pro Glu Gly Pro Glu Glu 
475 480 485 

gaa tct gag ggc cct gtg ccc agt tct cca aac ate acc atg gee acc 1540 
Glu Ser Glu Gly Pro Val Pro Ser Ser Pro Asn lie Thr Met Ala Thr 
490 495 500 

aga aag gaa ctg gaa gaa atg ata gaa aat eta gag ccc cac att gat 1588 
Arg Lys Glu Leu Glu Glu Met lie Glu Asn Leu Glu Pro His lie Asp 
505 * 510 515 520 

gat cca gat gtt aaa gca caa gtg gaa gtg ctg tec get gca eta cgt 1636 
Asp Pro Asp Val Lys Ala Gin Val Glu Val Leu Ser Ala Ala Leu Arg 

525 530 535 

get tec age ctg gat gca cat gaa gag acc ate agt ata gaa aag aga 1684 
Ala Ser Ser Leu Asp Ala His Glu Glu Thr lie Ser lie Glu Lys Arg 

540 545 550 

agt gat ttg caa gat gaa ctg gat ata aat gag eta cca aat tgt aaa 1732 
Ser Asp Leu Gin Asp Glu Leu Asp lie Asn Glu Leu Pro Asn Cys Lys 
555 560 565 

ata aat caa gaa gat tct gtg cct tta ate age gat get gtt gag aat 1780 
lie Asn Gin Glu Asp Ser Val Pro Leu lie Ser Asp Ala Val Glu Asn 
570 575 580 

atg gac tec act ctt cac tat att cac age gat tea gac ttg age aac 1828 
Met Asp Ser Thr Leu His Tyr lie His Ser Asp Ser Asp Leu Ser Asn 
585 590 595 600 

aat age agt ttt age cct gat gag gaa agg aga act aaa gta caa gat 18 76 
Asn Ser Ser Phe Ser Pro Asp Glu Glu Arg Arg Thr Lys Val Gin Asp 

605 610 615 

gtt gta cct cag gcg ttg tta gat cag tat tta tct atg act gac cct 1924 
Val Val Pro Gin Ala Leu Leu Asp Gin Tyr Leu Ser Met Thr Asp Pro 

620 625 630 

tet cgt gca cag acg gtt gac act gaa att get aag cac tgt gca tat 1972 
Ser Arg Ala Gin Thr Val Asp Thr Glu lie Ala Lys His Cys Ala Tyr 
635 640 645 

age etc cct ggt gtg gee ttg aca etc gga aga cag aat tgg cac tgc 202 0 

Ser Leu Pro Gly Val Ala Leu Thr Leu Gly Arg Gin Asn Trp His Cys 
650 655 660 



2598 



WO 01/57190 



PCT/US01/04098 



ctg aga gag acg tat gag act ctg gcc tea gac atg cag tgg aaa gtt 2068 
Leu Arg Glu Thr Tyr Glu Thr Leu Ala Ser Asp Met Gin Trp Lys Val 
665 670 675 680 

cga cga act eta gca ttc tec ate cac gag ctt gca gtt att ctt gga 2116 
Arg Arg Thr Leu Ala Phe Ser lie His Glu Leu Ala Val lie Leu Gly 

685 690 695 

gat caa ttg aca get gca gat ctg gtt cca att ttt aat gga ttt tta 2164 
Asp Gin Leu Thr Ala Ala Asp Leu Val Pro lie Phe Asn Gly Phe Leu 

700 705 710 

aaa gac etc gat gaa gtc agg ata ggt gtt ctt aaa cac ttg cat gat 2212 
Lys Asp Leu Asp Glu Val Arg lie Gly Val Leu Lys His Leu His Asp 
715 720 725 

ttt ctg aag ctt ctt cat att gac aaa aga aga gaa tat ctt tat caa 22 60 

Phe Leu Lys Leu Leu His lie Asp Lys Arg Arg Glu Tyr Leu Tyr Gin 
730 735 740 

ctt cag gag ttt ttg gtg aca gat aat agt aga aat tgg egg ttt cga 2308 
Leu Gin Glu Phe Leu Val Thr Asp Asn Ser Arg Asn Trp Arg Phe Arg 
745 750 755 760 

get gaa ctg get gaa cag ctg att tta ctt eta gag tta tat agt ccc 2356 
Ala Glu Leu Ala Glu Gin Leu lie Leu Leu Leu Glu Leu Tyr Ser Pro 

765 770 775 

aga gat gtt tat gac tat tta cgt ccc att get ctg aat ctg tgt gca 2404 
Arg Asp Val Tyr Asp Tyr Leu Arg Pro lie Ala Leu Asn Leu Cys Ala 

780 785 790 

gac aaa gtt tct tct gtt cgt tgg att tec tac aag ttg gtc age gag 2452 
Asp Lys Val Ser Ser Val Arg Trp lie Ser Tyr Lys Leu Val Ser Glu 
795 800 805 

atg gtg aag aag ctg cac gcg gca aca cca cca acg ttc gga gtg gac 2500 
Met Val Lys Lys Leu His Ala Ala Thr Pro Pro Thr Phe Gly Val Asp 
810 815 820 

etc ate aat gag ctt gtg gag aac ttt ggc aga tgt ccc aag tgg tct 2548 
Leu lie Asn Glu Leu Val Glu Asn Phe Gly Arg Cys Pro Lys Trp Ser 
825 830 835 840 

ggt egg caa gcc ttt gtc ttt gtc tgc cag act gtc att gag gat gac 2596 
Gly Arg Gin Ala Phe Val Phe Val Cys Gin Thr Val lie Glu Asp Asp 

845 850 855 

tgc ctt ccc atg gac cag ttt get gtg cat etc atg ccg cat ctg eta 2644 
Cys Leu Pro Met Asp Gin Phe Ala Val His Leu Met Pro His Leu Leu 

860 865 870 

acc tta gca aat gac agg gtt cct aac gtg cga gtg ctg ctt gca aag 2692 
Thr Leu Ala Asn Asp Arg Val Pro Asn Val Arg Val Leu Leu Ala Lys 
875 880 885 

aca tta aga caa act eta eta gaa aaa gac tat ttc ttg gcc tct gcc 274 0 

Thr Leu Arg Gin Thr Leu Leu Glu Lys Asp Tyr Phe Leu Ala Ser Ala 
890 895 900 

age tgc cac cag gag get gtg gag cag acc ate atg get ctt cag atg 2788 
Ser Cys His Gin Glu Ala Val Glu Gin Thr He Met Ala Leu Gin Met 
905 910 915 920 
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gac egg gac age gat gtc aag tat ttt gca age ate cac cct gcc agt 2836 

Asp Arg Asp Ser Asp Val Lys Tyr Phe Ala Ser lie His Pro Ala Ser 

925 930 935 



acc aaa ate tec gaa gat gcc atg age aca gcg tec tea acc tac tag 2884 
Thr Lys lie Ser Glu Asp Ala Met Ser Thr Ala Ser Ser Thr Tyr * 





94 0 


945 


950 




aaggcttgaa 


tctcggtgtc 


tttcctgett 


ccatgagagc 


cgaggttcag tgggcattcg 


2944 


ccacgcatgt 


gacctgggat 


agettteggg ggaggagaga 


ccttcctctc ctgeggaett 


3004 


cattgeaggt 


geaagttgee 


tacacccaat 


accagggatt 


tcaagagtca agagaaagta 


3064 


cagtaaacac 


tattatctta 


tcttgacttt 


aaggggaaat 


aatttctcag aggattataa 


3124 


ttgtcaccga 


agecttaaat 


ccttctgtct 


tcctgactga 


atgaaacttg aattggcaga 


3184 


gcattttcct 


tatggaaggg 


atgagattcc 


cagagacctg 


cattgettte tcctggtttt 


3244 


atttaacaat 


cgacaaatga 


aattcttaca 


gectgaagge 


agacgtgtgc ccagatgtga 


3304 


aagagacctt 


cagtatcagc 


cctaactctt 


ctctcccagg 


aaggacttgc tgggctctgt 


3364 


ggccagctgt 


ccagcccagc 


cctgtgtgtg aatcgtttgt 


gacgtgtgca aatgggaaag 


3424 


gaggggtttt 


tacatctcct 


aaaggacctg 


atgccaacac 


aagtaggatt gacttaaact 


3484 


ettaagegea 


geatattget 


gtacacattt 


acagaatggt 


tgctgagtgt ctgtgtctga 


3544 


ttttttcatg 


ctggtcatga 


cctgaaggaa 


atttattaga 


cgtataatgt atgtctggtg 


3604 


tttttaactt 


gatcatgatc 


agctctgagg 


tgeaacttet 


tcacatactg tacatacctg 


3664 


tgaccactct 


tgggagtgct 


gcagtcttta 


ateatgetgt 


ttaaactgtt gtggcacaag 


3724 


ttctcttgtc 


caaataaaat 


ttattaataa gatctataga 


gagagatata tacacttttg 


3784 


attgttttct 


agatgtctac 


caataaatgc 


aatttgtgac 


ctgtattaat gatttaaagt 


3844 




ycii- Laaaata 


tttgtctttt 


aactagttta 




1 904 


ctgtgtccct 


gggtttgggt 


tttgctcttg 


gcagcagcag 


gtgcctcttg ggtgctcctc 


3964 


ctgctcctgc 


ctgcagccct 


aagagcaggt 


gggtgccgag 


tgtctggcac agcttggatg 


4024 


ccgcccactg 


aagacagcag 


aggggggttg 

9 


t 




4055 


<210> 
<211> 
<212> 


940 

2568 

DNA 











<213> Homo sapiens 

<220> 
<221> CDS 

<222> (281) . . (2188) 
<400> 940 

gggatggggg eggagtccag ggcgtggggg ggccggtttg ttgtggtcgc cattttgetg 60 
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gttgcattac tgggtaatcg gggccctggc ttgccgcgtc cgccggatac cctcagccag 120 

tgggcaggtc tgagctcggg ctccccgagc agtttgagtc cccttgcccg ctccttcagg 180 

tctcagcggc ggtggcagcc gaggtgcagg atgcaagaag gcgccccccg gccgggctcc 240 

cgctccaggc ctcgctcccc tgcggccctc tgagcccacc atg gcc gtc cca ccg 295 

Met Ala Val Pro Pro 
1 5 

ggc cat ggt ccc ttc tct ggc ttc cca ggg ccc cag gag cac acg cag 343 
Gly His Gly Pro Phe Ser Gly Phe Pro Gly Pro Gin Glu His Thr Gin 

10 15 20 

gta ttg cct gat gtg egg eta ctg cct egg agg ctg ccc ctg gcc ttc 391 
Val Leu Pro Asp Val Arg Leu Leu Pro Arg Arg Leu Pro Leu Ala Phe 

25 30 35 

c 99 gat gca ace tea gcc ccg ctg cgt aag etc tct gtg gac etc ate 439 
Arg Asp Ala Thr Ser Ala Pro Leu Arg Lys Leu Ser Val Asp Leu lie 
40 45 50 

aag acc tac aag cac ate aat gag gta tac tat gcg aag aag aag egg 487 
Lys Thr Tyr Lys His lie Asn Glu Val Tyr Tyr Ala Lys Lys Lys Arg 
55 60 65 

egg gcc cag cag gcg cca ccc cag gat teg age aac aag aag gag aag 535 
Arg Ala Gin Gin Ala Pro Pro Gin Asp Ser Ser Asn Lys Lys Glu Lys 
70 75 80 85 

aa 9 gtc ctg aac cat ggt tat gat gac gac aac cat gac tac ate gtg 583 
Lys Val Leu Asn His Gly Tyr Asp Asp Asp Asn His Asp Tyr lie Val 

90 95 100 

cgc agt ggc gag cgc tgg ctg gag cgc tac gaa att gac teg etc att 631 
Arg Ser Gly Glu Arg Trp Leu Glu Arg Tyr Glu lie Asp Ser Leu lie 

105 110 115 

ggc aaa ggc tec ttt ggc cag gtg gtg aaa gcc tat gat cat cag acc 679 
Gly Lys Gly Ser Phe Gly Gin Val Val Lys Ala Tyr Asp His Gin Thr 
120 125 130 

cag gag ctt gtg gcc ate aag ate ate aag aac aaa aag get ttc ctg 727 
Gin Glu Leu Val Ala lie Lys lie lie Lys Asn Lys Lys Ala Phe Leu 
135 140 145 

aac cag gcc cag att gag ctg egg ctg ctg gag ctg atg aac cag cat 775 
Asn Gin Ala Gin lie Glu Leu Arg Leu Leu Glu Leu Met Asn Gin His 
150 155 160 165 

gac acg gag atg aag tac tat at a gta cac ctg aag egg cac ttc atg 823 
Asp Thr Glu Met Lys Tyr Tyr lie Val His Leu Lys Arg His Phe Met 

170 175 180 

ttc egg aac cac ctg tgc ctg gta ttt gag ctg ctg tec tac aac ctg 871 
Phe Arg Asn His Leu Cys Leu Val Phe Glu Leu Leu Ser Tyr Asn Leu 

185 190 195 • 

tac gac etc ctg cgc aac acc cac ttc cgc ggc gtc teg ctg aac ctg 919 
Tyr Asp Leu Leu Arg Asn Thr His Phe Arg Gly Val Ser Leu Asn Leu 
200 205 210 

acc egg aag ctg gcg cag cag etc tgc acg gca ctg etc ttt ctg gcc 967 
Thr Arg Lys Leu Ala Gin Gin Leu Cys Thr Ala Leu Leu Phe Leu Ala 
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acg cct gag etc age ate att cac tgc gac etc aag ccc gaa aac ate 1015 
Thr Pro Glu Leu Ser lie lie His Cys Asp Leu Lys Pro Glu Asn lie 
230 235 240 245 

ttg ctg tgc aac ccc aag cgc age gee ate aag att gtg gac ttc ggc 1063 
Leu Leu Cys Asn Pro Lys Arg Ser Ala lie Lys He Val Asp Phe Gly 

250 255 260 

age tec tgc cag ctt ggc cag agg ate tac cag tat ate cag age cgc 1111 
Ser Ser Cys Gin Leu Gly Gin Arg He Tyr Gin Tyr He Gin Ser Arg 

265 270 275 

ttc tac cgc tea cct gag gtg etc ctg ggc aca ccc tac gac ctg gee 1159 
Phe Tyr Arg Ser Pro Glu Val Leu Leu Gly Thr Pro Tyr Asp Leu Ala 
280 285 290 

att gac atg tgg tec ctg ggc tgc ate ctt gtg gag atg cac ace gga 1207 
He Asp Met Trp Ser Leu Gly Cys lie Leu Val Glu Met His Thr Gly 
295 300 305 

gag ccc etc ttc agt ggc tec aat gag gtg tgc ccc cag gaa ggg gtc 1255 
Glu Pro Leu Phe Ser Gly Ser Asn Glu Val Cys Pro Gin Glu Gly Val 
310 315 320 325 

gac cag atg aac cgc att gtg gag gtg ctg ggc ate cca ccg gee gee 1303 
Asp Gin Met Asn Arg He Val Glu Val Leu Gly He Pro Pro Ala Ala 

330 335 340 

atg ctg gac cag gcg ccc aag get cgc aag tac ttt gaa egg ctg cct 1351 
Met Leu Asp Gin Ala Pro Lys Ala Arg Lys Tyr Phe Glu Arg Leu Pro 

345 350 355 

999 99^ ggc tgg ace eta cga agg acg aaa gaa etc agg aag gat tac 1399 
Gly Gly Gly Trp Thr Leu Arg Arg Thr Lys Glu Leu Arg Lys Asp Tyr 
360 365 370 

cag ggc ccc ggg aca egg egg ctg cag gag gtg ctg ggc gtg cag acg 1447 
Gin Gly Pro Gly Thr Arg Arg Leu Gin Glu Val Leu Gly Val Gin Thr 
375 380 385 

ggc ggg ccc ggg ggc egg egg gcg ggg gag ccg ggc cac age ccc gee 1495 
Gly Gly Pro Gly Gly Arg Arg Ala Gly Glu Pro Gly His Ser Pro Ala 
390 395 400 405 

gac tac etc cgc ttc cag gac ctg gtg ctg cgc atg ctg gag tat gag 1543 
Asp Tyr Leu Arg Phe Gin Asp Leu Val Leu Arg Met Leu Glu Tyr Glu 

410 415 420 

ccc gee gec cgc ate age ccc ctg ggg get ctg cag cac ggc ttc ttc 1591 
Pro Ala Ala Arg He Ser Pro Leu Gly Ala Leu Gin His Gly Phe Phe 

425 430 435 



cgc cgc acg gee gac gag gee ace aac acg ggc ccg gca ggc age agt 163 9 

Arg Arg Thr Ala Asp Glu Ala Thr Asn Thr Gly Pro Ala Gly Ser Ser 
440 445 450 

gee tec ace teg ccc gcg ccc etc gac ace tgc ccc tct tec age acc 1687 
Ala Ser Thr Ser Pro Ala Pro Leu Asp Thr Cys Pro Ser Ser Ser Thr 
455 460 465 

gee age tec ate tec agt tct gga ggc tec agt ggc tec tec agt gac 1735 
Ala Ser Ser He Ser Ser Ser Gly Gly Ser Ser Gly Ser Ser Ser Asp 
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470 475 480 485 

aac egg acc tac cgc tac age aac cga tat tgt ggg ggc cct ggg ccc 1783 
Asn Arg Thr Tyr Arg Tyr Ser Asn Arg Tyr Cys Gly Gly Pro Gly Pro 

490 495 500 

cct ate aca gac tgt gag atg aac age ccc cag gtc cca ccc tec cag 1831 
Pro lie Thr Asp Cys Glu Met Asn Ser Pro Gin Val Pro Pro Ser Gin 

505 510 515 

ccg ctg egg ccc tgg gca ggg ggt gat gtg ccc cac aag aca cat caa 1879 
Pro Leu Arg Pro Trp Ala Gly Gly Asp Val Pro His Lys Thr His Gin 
520 525 530 

gee cct gee tct gee teg tea ctg cct ggg acc ggg gec cag tta ccc 1927 
Ala Pro Ala Ser Ala Ser Ser Leu Pro Gly Thr Gly Ala Gin Leu Pro 
535 540 545 

ccc cag ccc cga tac ctt ggt cgt ccc cca tea cca acc tea cca cca 1975 
Pro Gin Pro Arg Tyr Leu Gly Arg Pro Pro Ser Pro Thr Ser Pro Pro 
550 555 560 565 

ccc ccg gag ctg atg gat gtg age ctg gtg ggc ggc cct get gac tgc 2023 
Pro Pro Glu Leu Met Asp Val Ser Leu Val Gly Gly Pro Ala Asp Cys 

570 575 580 

tec cca cct cac cca gcg cct gee ccc cag cac ccg get gee tea gec 2071 
Ser Pro Pro His Pro Ala Pro Ala Pro Gin His Pro Ala Ala Ser Ala 

585 590 595 

etc egg act egg atg act gga ggt cgt cca ccc etc ccg cct cct gat 2119 
Leu Arg Thr Arg Met Thr Gly Gly Arg Pro Pro Leu Pro Pro Pro Asp 
600 605 610 

gac cct gec act ctg ggg cct cac ctg ggc etc cgt ggt gta ccc cag 2167 
Asp Pro Ala Thr Leu Gly Pro His Leu Gly Leu Arg Gly Val Pro Gin 
615 620 625 

age aca gca gee age teg tga cc ctgccccctc cctggggccc ctcctgaagc 2220 
Ser Thr Ala Ala Ser Ser * 
630 635 

cataccctcc cccatctggg ggccctgggc tcccatcctc atctctctcc ttgactggaa 2280 

ttgetgetae ccagctgggg tgggtgaggc ctgeactgat tggggcctgg ggcagggggg 2340 

tcaaggagag ggttttggcc gctccctccc cactaaggac tggacccttg ggcccctctc 2400 

cccctttttt tetatttatt gtaccaaaga cagtggtggt ccggtggagg gaagaccccc 2460 

cctcacccca ggaccctagg agggggtggg ggcaggtagg gggagatggc cttgctcctc 2520 

ctcgctgtac ccccagtaaa gagctttctc acaaaaaaaa aaaaaaaa 2568 



<210> 941 

<211> 665 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
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<222> (196) . . (501) 

<400> 941 

cccgaattcc cgggcaaccc acgcgtccgc tcagcctcag gagccaatct aaccgatgct 60 

cacctcttct gtcttcttgc atgcgaccgc gatctgtgtt gcgatggctt cgtcctcaca 120 

caggttcaag gaggtgccat catctgtggg ttgctgagct cacccagcgt cctgctttgt 180 

aatgacaaag actgg atg gat ccc tct gaa gcc tgg get aat get aca tgt 231 

Met Asp Pro Ser Glu Ala Trp Ala Asn Ala Thr Cys 
1 5 10 

cct ggt gtg aca tat gac cag gag age cac cag gtg at a ttg cgt ctt 27 9 

Pro Gly Val Thr Tyr Asp Gin Glu Ser His Gin Val lie Leu Arg Leu 
15 20 25 

gga gac cac gag ttc ate aag agt ctg aca ccc tta gaa gga act caa 327 
Gly Asp His Glu Phe lie Lys Ser Leu Thr Pro Leu Glu Gly Thr Gin 
30 35 40 

gac ace ttt ace aat ttt cag cag gtt tat etc tgg aaa gat tct gac 375 
Asp Thr Phe Thr Asn Phe Gin Gin Val Tyr Leu Trp Lys Asp Ser Asp 
45 50 55 60 

at 9 999 tct egg cct gag tct atg gga tgt aga aaa aac aca gtg cca 423 
Met Gly Ser Arg Pro Glu Ser Met Gly Cys Arg Lys Asn Thr Val Pro 

65 70 75 

agg cca gca tct cca aca gaa gca ggt act gac ccc caa ace ttc tta 471 
Arg Pro Ala Ser Pro Thr Glu Ala Gly Thr Asp Pro Gin Thr Phe Leu 

80 85 90 

cac act tgg gtg tct gaa tgc aga gac taa a tgggtgcacc aagagtttaa 522 
His Thr Trp Val Ser Glu Cys Arg Asp * 
95 100 

tcaatgaacg gatgtattga catcactcta ttctgtatcc atggactctc ctttaatctt 582 

ttaacccaat tatccagctc ataaatatgg gaagctcctc agatgggeca ttgtcacaag 642 

aaagtaaggc ataatcactg caa 665 



<210> 942 

<211> 3913 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (146) . . (3757) 
<400> 942 

gecgagagga cgagtgggga gggecagage tgcgcgtgct gctttgcccg agcccgagcc 60 

cgagcccgag cccgagcccg agcccgagcc cgagcccgaa cgcaagcctg ggagcgcgga 120 

gcccggctag ggactcctcc tattt atg gag cag gca ccc aac atg get gag 172 

Met Glu Gin Ala Pro Asn Met Ala Glu 
1 5 
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ccc egg ggc ccc gta gac cat gga gtc cag att cgc ttc ate aca gag 220 
Pro Arg Gly Pro Val Asp His Gly Val Gin lie Arg Phe lie Thr Glu 
10 15 20 25 

cca gtg agt ggt gca gag atg ggc act eta cgt cga ggt gga cga cgc 268 
Pro Val Ser Gly Ala Glu Met Gly Thr Leu Arg Arg Gly Gly Arg Arg 

30 35 40 

cca get aag gat gca aga gee agt ace tac ggg gtt get gtg cgt gtg 316 
Pro Ala Lys Asp Ala Arg Ala Ser Thr Tyr Gly Val Ala Val Arg Val 

45 50 55 

cag gga ate get ggg cag ccc ttt gtg gtg etc aac agt ggg gag aaa 364 
Gin Gly He Ala Gly Gin Pro Phe Val Val Leu Asn Ser Gly Glu Lys 
60 65 70 

ggc ggt gac tec ttt ggg gtc caa ate aag ggg gee aat gac caa ggg 412 
Gly Gly Asp Ser Phe Gly Val Gin He Lys Gly Ala Asn Asp Gin Gly 
75 80 85 

gee tea gga get ctg age tea gat ttg gaa etc cct gag aac ccc tac 460 
Ala Ser Gly Ala Leu Ser Ser Asp Leu Glu Leu Pro Glu Asn Pro Tyr 
90 95 100 105 

tct cag gtc aag gga ttt cct gee ccc teg cag age age aca tct gat 508 
Ser Gin Val Lys Gly Phe Pro Ala Pro Ser Gin Ser Ser Thr Ser Asp 

110 115 120 

gag gag cct ggg gee tac tgg aat gga aag eta etc cgt tec cac tec 556 
Glu Glu Pro Gly Ala Tyr Trp Asn Gly Lys Leu Leu Arg Ser His Ser 

125 130 ~ 135 

cag gee tea ctg gca ggc cct ggc cca gtg gat cct agt aac aga age 604 
Gin Ala Ser Leu Ala Gly Pro Gly Pro Val Asp Pro Ser Asn Arg Ser 
140 145 150 

aac age atg ctg gag eta gee ccg aaa gtg get tec cca ggt age ace 652 
Asn Ser Met Leu Glu Leu Ala Pro Lys Val Ala Ser Pro Gly Ser Thr 
155 160 165 

att gac act get ccc ctg tct tea gtg gac tea etc ate aac aag ttt 700 
He Asp Thr Ala Pro Leu Ser Ser Val Asp Ser Leu He Asn Lys Phe 
170 175 180 185 

gac agt caa ctt gga ggc cag gee egg ggt egg act ggc cgc cga aca 748 
Asp Ser Gin Leu Gly Gly Gin Ala Arg Gly Arg Thr Gly Arg Arg Thr 

190 195 200 

egg atg eta ccc cct gaa cag cgc aaa egg age aag age ctg gac age 796 
Arg Met Leu Pro Pro Glu Gin Arg Lys Arg Ser Lys Ser Leu Asp Ser 

205 210 215 

cgc etc cca egg gac ace ttt gag gaa egg gag cgc cag tec ace aac 844 
Arg Leu Pro Arg Asp Thr Phe Glu Glu Arg Glu Arg Gin Ser Thr Asn 
220 225 230 

cac tgg ace tct age aca aaa tat gac aac cat gtg ggc act teg aag 892 
His Trp Thr Ser Ser Thr Lys Tyr Asp Asn His Val Gly Thr Ser Lys 
235 240 245 

cag cca gee cag age cag aac ctg agt cct etc agt ggc ttt age cgt 940 
Gin Pro Ala Gin Ser Gin Asn Leu Ser Pro Leu Ser Gly Phe Ser Arg 
250 255 260 265 
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tct cgt cag act cag gac tgg gtc ctt cag agt ttt gag gag ccg egg 988 

Ser Arg Gin Thr Gin Asp Trp Val Leu Gin Ser Phe Glu Glu Pro Arg 

270 275 280 

agg agt gca cag gac ccc acc atg ctg cag ttc aaa tea act cca gac 1036 

Arg Ser Ala Gin Asp Pro Thr Met Leu Gin Phe Lys Ser Thr Pro Asp 

285 290 295 

etc ctt cga gac cag cag gag gca gec cca cca ggc agt gtg gac cat 1084 

Leu Leu Arg Asp Gin Gin Glu Ala Ala Pro Pro Gly Ser Val Asp His 
300 305 310 

atg aag gec acc ate tat ggc ate ctg agg gag gga age tea gaa agt 1132 

Met Lys Ala Thr lie Tyr Gly lie Leu Arg Glu Gly Ser Ser Glu Ser 
315 320 325 

gaa acc tct gtg agg agg aag gtt agt ttg gtg ctg gag aag atg cag 1180 

Glu Thr Ser Val Arg Arg Lys Val Ser Leu Val Leu Glu Lys Met Gin 

330 335 340 345 

cct eta gtg atg gtt tct tct ggt tct act aag gee gtg gca ggg cag 1228 

Pro Leu Val Met Val Ser Ser Gly Ser Thr Lys Ala Val Ala Gly Gin 

350 355 360 

ggt gag ctt acc cga aaa gtg gag gag eta cag cga aag ctg gat gaa 1276 

Gly Glu Leu Thr Arg Lys Val Glu Glu Leu Gin Arg Lys Leu Asp Glu 

365 370 375 

gag gtg aag aag egg cag aag eta gag cca tec caa gtt ggg ctg gag 1324 

Glu Val Lys Lys Arg Gin Lys Leu Glu Pro Ser Gin Val Gly Leu Glu 
380 385 390 

egg cag ctg gag gag aaa aca gaa gag tgc age cga ctg cag gag ctg 1372 

Arg Gin Leu Glu Glu Lys Thr Glu Glu Cys Ser Arg Leu Gin Glu Leu 
395 400 405 

ctg gag agg agg aag ggg gag gee cag cag age aac aag gag etc cag 142 0 

Leu Glu Arg Arg Lys Gly Glu Ala Gin Gin Ser Asn Lys Glu Leu Gin 

410 415 420 425 

aac atg aag cgc etc ttg gac cag ggt gaa gat tta cga cat ggg ctg 1468 

Asn Met Lys Arg Leu Leu Asp Gin Gly Glu Asp Leu Arg His Gly Leu 

430 435 440 

gag acc cag gtg atg gag ctg cag aac aag ctg aaa cat gtc cag ggt 1516 

Glu Thr Gin Val Met Glu Leu Gin Asn Lys Leu Lys His Val Gin Gly 

445 450 455 

cct gag cct get aag gag gtg tta ctg aag gac ctg tta gag acc egg 1564 

Pro Glu Pro Ala Lys Glu Val Leu Leu Lys Asp Leu Leu Glu Thr Arg 
460 465 470 

gaa ctt ctg gaa gag gtc ttg gag ggg aaa cag cga gta gag gag cag 1612 

Glu Leu Leu Glu Glu Val Leu Glu Gly Lys Gin Arg Val Glu Glu Gin 
475 480 485 

ctg agg ctg egg gag egg gag ttg aca gee ctg aag ggg gee ctg aaa 1660 

Leu Arg Leu Arg Glu Arg Glu Leu Thr Ala Leu Lys Gly Ala Leu Lys 

490 495 500 505 

gag gag gta gee tec cgt gac cag gag gtg gaa cat gtc egg cag cag 1708 

Glu Glu Val Ala Ser Arg Asp Gin Glu Val Glu His Val Arg Gin Gin 

510 515 520 
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tac cag cga gac aca gag cag etc cgc agg age atg caa gat gca acc 1756 
Tyr Gin Arg Asp Thr Glu Gin Leu Arg Arg Ser Met Gin Asp Ala Thr 

525 530 535 

cag gac cat gca gtg ctg gag gcg gag agg cag aag atg tea gee ctt 1804 
Gin Asp His, Ala Val Leu Glu Ala Glu Arg Gin Lys Met Ser Ala Leu 
540 545 550 

gtg cga ggg ctg cag agg gag ctg gag gag act tea gag gag aca ggg 1852 
Val Arg Gly Leu Gin Arg Glu Leu Glu Glu Thr Ser Glu Glu Thr Gly 
555 560 565 

cgt tgg cag agt atg ttc cag aag aac aag gag gat ctt aga gee acc 1900 
Arg Trp Gin Ser Met Phe Gin Lys Asn Lys Glu Asp Leu Arg Ala Thr 
570 575 580 585 

aag cag gaa etc ctg cag ctg cga atg gag aag gag gag atg gaa gag 1948 
Lys Gin Glu Leu Leu Gin Leu Arg Met Glu Lys Glu Glu Met Glu Glu 

590 595 600 

gag ctt gga gag aag ata gag gtc ttg cag agg gaa tta gag cag gee 1996 
Glu Leu Gly Glu Lys lie Glu Val Leu Gin Arg Glu Leu Glu Gin Ala 

605 610 615 

* 

cga get agt get gga gat act cgc cag gtt gag gtg etc aag aag gag 2044 
Arg Ala Ser Ala Gly Asp Thr Arg Gin Val Glu Val Leu Lys Lys Glu 
620 625 630 

ctg etc egg aca cag gag gag ctt aag gaa ctg cag gca gaa egg cag 2092 
Leu Leu Arg Thr Gin Glu Glu Leu Lys Glu Leu Gin Ala Glu Arg Gin 
635 640 645 

age cag gag gtg get ggg cga cac egg gac egg gag ttg gag aag cag 214 0 

Ser Gin Glu Val Ala Gly Arg His Arg Asp Arg Glu Leu Glu Lys Gin 
650 655 660 665 

ctg gcg gtc ctg agg gtc gag get gat cga ggt egg gag ctg gaa gaa 2188 
Leu Ala Val Leu Arg Val Glu Ala Asp Arg Gly Arg Glu Leu Glu Glu 

670 675 680 

cag aac etc cag eta caa aag acc etc cag caa ctg cga cag gac tgt 223 6 
Gin Asn Leu Gin Leu Gin Lys Thr Leu Gin Gin Leu Arg Gin Asp Cys 

685 690 695 

gaa gag get tec aag get aag atg gtg gee gag gca gag gca aca gtg 2284 
Glu Glu Ala Ser Lys Ala Lys Met Val Ala Glu Ala Glu Ala Thr Val 
700 705 710 

ct 9 999 cag egg egg gee gca gtg gag acg acg ctt egg gag acc cag^ 2332 
Leu Gly Gin Arg Arg Ala Ala Val Glu Thr Thr Leu Arg Glu Thr Gin 
715 720 725 

gag gaa aat gac gaa ttc cgc egg cgc ate ctg ggt ttg gag cag cag 2380 
Glu Glu Asn Asp Glu Phe Arg Arg Arg lie Leu Gly Leu Glu Gin Gin 
730 735 740 745 

ctg aag gag act cga ggt ctg gtg gat ggt ggg gaa gcg gtg gag gca 2428 
Leu Lys Glu Thr Arg Gly Leu Val Asp Gly Gly Glu Ala Val Glu Ala 

750 755 760 

cga eta egg gac aag ctg cag egg ctg gag gca gag aaa cag cag ctg 2476 
Arg Leu Arg Asp Lys Leu Gin Arg Leu Glu Ala Glu Lys Gin Gin Leu 

765 770 775 
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gag gag gcc ctg aat gcg tec cag gaa gag gag ggg agt ctg gca gca 2524 
Glu Glu Ala Leu Asn Ala Ser Gin Glu Glu Glu Gly Ser Leu Ala Ala 
780 785 790 

gcc aag egg gca ctg gag gca cgc eta gag gag get cag egg ggg ctg 2572 
Ala Lys Arg Ala Leu Glu Ala Arg Leu Glu Glu Ala Gin Arg Gly Leu 
795 800 805 

gcc cgc ctg ggg cag gag cag cag aca ctg aac egg gcc ctg gag gag 262 0 
Ala Arg Leu Gly Gin Glu Gin Gin Thr Leu Asn Arg Ala Leu Glu Glu 
810 815 820 825 

gaa ggg aag cag egg gag gtg etc egg cga ggc aag get gag ctg gag 2668 
Glu Gly Lys Gin Arg Glu- Val Leu Arg Arg Gly Lys Ala Glu Leu Glu 

830 835 840 

gag cag aag cgt ttg ctg gac agg act gtg gac cga ctg aac aag gag 2 716 
Glu Gin Lys Arg Leu Leu Asp Arg Thr Val Asp Arg Leu Asn Lys Glu 

845 850 855 

ttg gag aag ate ggg gag gac tct aag caa gcc ctg cag cag etc cag 2764 
Leu Glu Lys lie Gly Glu Asp Ser Lys Gin Ala Leu Gin Gin Leu Gin 
860 865 870 

gcc cag ctg gag gat tat aag gaa aag gcc egg egg gag gtg gca gat 2812 
Ala Gin Leu Glu Asp Tyr Lys Glu Lys Ala Arg Arg Glu Val Ala Asp 
875 880 885 

gcc cag cgc cag gcc aag gat tgg gcc agt gag get gag aag acc tct 2860 
Ala Gin Arg Gin Ala Lys Asp Trp Ala Ser Glu Ala Glu Lys Thr Ser 
890 895 900 905 

gga gga ctg age cga ctt cag gat gag ate cag agg ctg egg cag gcc 2908 
Gly Gly Leu Ser Arg Leu Gin Asp Glu lie Gin Arg Leu Arg Gin Ala 

910 915 920 

ctg cag gca tec cag get gag egg gac aca gcc egg ctg gac aaa gag 2 956 
Leu Gin Ala Ser Gin Ala Glu Arg Asp Thr Ala Arg Leu Asp Lys Glu 

925 930 935 

eta ctg gcc cag cga ctg cag ggg ctg gag caa gag gca gag aac aag 3 004 
Leu Leu Ala Gin Arg Leu Gin Gly Leu Glu Gin Glu Ala Glu Asn Lys 
940 945 950 

aag cgt tec cag gac gac agg gcc egg cag ctg aag ggt etc gag gaa 3 052 

Lys Arg Ser Gin Asp Asp Arg Ala Arg Gin Leu Lys Gly Leu Glu Glu 
955 960 965 

aaa gtc tea egg ctg gaa aca gag tta gat gag gag aag aac acc gtg 3100 

Lys Val Ser Arg Leu Glu Thr Glu Leu Asp Glu Glu Lys Asn Thr Val 

970 975 980 985 

i 

gag ctg eta aca gat egg gtg aat cgt ggc egg gac cag gtg gat cag 3148 

Glu Leu Leu Thr Asp Arg Val Asn Arg Gly Arg Asp Gin Val Asp Gin 

990 995 1000 

ctg agg aca gag etc atg cag gaa agg tct get egg cag gac ctg gag 3196 
Leu Arg Thr Glu Leu Met Gin Glu Arg Ser Ala Arg Gin Asp Leu Glu 

1005 1010 1015 

tgt gac aaa ate tec ttg gag aga cag aac aag gac ctg aag acc egg 3244 
Cys Asp Lys lie Ser Leu Glu Arg Gin Asn Lys Asp Leu Lys Thr Arg 
1020 1025 1030 
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ttg gcc age tea gaa ggc ttc cag aag cct agt gec age etc tct cag 3292 
Leu Ala Ser Ser Glu Gly Phe Gin Lys Pro Ser Ala Ser Leu Ser Gin 
1035 1040 1045 

ctt gag tec cag aat cag ttg ttg cag gag egg eta cag get gaa gag " 3340 
Leu Glu Ser Gin Asn Gin Leu Leu Gin Glu Arg Leu Gin Ala Glu Glu 
1050 1055 1060 1065 

agg gag aag aca gtt ctg cag tct acc aat cga aaa ctg gag egg aaa 3388 
Arg Glu Lys Thr Val Leu Gin Ser Thr Asn Arg Lys Leu Glu Arg Lys 

1070 1075 1080 

gtt aaa gaa eta tec ate cag att gaa gac gag egg cag cat gtc aat 3436 
Val Lys Glu Leu Ser lie Gin lie Glu Asp Glu Arg Gin His Val Asn 

1085 1090 1095 

gac cag aaa gac cag eta age ctg agg gtg aag get ttg aag cgt cag 3 484 

Asp Gin Lys Asp Gin Leu Ser Leu Arg Val Lys Ala Leu Lys Arg Gin 
1100 1105 1110 

gtg gat gaa gca gaa gag gaa att gag cga ctg gac ggc ctg agg aag 3 532 

Val Asp Glu Ala Glu Glu Glu lie Glu Arg Leu Asp Gly Leu Arg Lys 
1115 1120 1125 

aag gcc cag cgt gag gtg gag gag cag cat gag gtc aat gaa cag etc 3 580 

Lys Ala Gin Arg Glu Val Glu Glu Gin His Glu Val Asn Glu Gin Leu 
1130 1135 1140 1145 

cag gcc egg ate aag tct ctg gag aag gac tec tgg cgc aaa get tec 3628 
Gin Ala Arg lie Lys Ser Leu Glu Lys Asp Ser Trp Arg Lys Ala Ser 

1150 1155 1160 

cgc tea get get gag tea get etc aaa aac gaa ggg ctg age tea gat 3 676 

Arg Ser Ala Ala Glu Ser Ala Leu Lys Asn Glu Gly Leu Ser Ser Asp 

1165 1170 1175 

gag gaa ttc gac agt gtc tac gat ccc teg tec att gca tea ctg ctt 3724 
Glu Glu Phe Asp Ser Val Tyr Asp Pro Ser Ser lie Ala Ser Leu Leu 
1180 1185 1190 

acg gag age aac eta cag acc age tec tgt tag ctcgtggt cctcaaggac 3775 
Thr Glu Ser Asn Leu Gin Thr Ser Ser Cys * 
1195 1200 

tcagaaacca ggctcgaggc ctatcccagc aagtgctgct ctgctctgcc caccctgggt 3835 

tctgcattcc tatgggtgac ccaattattc agacctaaga cagggagggg tcagagtgat 3895 

ggtgataaaa aaaaaaaa 3913 



<210> 943 

<211> 1978 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (257) . . (1921) 

<400> 943 

cttggtatag gcgagaccca agctggctag cgtttattcg taagcttggt accgagctcg 60 
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gatccactag tccagtgtgg tggaattcga ccctctgtgt agattaaacc tgcgctccct 120 

gtttcccatt tccacagccg atgtccaggg tcgatacggc ccttaaaatc cccgcacact 180 

ccaccccagc attgacttcc aaagactcct ggcacatgag gaagaaaccc agaagaggag 240 

agcaaaggag tcagga atg get ttt act cag ttg aca ttc agg gac gtg 289 

Met Ala Phe Thr Gin Leu Thr Phe Arg Asp Val 
15 10 

gec ate gaa ttc tct caa gat gag tgg aaa tgc ctg aac tct aca cag 337 
Ala lie Glu Phe Ser Gin Asp Glu Trp Lys Cys Leu Asn Ser Thr Gin 

15 20 25 

agg act tta tac agg gat gtg atg ttg gag aac tac agg aac ctg gtc 3 85 

Arg Thr Leu Tyr Arg Asp Val Met Leu Glu Asn Tyr Arg Asn Leu Val 
30 35 40 

tec ctg gat ctg tct cgt aac tgt gta ate aag gaa eta gca cca caa 43 3 

Ser Leu Asp Leu Ser Arg Asn Cys Val lie Lys Glu Leu Ala Pro Gin 
45 50 " 55 

cag gaa ggt aac cca gga gaa gta ttc cac aca gtg aca ttg gaa caa 481 
Gin Glu Gly Asn Pro Gly Glu Val Phe His Thr Val Thr Leu Glu Gin 
60 65 70 75 

cat gaa aaa cat gac att gaa gag ttt tgc ttc agg gaa ate aag aaa 529 
His Glu Lys His Asp lie Glu Glu Phe Cys Phe Arg Glu lie Lys Lys 

80 85 90 

\ 
i 

aaa ata cac gac ttt gac tgt cag tgg aga gat gat gaa aga aat tgc 577 
Lys lie His Asp Phe Asp Cys Gin Trp Arg Asp Asp Glu Arg Asn Cys 

95 100 105 

aac aaa gtg act acg gee cca aaa gaa aat ctt act tgt agg aga gac 625 
Asn Lys Val Thr Thr Ala Pro Lys Glu Asn Leu Thr Cys Arg Arg Asp 
110 115 120 

caa cgc gat aga aga ggt ata gga aac aag tct att aaa cat cag ctt 673 
Gin Arg Asp Arg Arg Gly lie Gly Asn Lys Ser lie Lys His Gin Leu 
125 130 135 

gga tta age ttt eta cca cat ccc cat gaa ctg cag cag ttt caa get 721 
Gly Leu Ser Phe Leu Pro His Pro His Glu Leu Gin Gin Phe Gin Ala 
140 145 150 155 

gaa ggg aaa att tat gaa tgt aac cat gtt gag aag tct gtc aac cat 769 
Glu Gly Lys lie Tyr Glu Cys Asn His Val Glu Lys Ser Val Asn His 

160 165 170 

ggt tec tea gtt tea cca ccc caa ata ctt tct tct ace gtc aaa ace 817 
Gly Ser Ser Val Ser Pro Pro Gin lie Leu Ser Ser Thr Val Lys Thr 

175 180 185 

cat gtt tct aat aaa tat ggg act gat ttc ate tgt tct tea tta etc 865 
His Val Ser Asn Lys Tyr Gly Thr Asp Phe lie Cys Ser Ser Leu Leu 
190 195 200 

aca caa gaa cag aaa tea tgc att agg gaa aaa cct tac aga tat att 913 
Thr Gin Glu Gin Lys Ser Cys lie Arg Glu Lys Pro Tyr Arg Tyr lie 
205 210 215 

gag tgc gac aaa gec ttg aat cat ggc tea cac atg act gta cgt cag 961 
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Glu Cys Asp Lys Ala Leu Asn His Gly Ser His Met Thr Val Arg Gin 
220 225 230 235 

gta agt cat tct gga gag aaa gga tat aaa tgt gat ctg tgt ggc aag 
Val Ser His Ser Gly Glu Lys Gly Tyr Lys Cys Asp Leu Cys Gly Lys 

240 245 250 



1009 



gtc ttt agt caa aaa tea aac ctt gcg cgt cat tgg aga gtt cat act 
Val Phe Ser Gin Lys Ser Asn Leu Ala Arg His Trp Arg Val His Thr 

255 260 265 



1057 



gga gag aaa cca tac aaa tgt aat gaa tgt gac aga agt ttc agt cgc 
Gly Glu Lys Pro Tyr Lys Cys Asn Glu Cys Asp Arg Ser Phe Ser Arg 
270 275 280 



1105 



aac tea tgc ctt gca eta cat egg aga gtt cac act gga gag aaa cct 
Asn Ser Cys Leu Ala Leu His Arg Arg Val His Thr Gly Glu Lys Pro 
285 290 295 



1153 



tac aaa tgt tat gag tgt gac aag gtc ttc agt cga aat tea tgc ctt 
Tyr Lys Cys Tyr Glu Cys Asp Lys Val Phe Ser Arg Asn Ser Cys Leu 
300 305 310 315 

gca eta cat cag aaa act cat att gga gag aaa cct tac aca tgt aaa 
Ala Leu His Gin Lys Thr His lie Gly Glu Lys Pro Tyr Thr Cys Lys 

320 325 330 



1201 



1249 



gag tgt ggc aaa gee ttt agt gtg agg tea aca ctt ace aac cat cag 
Glu Cys Gly Lys Ala Phe Ser Val Arg Ser Thr Leu Thr Asn His Gin 

335 340 345 



1297 



gta att cat agt ggc aag aaa cct tac aaa tgc aat gaa tgt ggc aag 
Val lie His Ser Gly Lys Lys Pro Tyr Lys Cys Asn Glu Cys Gly Lys 
350 355 360 



1345 



gtg ttc agt cag act tea age ctt gca act cat cag aga att cac act 
Val Phe Ser Gin Thr Ser Ser Leu Ala Thr His Gin Arg He His Thr 
365 370 375 



1393 



999 gag aaa cca tac aag tgt aat gaa 
Gly Glu Lys Pro Tyr Lys Cys Asn Glu 
380 385 

act tea age ctt gca agg cat tgg aga 
Thr Ser Ser Leu Ala Arg His Trp Arg 

400 

tac aaa tgc aat gaa tgt ggt aag gtt 
Tyr Lys Cys Asn Glu Cys Gly Lys Val 

415 420 

gcg agt cat egg aga gtt cat act gga 
Ala Ser His Arg Arg Val His Thr Gly 
. 430 435 

gag tgt ggg aaa gee ttt agt gtg cat 
Glu Cys Gly Lys Ala Phe Ser Val His 
445 450 

gtc ate cat act gga gag aag cct tac 
Val He His Thr Gly Glu Lys Pro Tyr 
460 465 

ggc ttc agt gtg cat tea age eta act 



tgt ggt aaa gtc ttc agt cag 1441 
Cys Gly Lys Val Phe Ser Gin 
390 395 

att cat act gga gag aaa cct 1489 
He His Thr Gly Glu Lys Pro 
405 410 

ttc agt tac aat tea cac ctt 153 7 

Phe Ser Tyr Asn Ser His Leu 

425 

gag aaa cct tac aag tgt aat 1585 
Glu Lys Pro Tyr Lys Cys Asn 

440 

teg aac tta act ace cat cag 1633 
Ser Asn Leu Thr Thr His Gin 
455 

aaa tgt aat caa tgt ggc aaa 1681 
Lys Cys Asn Gin Cys Gly Lys 
470 475 

ace cat cag gtc ate cat act 1729 
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Gly Phe Ser Val His Ser Ser Leu Thr Thr His Gin Val lie His Thr 

480 485 490 

gga gaa aaa cct tac aaa tgt aat gag tgt ggc aaa tec ttt agt gtg 1777 
Gly Glu Lys Pro Tyr Lys Cys Asn Glu Cys Gly Lys Ser Phe . Ser Val 

495 500 505 

cgc cca aac etc act aga cat cag ata ate cat act gga aag aaa cct 1825 
Arg Pro Asn Leu Thr Arg His Gin lie lie His Thr Gly Lys Lys Pro 
510 515 520 

tac aaa tgt agt gat tgt ggg aag tec ttt agt gtg cgc cca aac etc 1873 
Tyr Lys Cys Ser Asp Cys Gly Lys Ser Phe Ser Val Arg Pro Asn Leu 
525 530 535 

ttc aga cat caa att ate cat act aag gag aaa cct tat aaa aga aat 1921 
Phe Arg His Gin lie lie His Thr Lys Glu Lys Pro Tyr Lys Arg Asn 
540 545 550 555 

taatatggca aggtcttcag tcaaagttta aatcctgtga gtcatcaaag aatttat 1978 



<210> 944 
<211> 915 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (224) . . (865) 

<400> 944 

tgcgccggaa ctcccgggtc gacccacgcg tccgctgtgg tccttctgct aatgeaaaca 60 

acaaaaeggg cacactagtc acccccgagg gaggccacca tcactgtaac tgttggccaa 120 

agctacaaaa gaagcgaggg aatccaaccg agegcagega cactgagaac agcttcccct 180 

gccttctgcg gcggcagaag tgaagtgcct gaggacegga agg atg gtg cag tec 235 

Met Val Gin Ser 
1 

tgc tec gee tac ggc tgc aag aac cgc tac gac aag gac aag ccc gtt 283 
Cys Ser Ala Tyr Gly Cys Lys Asn Arg Tyr Asp Lys Asp Lys Pro Val 
5 10 15 20 

tct ttc cac aag ttt cct ctt act cga ccc agt ctt tgt aaa gaa tgg 331 
Ser Phe His Lys Phe Pro Leu Thr Arg Pro Ser Leu Cys Lys Glu Trp 

25 30 35 

gag gca get gtc aga aga aaa aac ttt aaa ccc acc aag tat age agt 379 
Glu Ala Ala Val Arg Arg Lys Asn Phe Lys Pro Thr Lys Tyr Ser Ser 

40 45 50 

att tgt tea gag cac ttt act cca gac tgc ttt aag aga gag tgc aac 427 
lie Cys Ser Glu His Phe Thr Pro Asp Cys Phe Lys Arg Glu Cys Asn 
55 60 65 

aac aag tta ctg aaa gag aat get gtg ccc aca ata ttt ctt tgt act 475 
Asn Lys Leu Leu Lys Glu Asn Ala Val Pro Thr lie Phe Leu Cys Thr 
70 75 80 
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gag cca cat gac aag aaa gaa gat ctt ctg gag cca cag gaa cag ctt 523 

Glu Pro His Asp Lys Lys Glu Asp Leu Leu Glu Pro Gin Glu Gin Leu 

85 90 95 100 

ccc cca cct cct tta ccg cct cct gtt tec cag gtt gat get get att 571 

Pro Pro Pro Pro Leu Pro Pro Pro Val Ser Gin Val Asp Ala Ala lie 

105 110 115 

gga tta eta atg ccg cct ctt cag acc cct gtt aat etc tea gtt ttc 619 

Gly Leu Leu Met Pro Pro Leu Gin Thr Pro Val Asn Leu Ser Val Phe 

120 125 130 

tgt gac cac aac tat act gtg gag gat aca atg cac cag egg aaa agg 667 

Cys Asp His Asn Tyr Thr Val Glu Asp Thr Met His Gin Arg Lys Arg 

135 140 145 

att cat cag eta gaa cag caa gtt gaa aaa etc aga aag aag etc aag 715 

lie His Gin Leu Glu Gin Gin Val Glu Lys Leu Arg Lys Lys Leu Lys 

150 155 160 

acc gca cag cag cga tgc aga agg caa gaa egg cag ctt gaa aaa tta 763 

Thr Ala Gin Gin Arg Cys Arg Arg Gin Glu Arg Gin Leu Glu Lys Leu 

165 170 175 180 

aag gag gtt gtt cac ttc cag aaa gag aaa gac gac gta tea gaa aga 811 

Lys Glu Val Val His Phe Gin Lys Glu Lys Asp Asp Val Ser Glu Arg 

185 190 195 

ggt tat gtg att eta cca aat gac tac ttt gaa ata gtt gaa gta cca 859 

Gly Tyr Val lie Leu Pro Asn Asp Tyr Phe Glu He Val Glu Val Pro 

200 205 210 

gca taa aaaaatgaaa tgtgtattga tttctaatgg ggcaatacca catatcctcc 915 
Ala * 



<210> 945 

<211> 787 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (145) . . (609) 
<400> 945 

taattccegg gtcgacttcg ctgtcgacga tttegtagee gggcgcctca cctgtcagcc 6 0 

gcaccggctc cagcgctcgc ctctcgccct tgcttctcca gcgctccttg ctcgcaaggc 120 

9S999 a 99 c 9 gcggcccagc cacg atg ata cat ttc ata ttg etc ttc agt 171 

Met He His Phe He Leu Leu Phe Ser 

1 5 

cga caa ggg aaa tta egg eta cag aaa tgg tac ate act etc cct gat 219 
Arg Gin Gly Lys Leu Arg Leu Gin Lys Trp Tyr He Thr Leu Pro Asp 
10 15 20 25 

aaa gag agg aag aag ate acc egg gaa att gtt cag att att etc tec 267 
Lys Glu Arg Lys Lys lie Thr Arg Glu He Val Gin He He Leu Ser 



2613 



WO 01/57190 

30 35 



PCT/US01/04098 
40 



cgt ggt cac agg aca age agt ttt gtt gac tgg aag gag eta aaa ctt 315 
Arg Gly His Arg Thr Ser Ser Phe Val Asp Trp Lys Glu Leu Lys Leu 

45 50 55 

gtt tat aaa agg tat get agt tta tat ttt tgc tgt gca ata gaa aat 363 
Val Tyr Lys Arg Tyr Ala Ser Leu Tyr Phe Cys Cys Ala lie Glu Asn 
60 65 70 

cag gac aat gag etc ttg acg eta gag att gtg cat cgt tac gtg gag 411 
Gin Asp Asn Glu Leu Leu Thr Leu Glu lie Val His Arg Tyr Val Glu 
75 80 85 

ctg ctg gac aaa tat ttt gga aat gtc tgt gag ctg gat att ate ttt 459 
Leu Leu Asp Lys Tyr Phe Gly Asn Val Cys Glu Leu Asp He He Phe 
90 95 100 105 

aat ttt gaa aag get tat ttc ate ctg gac gag ttt ata ata ggt ggg 507 
Asn Phe Glu Lys Ala Tyr Phe He Leu Asp Glu Phe He He Gly Gly 

110 115 120 

gaa att cag gaa aca tec aag aaa att get gtc aaa gee att gaa gac 555 
Glu He Gin Glu Thr Ser Lys Lys He Ala Val Lys Ala He Glu Asp 

125 130 135 

tct gat atg tta cag gag gtc agt acg gtt tec caa ace atg gga gaa 603 
Ser Asp Met Leu Gin Glu Val Ser Thr Val Ser Gin Thr Met Gly Glu 
140 145 150 

aga tga tgatgatgat gatgatgatg gtgttaataa ttataatatt aaccaagact 659 
Arg * 
155 

tactgagtac ttactctgtg ctgggtacag tttctaaact atttatatgt attagcttat 719 

ttaatcctca caacaactcg aaaaagtagg tggtattgtt actcccactt tacagatgag 779 

taaactgg 787 



<210> 946 

<211> 2083 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (569) . . (2011) 
<220> 

<221> misc_feature 
<222> (1) . . . (2083) 
<223> n = a,t,c or g 



<400> 946 

cgtccccggt ccctgcctcc aggegegtae acggcgcgct aagaggcgcg gggagctctt 60 

agcgcaccta ctacttaacc ggaceggcta cttactggcc gccaggtgga agectgegat 12 0 

cgagctggcc gggcctccca gcaccgccgc tctccaggct ccctttccag gactcaactt 180 
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tggtcccagc 


cccaatcgca 


gctccggtaa 


cctttccagg 


aaccgaaatg 


ctagatacag 


cggaaggaga 


aacggaggga 


ggaagacaaa 


cccggagcag 


ggeggegegg 


cagtttggac 


acgccccgag 


ctctcctggg 


ctctcagtcc 


ccgtcaggat 


gggaggcgcg 


tgccgaggga 


ggaggctgag 


gacacagcct 


cctttcgccc 


tgcgctgccc 


ggccttccgc 


gtgaccccgc 


ctatgacctc 


ggggcgttcc 


gcctacgtct gaccgtcagg 


tgcgcacgcg 


cacttacagg 


cttgttttgc 


cagcttcacg 


ccacccggga 


tgggagaaag 


caggtgtcgc 


gagagttggg 


cgcaagacgc 


cttgtaggga 


gtgtaact 


atg gcc ggc ctg egg aac gaa agt 
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240 

300 
360 
420 
480 
540 
592 

Met Ala Gly Leu Arg Asn Glu Ser 
1 5 

gaa cag gag ccg etc tta ggc gac aca cct gga age aga gaa tgg gac 640 
Glu Gin Glu Pro Leu Leu Gly Asp Thr Pro Gly Ser Arg Glu Trp Asp 
10 15 20 

att tta gag act gaa gag cat tat aag age cga tgg aga tct att agg 688 
lie Leu Glu Thr Glu Glu His Tyr Lys Ser Arg Trp Arg Ser lie Arg 
25 30 35 40 

att tta tat ctt act atg ttt etc age agt gta ggg ttt tct gta gtg 736 
lie Leu Tyr Leu Thr Met Phe Leu Ser Ser Val Gly Phe Ser Val Val 

45 50 55 

atg atg tec ata tgg cca tat etc caa aag att gat ccg aca get gat 784 
Met Met Ser lie Trp Pro Tyr Leu Gin Lys lie Asp Pro Thr Ala Asp 

60 65 70 

aca agt ttt ttg ggc tgg gtt att get tea tat agt ctt ggc caa atg 832 
Thr Ser Phe Leu Gly Trp Val lie Ala Ser Tyr Ser Leu Gly Gin Met 
75 80 85 

gta get tea cct ata ttt ggt tta tgg tct aat tat aga cca aga aaa 880 
Val Ala Ser Pro He Phe Gly Leu Trp Ser Asn Tyr Arg Pro Arg Lys 
90 . 95 100 

gag cct ctt att gtc tec ate ttg att tec gtg gca gcc aac tgc etc 928 
Glu Pro Leu He Val Ser He Leu He Ser Val Ala Ala Asn Cys Leu 
105 110 115 120 

tat gca tat etc cac ate cca get tct cat aat aaa tac tac atg ctg 976 
Tyr Ala Tyr Leu His He Pro Ala Ser His Asn Lys Tyr Tyr Met Leu 

125 130 135 

gtt get cgt gga ttg ttg gga att gga gca gtt ttt cag act tgt ttt 1024 
Val Ala Arg Gly Leu Leu Gly He Gly Ala Val Phe Gin Thr Cys Phe 

140 145 150 

aca ttc ctt gga gaa aaa ggt gtg aca tgg gat gtg att aaa ctg cag 1072 
Thr Phe Leu Gly Glu Lys Gly Val Thr Trp Asp Val He Lys Leu Gin 
155 160 165 

ata aac atg tat aca aca cca gtt tta ctt age gcc ttc ctg gga att 112 0 

lie Asn Met Tyr Thr Thr Pro Val Leu Leu Ser Ala Phe Leu Gly He 
170 175 180 

tta aat att att ctg ate ctt gcc ata eta aga gaa cat cgt gtg gat 1168 
Leu Asn He He Leu lie Leu Ala He Leu Arg Glu His Arg Val Asp 
185 190 195 200 
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gac tea gga aga cag tgt aaa agt att aat ttt gaa gaa gca agt aca 1216 
Asp Ser Gly Arg Gin Cys Lys Ser He Asn Phe Glu Glu Ala Ser Thr 

205 210 215 

gat gaa get cag gtt ccc caa gga aat att gac cag gtt get gtt gtg 1264 
Asp Glu Ala Gin Val Pro Gin Gly Asn He Asp Gin Val Ala Val Val 

220 225 230 

gec ate aat gtt ctg ttt ttt gtg act eta ttt ate ttt gee ctt ttt 1312 
Ala He Asn Val Leu Phe Phe Val Thr Leu Phe He Phe Ala Leu Phe 
235 240 245 

gaa acc ate att act cca tta aca atg gat atg tat gee tgg act caa 1360 
Glu Thr He He Thr Pro Leu Thr Met Asp Met Tyr Ala Trp Thr Gin 
250 255 260 

gaa caa get gtg tta tat aat ggc ata ata ctt get get ctt ggg gtt 1408 
Glu Gin Ala Val Leu Tyr Asn Gly He He Leu Ala Ala Leu Gly Val 
265 270 275 280 

gaa gee gtt gtt att ttc tta gga gtt aag ttg ett tec aaa aag att 1456 
Glu Ala Val Val He Phe Leu Gly Val Lys Leu Leu Ser Lys Lys He 

285 290 295 

ggc gag cgt get att eta ctg gga gga etc ate gtt gta tgg gtt ggc 1504 
Gly Glu Arg Ala He Leu Leu Gly Gly Leu lie Val Val Trp Val Gly 

300 305 310 

ttc ttt ate ttg tta cct tgg gga aat caa ttt ccc aaa ata cag tgg 1552 
Phe Phe He Leu Leu Pro Trp Gly Asn Gin Phe Pro Lys He Gin Trp 
315 320 325 

gaa gat ttg cac aat aat tea ate cct aat acc aca ttt ggg gaa att 1600 
Glu Asp Leu His Asn Asn Ser He Pro Asn Thr Thr Phe Gly Glu He 
330 335 340 

att att ggt ctt tgg aag tct cca atg gaa gat gac aat gaa aga cca 1648 
He He Gly Leu Trp Lys Ser Pro Met Glu Asp Asp Asn Glu Arg Pro 
345 350 355 " 360 

act ggt tgc teg att gaa caa gee tgg tgc etc tac acc ccg gtg att 1696 
Thr Gly Cys Ser He Glu Gin Ala Trp Cys Leu Tyr Thr Pro Val He 

365 370 375 

cat ctg gec cag ttc ctt aca tea get gtg eta ata gga tta ggc tat 1744 
His Leu Ala Gin Phe Leu Thr Ser Ala Val Leu He Gly Leu Gly Tyr 

380 385 " 390 

cca gtc tgc aat ctt atg tec tat act eta tat tea aaa att eta gga 1792 
Pro Val Cys Asn Leu Met Ser Tyr Thr Leu Tyr Ser Lys He Leu Gly 
395 400 405 

cca aaa cct cag ggt gta tac atg ggc tgg tta aca gca tct gga agt 1840 
Pro Lys Pro Gin Gly Val Tyr Met Gly Trp Leu Thr Ala Ser Gly Ser 
410 415 420 

gga gee egg att ctt ggg cct atg ttc ate age caa gtg tat get cac 1888 
Gly Ala Arg He Leu Gly Pro Met Phe He Ser Gin Val Tyr Ala His 
425 430 435 440 

tgg 99 a cca cga tgg gca ttc age ctg gtg tgt gga ata ata gtg etc 1936 
Trp Gly Pro Arg Trp Ala Phe Ser Leu Val Cys Gly He He Val Leu 

445 450 455 
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acc ate acc etc ctg gga gtg gtt tac aaa aga etc att get ctt tct 1984 
Thr He Thr Leu Leu Gly Val Val Tyr Lys Arg Leu He Ala Leu Ser 

460 465 470 

gta aga tat ggg agg att cag gaa taa actag ctaagactgt gatggaaaca 2036 
Val Arg Tyr Gly Arg He Gin Glu * 
475 480 

egaaategtc gaeagegaag tccctccnnn ntttceggae egggace 2083 



<210> 947 
<211> 4079 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (134) . . (3664) 

<400> 947 

gcacgaggtg aagcgtgtgc tttagtttcg tgggaggect ggcatccccg agagggaggg 60 

gaaaggtaac cactcctttg tggaggtege cagggtcatt gtcgtggatt tgeacagteg 120 

gctgggcggt gca atg gcg gaa aga aaa gga aca gee aaa gtg gac ttt 169 

Met Ala Glu Arg Lys Gly Thr Ala Lys Val Asp Phe 
15 10 

ttg aag aag att gag aaa gaa ate caa cag aaa tgg gat act gag aga 217 
Leu Lys Lys He Glu Lys Glu He Gin Gin Lys Trp Asp Thr Glu Arg 
15 20 25 

gtg ttt gag gtc aat gca tct aat tta gag aaa cag acc age aag ggc 265 
Val Phe Glu Val Asn Ala Ser Asn Leu Glu Lys Gin Thr Ser Lys Gly 
30 35 40 

aag tat ttt gta acc ttc cca tat cca tat atg aat gga cgc ctt cat 313 
Lys Tyr Phe Val Thr Phe Pro Tyr Pro Tyr Met Asn Gly Arg Leu His 
45 50 55 60 

ttg 99^ cac acg ttt tct tta tec aaa tgt gag ttt get gta ggg tac 361 
Leu Gly His Thr Phe Ser Leu Ser Lys Cys Glu Phe Ala Val Gly Tyr 

65 70 75 

cag cga ttg aaa gga aaa tgt tgt ctg ttt ccc ttt ggc ctg cac tgt 409 
Gin Arg Leu Lys Gly Lys Cys Cys Leu Phe Pro Phe Gly Leu His Cys 

80 85 90 

act gga atg cct att aag gca tgt get gat aag ttg aaa aga gaa ata 457 
Thr Gly Met Pro He Lys Ala Cys Ala Asp Lys Leu Lys Arg Glu He 
95 100 105 

gag ctg tat ggt tgc ccc cct gat ttt cca gat gaa gaa gag gaa gag 505 
Glu Leu Tyr Gly Cys Pro Pro Asp Phe Pro Asp Glu Glu Glu Glu Glu 
110 115 120 

gaa gaa acc agt gtt aaa aca gaa gat ata ata att aag gat aaa get 553 
Glu Glu Thr Ser Val Lys Thr Glu Asp He He He Lys Asp Lys Ala 
125 130 135 140 

aaa gga aaa aag agt aaa get get get aaa get gga tct tct aaa tac 6 01 
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Lys Gly Lys Lys Ser Lys Ala Ala Ala Lys Ala Gly Ser Ser Lys Tyr 

145 150 155 

ca 9 SS C att atg aaa tec ctt ggc ctg tct gat gaa gag ata gta 649 
Gin Trp Gly He Met Lys Ser Leu Gly Leu Ser Asp Glu Glu He Val 

160 165 170 

aaa ttt tct gaa gca gaa cat tgg ctt gat tat ttc acg cca ctg get 697 
Lys Phe Ser Glu Ala Glu His Trp Leu Asp Tyr Phe Thr Pro Leu Ala 
175 180 185 

att cag gat tta aaa aga atg ggt ttg aag gta gac tgg cgt cgt tec 745 
He Gin Asp Leu Lys Arg Met Gly Leu Lys Val Asp Trp Arg Arg Ser 
190 195 200 

ttc ate ace act gat gtt aat cct tac tat gat tea ttt gtc aga tgg 793 
Phe He Thr Thr Asp Val Asn Pro Tyr Tyr Asp Ser Phe Val Arg Trp 
205 210 215 220 

caa ttt tta aca tta aga gaa aga aac aaa att aaa ttt ggg aag egg 841 
Gin Phe Leu Thr Leu Arg Glu Arg Asn Lys He Lys Phe Gly Lys Arg 

225 230 235 

tat aca att tac tct ccg aaa gat gga cag cct tgc atg gat cat gat 889 
Tyr Thr He Tyr Ser Pro Lys Asp Gly Gin Pro Cys Met Asp His Asp 

240 245 250 

aga caa act gga gag ggt gtt gga cct cag gaa tat act tta etc aaa 937 
Arg Gin Thr Gly Glu Gly Val Gly Pro Gin Glu Tyr Thr Leu Leu Lys 
255 260 265 

ttg aag gtg ctt gag cca tac cca tct aaa tta agt ggc ctg aaa ggt 985 
Leu Lys Val Leu Glu Pro Tyr Pro Ser Lys Leu Ser Gly Leu Lys Gly 
270 275 280 

aaa aat att ttc ttg gtg get get act etc aga cct gag ace atg ttt 1033 
Lys Asn He Phe Leu Val Ala Ala Thr Leu Arg Pro Glu Thr Met Phe 
285 290 295 300 

ggg cag aca aat tgt tgg gtt cgt cct gat atg aag tac att gga ttt 1081 
Gly Gin Thr Asn Cys Trp Val Arg Pro Asp Met Lys Tyr He Gly Phe 

305 310 315 

gag acg gtg aat ggt gat ata ttc ate tgt acc caa aaa gca gec agg 112 9 

Glu Thr Val Asn Gly Asp He Phe He Cys Thr Gin Lys Ala Ala Arg 

320 325 330 

aat atg tea tac cag ggc ttt acc aaa gac aat ggc gtg gtg cct gtt 1177 
Asn Met Ser Tyr Gin Gly Phe Thr Lys Asp Asn Gly Val Val Pro Val 
335 340 345 

gtt aag gaa tta atg ggg gag gaa att ctt ggt gca tea ctt tct gca 1225 
Val Lys Glu Leu Met Gly Glu Glu He Leu Gly Ala Ser Leu Ser Ala 
350 355 360 

cct tta aca tea tac aag gtg ate tat gtt etc cca atg eta act att 1273 
Pro Leu Thr Ser Tyr Lys Val He Tyr Val Leu Pro Met Leu Thr He 
365 370 375 380 

aag gag gat aaa ggc act ggt gtg gtt aca agt gtt cct tec gac tec 1321 
Lys Glu Asp Lys Gly Thr Gly Val Val Thr Ser Val Pro Ser Asp Ser 

385 390 395 

cct gat gat att get gee etc aga gac ttg aag aaa aag caa gec tta 1369 
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Pro Asp Asp lie Ala Ala Leu Arg Asp Leu Lys Lys Lys Gin Ala Leu 

400 405 410 

cga gca aaa tat gga att aga gat gac atg gtc ttg cca ttt gag ccg 1417 
Arg Ala Lys Tyr Gly lie Arg Asp Asp Met Val Leu Pro Phe Glu Pro 
415 420 425 

gtg cca gtc att gaa ate cca ggt ttt gga aat ctt tct get gta acc 1465 
Val Pro Val lie Glu lie Pro Gly Phe Gly Asn Leu Ser Ala Val Thr 
430 435 440 

att tgt gat gag ttg aaa att cag age cag aat gac egg gaa aaa ctt 1513 
lie Cys Asp Glu Leu Lys lie Gin Ser Gin Asn Asp Arg Glu Lys Leu 
445 450 455 460 

gca gaa gca aag gag aag at a tat eta aaa gga ttt tat gag ggt ate 1561 
Ala Glu Ala Lys Glu Lys lie Tyr Leu Lys Gly Phe Tyr Glu Gly He 

465 470 475 

atg ttg gtg gat gga ttt aaa gga cag aag gtt caa gat gta aag aag 1609 
Met Leu Val Asp Gly Phe Lys Gly Gin Lys Val Gin Asp Val Lys Lys 

480 485 490 

act att cag aaa aag atg att gac get gga gat gca ctt att tac atg 16 57 

Thr He Gin Lys Lys Met He Asp Ala Gly. Asp Ala Leu He Tyr Met 
495 500 505 

gaa cca gag aaa caa gtg atg tec agg teg tea gat gaa tgt gtt gtg 1705 
Glu Pro Glu Lys Gin Val Met Ser Arg Ser Ser Asp Glu Cys Val Val 
510 515 520 

get ctg tgt gac cag tgg tac ttg gat tat gga gaa gag aat tgg aag 1753 
Ala Leu Cys Asp Gin Trp Tyr Leu Asp Tyr Gly Glu Glu Asn Trp Lys 
525 530 535 540 

aaa cag aca tct cag tgc ttg aag aac ctg gaa aca ttc tgt gag gag 1801 
Lys Gin Thr Ser Gin Cys Leu Lys Asn Leu Glu Thr Phe Cys Glu Glu 

545 550 555 

acc agg agg aat ttt gaa gee acc tta ggt tgg eta caa gaa cat get 1849 
Thr Arg Arg Asn Phe Glu Ala Thr Leu Gly Trp Leu Gin Glu His Ala 

560 565 570 

tgc tea aga act tat ggt eta ggc act cac ttg cct tgg gat gag cag 1897 
Cys Ser Arg Thr Tyr Gly Leu Gly Thr His Leu Pro Trp Asp Glu Gin 
575 580 585 

tgg ctg att gaa tea ctt tct gac tec act att tac atg gca ttt tac 1945 
Trp Leu He Glu Ser Leu Ser Asp Ser Thr He Tyr Met Ala Phe Tyr 
590 595 600 

aca gtt gca cac eta ttg cag ggg ggt aac ttg cat gga cag gca gag 1993 
Thr Val Ala His Leu Leu Gin Gly Gly Asn Leu His Gly Gin Ala Glu 
605 610 615 620 

tct ccg ctg ggc att aga ccg caa cag atg acc aag gaa gtt tgg gat 2 041 

Ser Pro Leu Gly He Arg Pro Gin Gin Met Thr Lys Glu Val Trp Asp 

625 630 635 

tat gtt ttc ttc aag gag get cca ttt cct aag act cag att gca aag 2089 
Tyr Val Phe Phe Lys Glu Ala Pro Phe Pro Lys Thr Gin He Ala Lys 

640 645 650 

gaa aaa tta gat cag tta aag cag gag ttt gaa ttc tgg tat cct gtt 2137 
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Glu Lys Leu Asp Gin Leu Lys Gin Glu Phe Glu Phe Trp Tyr Pro Val 
655 660 665 

gat ctt cgc gtc tct ggc aag gat ctt gtt cca aat cat ctt tea tat 2185 
Asp Leu Arg Val Ser Gly Lys Asp Leu Val Pro Asn His Leu Ser Tyr 
670 675 680 

tac ctt tat aat cat gtg get atg tgg ccg gaa caa agt gac aaa tgg 2233 
Tyr Leu Tyr Asn His Val Ala Met Trp Pro Glu Gin Ser Asp Lys Trp 
685 690 695 700 

cct aca get gtg aga gca aat gga cat etc etc ctg aac tct gag aag 22 81 

Pro Thr Ala Val Arg Ala Asn Gly His Leu Leu Leu Asn Ser Glu Lys 

705 710 715 

atg tea aaa tec aca ggc aac ttc etc act ttg acc caa get att gac 2329 
Met Ser Lys Ser Thr Gly Asn Phe Leu Thr Leu Thr Gin Ala lie Asp 

720 725 730 

aaa ttt tea gca gat gga atg cgt ttg get ctg get gat get ggt gac 2377 
Lys Phe Ser Ala Asp Gly Met Arg Leu Ala Leu Ala Asp Ala Gly Asp 
735 740 745 

act gta gaa gat gec aac ttt gtg gaa gec atg gca gat gca ggt att 2425 
Thr Val Glu Asp Ala Asn Phe Val Glu Ala Met Ala Asp Ala Gly He 
750 755 760 

etc cgt ctg tac acc tgg gta gag tgg gtg aaa gaa atg gtt gec aac 2473 
Leu Arg. Leu Tyr Thr Trp Val Glu Trp Val Lys Glu Met Val Ala Asn 
765 770 775 780 

tgg gac age eta aga agt ggt cct gee age act ttc aat gat aga gtt 2521 
Trp Asp Ser Leu Arg Ser Gly Pro Ala Ser Thr Phe Asn Asp Arg Val 

785 790 795 

ttt gee agt gaa ttg aat gca gga att ata aaa aca gat caa aac tat 2569 
Phe Ala Ser Glu Leu Asn Ala Gly He lie Lys Thr Asp Gin Asn Tyr 

800 805 810 

gaa aag atg atg ttt aaa gaa get ttg aaa aca ggg ttt ttt gag ttt 2617 
Glu Lys Met Met Phe Lys Glu Ala Leu Lys Thr Gly Phe Phe Glu Phe 
815 820 825 

cag gec gca aaa gat aag tac cgt gaa ttg get gtg gaa ggg atg cac 2665 
Gin Ala Ala Lys Asp Lys Tyr Arg Glu Leu Ala Val Glu Gly Met His 
830 835 840 

aga gaa ctt gtg ttc egg ttt att gaa gtt cag aca ctt etc etc get 2713 
Arg Glu Leu Val Phe Arg Phe He Glu Val Gin Thr Leu Leu Leu Ala 
845 850 855 860 

cca ttc tgt cca cat ttg tgt gag cac ate tgg aca etc ctg gga aag 2761 
Pro Phe Cys Pro His Leu Cys Glu His He Trp Thr Leu Leu Gly Lys 

865 870 875 

cct gac tea att atg aat get tea tgg cct gtg gca ggt cct gtt aat 2809 
Pro Asp Ser He Met Asn Ala Ser Trp Pro Val Ala Gly Pro Val Asn 

880 885 890 

gaa gtt tta ata cac tec tea cag tat ctt atg gaa gta aca cat gac 2857 
Glu Val Leu He His Ser Ser Gin Tyr Leu Met Glu Val Thr His Asp 
895 900 905 

ctt aga eta cga etc aag aac tat atg atg cca get aaa ggg aag aag 2905 
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Leu Arg Leu Arg Leu Lys Asn Tyr Met Met Pro Ala Lys Gly Lys Lys 
910 915 920 

act gac aaa caa ccc ctg cag aag ccc tea cat tgc acc ate tat gtg 2953 
Thr Asp Lys Gin Pro Leu Gin Lys Pro Ser His Cys Thr lie Tyr Val 
925 930 935 940 

gca aag aac tat cca cct tgg caa cat acc acc ctg tct gtt eta cgt 3001 
Ala Lys Asn Tyr Pro Pro Trp Gin His Thr Thr Leu Ser Val Leu Arg 

945 950 955 

aaa cac ttt gag gec aat aac gga aaa ctg cct gac aac aaa gtc att 3049 
Lys His Phe Glu Ala Asn Asn Gly Lys Leu Pro Asp Asn Lys Val lie 

960 965 970 

get agt gaa eta ggc agt atg cca gaa ctg aag aaa tac atg aag aaa 3097 
Ala Ser Glu Leu Gly Ser Met Pro Glu Leu Lys Lys Tyr Met Lys Lys 
975 980 985 

gtc atg cca ttt gtt gee atg att aag gaa aat ctg gag aag atg ggg 3145 
Val Met Pro Phe Val Ala Met lie Lys Glu Asn Leu Glu Lys Met Gly 
990 995 1000 

cct cgt att ctg gat ttg caa tta gaa ttt gat gaa aag get gtg ctt 3193 
Pro Arg lie Leu Asp Leu Gin Leu Glu Phe Asp Glu Lys Ala Val Leu 
1005 1010 1015 1020 

atg gag aat ata gtc tat ctg act aat teg ctt gag eta gaa cac ata 3241 
Met Glu Asn lie Val Tyr Leu Thr Asn Ser Leu Glu Leu Glu His lie 

1025 1030 1035 

gaa gtc aag ttt gee tec gaa gca gaa gat aaa ate agg gaa gac tgc 3289 
Glu Val Lys Phe Ala Ser Glu Ala Glu Asp Lys lie Arg Glu Asp Cys 

1040 1045 1050 

tgt cct ggg aaa cca ctt aat gtt ttt aga ata gaa cct ggt gtg tec 3337 
Cys Pro Gly Lys Pro Leu Asn Val Phe Arg lie Glu Pro Gly Val Ser 
1055 1060 1065 

gtt tct ctg gtg aat ccc cag cca tec aat ggc cac ttc tea acc aaa 3385 
Val Ser Leu Val Asn Pro Gin Pro Ser Asn Gly His Phe Ser Thr Lys 
1070 1075 1080 

att gaa ate aag caa gga gat aac tgt gat tec ata ate agg cgt tta 3433 
lie Glu lie Lys Gin Gly Asp Asn Cys Asp Ser lie lie Arg Arg Leu 
1085 1090 1095 1100 

atg aaa atg aat cga gga att aaa gac ctt tec aaa gtg aaa ctg atg 3481 
Met Lys Met Asn Arg Gly lie Lys Asp Leu Ser Lys Val Lys Leu Met 

1105 1110 1115 

aga ttt gat gat cca ctg ttg ggg cct cga cga gtt cct gtc ctg gga 3529 
Arg Phe Asp Asp Pro Leu Leu Gly Pro Arg Arg Val Pro Val Leu Gly 

1120 1125 1130 

aag gag tac acc gag aag acc ccc att tct gag cat get gtt ttc aat 3577 
Lys Glu Tyr Thr Glu Lys Thr Pro lie Ser Glu His Ala Val Phe Asn 
1135 1140 1145 

gtg gac etc atg age aag aaa att cat ctg act gag aat ggg ata agg 3 625 

Val Asp Leu Met Ser Lys Lys lie His Leu Thr Glu Asn Gly lie Arg 
1150 H55 1160 

gtg gat att ggc gat aca ata ate tat ctg gtt cat taa actcatgcac 3674 
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Val Asp lie Gly Asp Thr lie lie Tyr Leu Val His * 
1165 1170 1175 



attggagatt 


tatcctggtt 


tcttaggaat actactactc 


tgattgtgtc 


tactgattgg 


3734 


ctatcagaac 


cttaggctgg 


acctaaatag attgatttca 


tttctaacca 


tccaattctg 


3794 


catgtattca 


taattctatc 


aagtcatctt tgattcctgg 


acctaataaa 


ttttttttcc 


3854 


ctttctttgg 


gtgtccaaga 


gaaatggttt ttgccaaact 


ctttttaaaa 


aacaaattgt 


3914 


tgctatttcc 


tagaagtttc 


tggtttttaa gatgaacata 


aaagtgtcag 


tatgcttctt 


3974 


ttatgaggtg 


tactttatac 


tttgatgaag gctaaggtgt 


acctaacagc 


tttttatagt 


4034 


atattcattt 


atggagttag 


ctgtattttt tttaaaaaaa 


aaaaa 




4079 



<210> 948 

<211> 5352 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (109) . . (5229) 
<400> 948 

attttccggg tcgacgattt cgtgcgactc tcggtcgtgc agcggcggcg agcgctcgcg 60 

agcggctgcg ggacgcgagg tttccggagc tgagctcaat gtgcagca atg gat gac 117 

Met Asp Asp 
1 

gac age ctg gat gag ctt gtg gec egg age cca ggg ccg gat gga cac 165 
Asp Ser Leu Asp Glu Leu Val Ala Arg Ser Pro Gly Pro Asp Gly His 
5 10 15 

cca cag gtc ggc cct gcg gac ccg gca ggt gac ttt gaa gaa age age 213 
Pro Gin Val Gly Pro Ala Asp Pro Ala Gly Asp Phe Glu Glu Ser Ser 
20 25 30 35 

gtg ggc age agt ggg gac tct ggg gac gac agt gac age gag cat gga 261 
Val Gly Ser Ser Gly Asp Ser Gly Asp Asp Ser Asp Ser Glu His Gly 

40 45 50 

gat ggc aca gac gga gaa gac gag ggg gcg tct gag gag gaa gac ctg 3 09 

Asp Gly Thr Asp Gly Glu Asp Glu Gly Ala Ser Glu Glu Glu Asp Leu 

55 60 65 

gaa gac aga tct ggt tec gag gat tct gaa gac gac ggg gag aca ttg 357 
Glu Asp Arg Ser Gly Ser Glu Asp Ser Glu Asp Asp Gly Glu Thr Leu 
70 75 80 

ctg gag gta gcg ggt act cag ggg aaa ctg gaa gec get ggc tct ttc 405 
Leu Glu Val Ala Gly Thr Gin Gly Lys Leu" Glu Ala Ala Gly Ser Phe 
85 90 95 

aat tct gat gat gat gca gag age tgc cca ate tgt etc aac gca ttc 453 
Asn Ser Asp Asp Asp Ala Glu Ser Cys Pro lie Cys Leu Asn Ala Phe 
100 105 110 115 
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aga gac cag gcc gtg ggg acg ccg gag aac tgt gcc cat tac ttc tgc 501 
Arg Asp Gin Ala Val Gly Thr Pro Glu Asn Cys Ala His Tyr Phe Cys 

120 125 130 

ctg gac tgc att gtc gaa tgg tec aag aat gcc aat tec tgt cca gtt 549 
Leu Asp Cys lie Val Glu Trp Ser Lys Asn Ala Asn Ser Cys Pro Val 

135 140 145 

gat cga act eta ttt aag tgc att tgt att cga get caa ttt ggt ggt 597 
Asp Arg Thr Leu Phe Lys Cys lie Cys lie Arg Ala Gin Phe Gly Gly 
150 155 160 

aaa ate tta aaa aag ate cca gtg gag aac ace aaa gcg age gag gag 645 
Lys lie Leu Lys Lys lie Pro Val Glu Asn Thr Lys Ala Ser Glu Glu 
165 170 175 

gag gag gac ccg ace ttc tgt gag gtg tgc ggc agg age gac cgt gag 693 
Glu Glu Asp Pro Thr Phe Cys Glu Val Cys Gly Arg Ser Asp Arg Glu 
180 185 190 195 

gac agg ctt ttg etc tgc gac ggc tgc gat gcg ggg tac cac atg gaa 741 
Asp Arg Leu Leu Leu Cys Asp Gly Cys Asp Ala Gly Tyr His Met Glu 

200 205 210 

tgc ttg gac ccc cct etc cag gag gtg ccg gtg gac gag tgg ttc tgc 78 9 

Cys Leu Asp Pro Pro Leu Gin Glu Val Pro Val Asp Glu Trp Phe Cys 

215 220 225 

ccg gaa tgt get gcg cct ggt gtt gtc ctt gcc get gat gcg ggt ccc 83 7 

Pro Glu Cys Ala Ala Pro Gly Val Val Leu Ala Ala Asp Ala Gly Pro 
230 235 240 

gtg agt gag gag gag gtc tec ctg etc ttg get gat gtg gtg ccc ace 885 
Val Ser Glu Glu Glu Val Ser Leu Leu Leu Ala Asp Val Val Pro Thr 
245 250 255 

ace age agg ctt egg cct cga gca ggt agg acc egg gcg ata gcc agg 933 
Thr Ser Arg Leu Arg Pro Arg Ala Gly Arg Thr Arg Ala lie Ala Arg 
260 265 270 275 

aca egg cag agt gag aga gtg aga gca acc gtg aac egg aac egg ate 981 
Thr Arg Gin Ser Glu Arg Val Arg Ala Thr Val Asn Arg Asn Arg lie 

280 285 290 

tec acg gcc agg agg gtc cag cac aca cca ggg cgc etc ggg tct tec 1029 
Ser Thr Ala Arg Arg Val Gin His Thr Pro Gly Arg Leu Gly Ser Ser 

295 300 305 

ctg ctg gat gaa gcc ate gag get gtg gcg act ggc ctg age act gcc 1077 
Leu Leu Asp Glu Ala lie Glu Ala Val Ala Thr Gly Leu Ser Thr Ala 
310 315 320 

gtg tat cag cgc ccc ctg acg ccg cgc act ccc gcc cga egg aag agg 1125 
Val Tyr Gin Arg Pro Leu Thr Pro Arg Thr Pro Ala Arg Arg Lys Arg 
325 330 335 

aag aca aga aga egg aag aaa gtg ccg gga aga aag aaa acc ccg tec 1173 
Lys Thr Arg Arg Arg Lys Lys Val Pro Gly Arg Lys Lys Thr Pro Ser 
340 345 350 355 

gga cca tec gca aaa agt aag age tea gcg aca aga tct aag aaa cgc 1221 
Gly Pro Ser Ala Lys Ser Lys Ser Ser Ala Thr Arg Ser Lys Lys Arg 

360 365 370 
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caa cat cga gtg aag aag aga aga ggg aag aag gta aag agt gaa gcc 1269 
Gin His Arg Val Lys Lys Arg Arg Gly Lys Lys Val Lys Ser Glu Ala 

375 380 385 

acc act cgc tct cga ate gcg egg acg ctg ggc ctg cgc agg cct gtt 1317 
Thr Thr Arg Ser Arg lie Ala Arg Thr Leu Gly Leu Arg Arg Pro Val 
390 395 400 

cac age age tgc ate ccg tea gtg ttg aag cca gtg gag ccc tct ttg 1365 
His Ser Ser Cys He Pro Ser Val Leu Lys Pro Val Glu Pro Ser Leu 
405 410 415 

ggg ctg ctg aga gcg gat att gga get gcc tct ctg tct ctg ttt gga 1413 
Gly Leu Leu Arg Ala Asp He Gly Ala Ala Ser Leu Ser Leu Phe Gly 
420 425 430 435 

gat cct tat gag ctg gat ccc ttc gac age agt gaa gag ctt tct gca 1461 
Asp Pro Tyr Glu Leu Asp Pro Phe Asp Ser Ser Glu Glu Leu Ser Ala 

440 445 450 

aac cct ctt tec cct ctg agt gcc aag aga egg get ctg tec egg tea 1509 
Asn Pro Leu Ser Pro Leu Ser Ala Lys Arg Arg Ala Leu Ser Arg Ser 

455 460 465 

■ 

gcc ctg cag tec cac cag ccc gtg gcc agg ccc gtc tec gtg ggg ctt 1557 
Ala Leu Gin Ser His Gin Pro Val Ala Arg Pro Val Ser Val Gly Leu 
470 475 480 

tec agg agg cgc etc cct gcc gcg gtg cca gag cca gac ttg gag gag 1605 
Ser Arg Arg Arg Leu Pro Ala Ala Val Pro Glu Pro Asp Leu Glu Glu 
485 490 495 

gag cca gtg cct gac ctg ctg ggc age ate ctg teg ggc cag age etc 1653 
Glu Pro Val Pro Asp Leu Leu Gly Ser He Leu Ser Gly Gin Ser Leu 
500 505 510 515 

ctg atg ctg ggc age agt gat gtc ate ate cac cgc gac ggc tec etc 1701 
Leu Met Leu Gly Ser Ser Asp Val He lie His Arg Asp Gly Ser Leu 

520 525 530 

age gcc aag agg gcg get cca gtt tct ttt cag cga aac tea ggc agt 1749 
Ser Ala Lys Arg Ala Ala Pro Val Ser Phe Gin Arg Asn Ser Gly Ser 

535 540 545 

ctg tec aga ggg gaa gaa gga ttc aag ggc tgc ctg cag ccc cga gca 1797 
Leu Ser Arg Gly Glu Glu Gly Phe Lys Gly Cys Leu Gin Pro Arg Ala 
550 555 560 

ctg ccc tec ggg age ccg gcc caa ggc ccg tea gga aac agg cca cag 1845 
Leu Pro Ser Gly Ser Pro Ala Gin Gly Pro Ser Gly Asn Arg Pro Gin 
565 570 575 

age aca ggg etc age tgt caa ggc agg tec cgc acc ccc gcc cgc acc 1893 
Ser Thr Gly Leu Ser Cys Gin Gly Arg Ser Arg Thr Pro Ala Arg Thr 
580 585 590 595 

gcg ggg gcg cct gtg agg ctg gac ttg cca gca gcc cct ggg gcg gtt 1941 
Ala Gly Ala Pro Val Arg Leu Asp Leu Pro Ala Ala Pro Gly Ala Val 

600 605 610 

cag get egg aac ttg tea aat ggg agt gtg cct ggc ttc aga cag age 1989 
Gin Ala Arg Asn Leu Ser Asn Gly Ser Val Pro Gly Phe Arg Gin Ser 

615 620 625 
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cac age ccc tgg ttc aac ggc acc aac aag cac acc ttg ccc ctt gec 2037 
His Ser Pro Trp Phe Asn Gly Thr Asn Lys His Thr Leu Pro Leu Ala 
630 635 640 

tct gec gcg tct aag ate tea age aga gat tct aag ccc cca tgt cgc 2 085 
Ser Ala Ala Ser Lys lie Ser Ser Arg Asp Ser Lys Pro Pro Cys Arg 
645 650 655 

agt gtg gtg ccg ggg cct ccc ctg aag cca gcg ccc aga aga aca gac 2133 
Ser Val Val Pro Gly Pro Pro Leu Lys Pro Ala Pro Arg Arg Thr Asp 
660 665 670 675 

ate tct gag eta ccc agg at a cca aag ate agg aga gat gac ggt ggt 2181 
lie Ser Glu Leu Pro Arg lie Pro Lys lie Arg Arg Asp Asp Gly Gly 

680 685 690 

ggc aga egg gat gcg gee ccg gee cac ggg cag age att gag ate ccc 2229 
Gly Arg Arg Asp Ala Ala Pro Ala His Gly Gin Ser lie Glu lie Pro 

695 700 705 

agt gee tgc ate age cga ctg act ggc agg gag ggc acc ggg cag cca 2277 
Ser Ala Cys lie Ser Arg Leu Thr Gly Arg Glu Gly Thr Gly Gin Pro 
710 715 720 

ggg cga ggc aca egg gca gag age gag gec age age agg gtg ccc egg 2325 
Gly Arg Gly Thr Arg Ala Glu Ser Glu Ala. Ser Ser Arg Val Pro Arg 
725 730 735 

gag ccc ggg gtg cac acg ggc age tec egg ccc cca gee ccc age tec 2373 
Glu Pro Gly Val His Thr Gly Ser Ser Arg Pro Pro Ala Pro Ser Ser 
740 745 750 755 

cat ggc agt ttg gee cca ctg gga cca tea aga ggg aaa ggg gtc ggg 2421 
His Gly Ser Leu Ala Pro Leu Gly Pro Ser Arg Gly Lys Gly Val Gly 

760 765 770 

teg acc ttt gag age ttc egg ate aat att cct gga aac atg gca cat 2469 
Ser Thr Phe Glu Ser Phe Arg lie Asn lie Pro Gly Asn Met Ala His 

775 780 785 

tec age cag etc tec age cct ggc ttc tgt aac acg ttc egg cct gtg 2517 
Ser Ser Gin Leu Ser Ser Pro Gly Phe Cys Asn Thr Phe Arg Pro Val 
790 795 800 

gac gat aag gag cag agg aag gag aac ccc tea ccc etc ttc tec ate ' 2565 
Asp Asp Lys Glu Gin Arg Lys Glu Asn Pro Ser Pro Leu Phe Ser lie 
805 810 815 

aag aag acg aag cag ctg egg age gag gtc tac gac cca tec gac ccc 2613 
Lys Lys Thr Lys Gin Leu Arg Ser Glu Val Tyr Asp Pro Ser Asp Pro 
820 825 830 835 

acc ggc tec gac tec age gee cct ggc age age ccc gag agg tct ggc 2661 
Thr Gly Ser Asp Ser Ser Ala Pro Gly Ser Ser Pro Glu Arg Ser Gly 

840 845 850 

ccc ggc etc ctg ccc tct gag ate aca cga acc ate tec ate aac age 2709 
Pro Gly Leu Leu Pro Ser Glu lie Thr Arg Thr lie Ser lie Asn Ser 

855 860 865 

ccg aag gee cag acg gtg cag get gtg cgc tgc gtc acc tec tac acg 2757 
Pro Lys Ala Gin Thr Val Gin Ala Val Arg Cys Val Thr Ser Tyr Thr 
870 875 880 
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gtg gag age ate ttt ggt aca gag ccc gaa ccc cct etc gga ccg tec 2805 
Val Glu Ser lie Phe Gly Thr Glu Pro Glu Pro Pro Leu Gly Pro Ser 
885 890 895 

tec gee atg tec aag etc egg ggt gca gtg get gee gag ggg gee tct 2853 
Ser Ala Met Ser Lys Leu Arg Gly Ala Val Ala Ala Glu Gly Ala Ser 
900 905 910 915 

gac acg gag cga gag gag ccc aca gag age cag ggc ctg get gee egg 2 901 

Asp Thr Glu Arg Glu Glu Pro Thr Glu Ser Gin Gly Leu Ala Ala Arg 

920 925 930 

ctg egg agg cca tec ccc cca gag ccc tgg gat gag gag gat ggg gcg 2949 
Leu Arg Arg Pro Ser Pro Pro Glu Pro Trp Asp Glu Glu Asp Gly Ala 

935 940 945 

tct tgc age acc ttc ttt ggc tct gag gag egg acg gtg ace tgt gtg 2 997 

Ser Cys Ser Thr Phe Phe Gly Ser Glu Glu Arg Thr Val Thr Cys Val 
950 955 960 

act gtc gtg gag ccg gaa gee cca ccc age ccg gac gtg ctg cag get 3 045 

Thr Val Val Glu Pro Glu Ala Pro Pro Ser Pro Asp Val Leu Gin Ala 
965 970 975 

gee acc cac aga gtc gtg gag etc agg ccc cct tec egg tec cgc tec 3093 
Ala Thr His Arg Val Val Glu Leu Arg Pro Pro Ser Arg Ser Arg Ser 
980 985 990 995 

aca tec age tec cgc age agg aag aag gee aag agg aag agg gtg tec 3141 
Thr Ser Ser Ser Arg Ser Arg Lys Lys Ala Lys Arg Lys Arg Val Ser 

1000 1005 1010 

agg gag cac gga egg acg cgc tct ggg acg cgc tct gaa tec agg gac 3189 
Arg Glu His Gly Arg Thr Arg Ser Gly Thr Arg Ser Glu Ser Arg Asp 

1015 1020 1025 

agg age teg agg tea gcg tea cca tea gtg ggt gag gag cgc ccc agg 3237 
Arg Ser Ser Arg Ser Ala Ser Pro Ser Val Gly Glu Glu Arg Pro Arg 
1030 1035 1040 

agg cag egg tec aag gee aag age egg egg tec tec agt gac cgc tec 3285 
Arg Gin Arg Ser Lys Ala Lys Ser Arg Arg Ser Ser Ser Asp Arg Ser 
1045 1050 1055 

age age cga gag cga get aag agg aag aaa gee aag gac aag age agg 3333 
Ser Ser Arg Glu Arg Ala Lys Arg Lys Lys Ala Lys Asp Lys Ser Arg 
1060 1065 1070 .1075 

* 

gag cac agg egg ggc ccc tgg ggc cac age egg agg acg tec egg teg 3381 
Glu His Arg Arg Gly Pro Trp Gly His Ser Arg Arg Thr Ser Arg Ser 

1080 1085 1090 

egg teg ggg age cct ggc age tct tec tat gag cac tat gag agt aga 3429 
Arg Ser Gly Ser Pro Gly Ser Ser Ser Tyr Glu His Tyr Glu Ser Arg 

1095 1100 1105 

aaa aaa aaa aaa agg aga tea gcg tec aga cct egg gga agg gag tgc 3477 
Lys Lys Lys Lys Arg Arg Ser Ala Ser Arg Pro Arg Gly Arg Glu Cys 
1110 1115 1120 

tec ccc acc age age ctg gag agg etc tgc agg cac aag cat cag egg 3525 
Ser Pro Thr Ser Ser Leu Glu Arg Leu Cys Arg His Lys His Gin Arg 
1125 1130 1135 
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gaa cgc age cac gag egg cca gac agg aag gag agt gtg gcg tgg ccc 3 573 

Glu Arg Ser His Glu Arg Pro Asp Arg Lys Glu Ser Val Ala Trp Pro 
1140 1145 1150 1155 

cga gac egg agg aag egg agg tec egg tec cca age teg gag cac agg 3621 
Arg Asp Arg Arg Lys Arg Arg Ser Arg Ser Pro Ser Ser Glu His Arg 

1160 1165 1170 

gca egg gag cac agg egg cct egg tec cgt gag aag tgg ccg cag ace 3669 
Ala Arg Glu His Arg Arg Pro Arg Ser Arg Glu Lys Trp Pro Gin Thr 

1175 1180 1185 

egg tec cat tec cca gag agg aag ggg get gtg agg gag get tec cca 3717 
Arg Ser His Ser Pro Glu Arg Lys Gly Ala Val Arg Glu Ala Ser Pro 
1190 1195 1200 

gcg ccc ctt gca cag ggg gag cca ggg egg gaa gac etc ccc ace agg 3 765 

Ala Pro Leu Ala Gin Gly Glu Pro Gly Arg Glu Asp Leu Pro Thr Arg 
1205 1210 1215 

ttg cca gee ttg ggg gaa gca cat gtc teg ccg gag gtg get acg gee 3813 
Leu Pro Ala Leu Gly Glu Ala His Val Ser Pro Glu Val Ala Thr Ala 
1220 1225 1230 1235 

gac aag gee ccc ctg cag get ccc cct gtc ctg gag gtg gca get gag 3 861 
Asp Lys Ala Pro Leu Gin Ala Pro Pro Val Leu Glu Val Ala Ala Glu 

1240 1245 1250 

tgt gag ccg gac gac ctg gac ctg gat tat ggc gac tec gtg gag gee 3909 
Cys Glu Pro Asp Asp Leu Asp Leu Asp Tyr Gly Asp Ser Val Glu Ala 

1255 1260 1265 

gga cac gtc ttt gat gat ttc tea age gac gec gtt ttc ate cag etc 3957 
Gly His Val Phe Asp Asp Phe Ser Ser Asp Ala Val Phe lie Gin Leu 
1270 1275 1280 

gat gac atg age teg cca cct tct ccc gaa age aca gac tct tec ccg 4 005 
Asp Asp Met Ser Ser Pro Pro Ser Pro Glu Ser Thr Asp Ser Ser Pro 
1285 1290 1295 

gag cga gac ttc cca ctg aag cct gcg ttg ccc cca gee age ctg gec 4053 
Glu Arg Asp Phe Pro Leu Lys Pro Ala Leu Pro Pro Ala Ser Leu Ala 
1300 1305 1310 1315 

gtg gee gec ate cag agg gag gtg tea ttg atg cac gat gaa gac cct 4101 
Val Ala Ala He Gin Arg Glu Val Ser Leu Met His Asp Glu Asp Pro 

1320 1325 1330 

teg cag ccc cca ccc ctg cca gag ggc ace cag gag cca cat ttg etc 4149 
Ser Gin Pro Pro Pro Leu Pro Glu Gly Thr Gin Giu Pro His Leu Leu 

1335 1340 1345 

agg ccg gac gcg get gag aag get gag gca ccc agt tec ccg gat gtg 4197 
Arg Pro Asp Ala Ala Glu Lys Ala Glu Ala Pro Ser Ser Pro Asp Val 
1350 1355 1360 

gcg cct gcg ggg aag gaa gac age ccc tct gcg agt ggg agg gta cag 4245 
Ala Pro Ala Gly Lys Glu Asp Ser Pro Ser Ala Ser Gly Arg Val Gin 
1365 1370 1375 

gag gca gee egg cct gag gag gtg gtt teg cag ace ccc ctg ctg egg 4293 
Glu Ala Ala Arg Pro Glu Glu Val Val Ser Gin Thr Pro Leu Leu Arg 
1380 1385 1390 1395 
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tec aga gec ctg gtg aag egg gtc acc tgg aac ctg cag gag teg gag 4341 
Ser Arg Ala Leu Val Lys Arg Val Thr Trp Asn Leu Gin Glu Ser Glu 

1400 1405 1410 

age age gee ccc gee gag gac aga "gee ccc egg ggc acc act tea cag 4389 
Ser Ser Ala Pro Ala Glu Asp Arg Ala Pro Arg Gly Thr Thr Ser Gin 

1415 1420 1425 

gee aca gaa gec ccg aga agg age ctg gga cat gga gga tgt ggc ccc 4437 
Ala Thr Glu Ala Pro Arg Arg Ser Leu Gly His Gly Gly Cys Gly Pro 
1430 1435 1440 

cac agg ggt cag gca ggc gtt etc cga get gee ctt tec cag tea cgt 4485 
His Arg Gly Gin Ala Gly Val Leu Arg Ala Ala Leu Ser Gin Ser Arg 
1445 1450 1455 

get tec gga acc egg gtt ccc aga cac aga ccc etc tea ggt tta cag 4533 
Ala Ser Gly Thr Arg Val Pro Arg His Arg Pro Leu Ser Gly Leu Gin 
1460 1465 1470 1475 

ccc egg cct gec gec tgc ccc ggc cca gee etc aag cat ccc acc ctg 4581 
Pro Arg Pro Ala Ala Cys Pro Gly Pro Ala Leu Lys His Pro Thr Leu 

1480 1485 1490 

cgc act ggt cag cca gee cac ggt cca gtt cat cct tea ggg gag cct 4629 
Arg Thr Gly Gin Pro Ala His Gly Pro Val His Pro Ser Gly Glu Pro 

1495 1500 1505 

gee get agt ggg ctg tgg ggc age aca gac cct ggc ccc agt gec cgc 4677 
Ala Ala Ser Gly Leu Trp Gly Ser Thr Asp Pro Gly Pro Ser Ala Arg 
1510 1515 1520 

tgc cct gac ccc age etc aga gec age cag tea age cac tgc age cag 4725 
Cys Pro Asp Pro Ser Leu Arg Ala Ser Gin Ser Ser His Cys Ser Gin 
1525 1530 1535 

caa etc gga gga gaa gac ccc ggc ccc cag get age tgc gga gaa aac 4773 
Gin Leu Gly Gly Glu Asp Pro Gly Pro Gin Ala Ser Cys Gly Glu Asn 
1540 1545 1550 ~ 1555 

caa gaa gga gga gta cat gaa gaa get gca cat gca gga gcg tgc tgt 4821 
Gin Glu Gly Gly Val His Glu Glu Ala Ala His Ala Gly Ala Cys Cys 

1560 1565 1570 

gga gga ggt gaa get ggc cat caa gee ctt eta cca gaa gag gga ggt 4869 
Gly Gly Gly Glu Ala Gly His Gin Ala Leu Leu Pro Glu Glu Gly Gly 

1575 1580 1585 

gac caa gga gga gta caa gga cat cct gcg caa ggc cgt gca gaa gat 4 917 
Asp Gin Gly Gly Val Gin Gly His Pro Ala Gin Gly Arg Ala Glu Asp 
1590 1595 1600 

ctg cca cag caa gag tgg aga gat caa ccc cgt gaa ggt ggc caa cct 4965 
Leu Pro Gin Gin Glu Trp Arg Asp Gin Pro Arg Glu Gly Gly Gin Pro 
1605 1610 1615 

ggt gaa ggc gta cgt gga caa gta cag gca cat gcg cag gca caa gaa 5013 
Gly Glu Gly Val Arg Gly Gin Val Gin Ala His Ala Gin Ala Gin Glu 
1620 1625 1630 1635 

acc aga ggc egg gga gga gec gee cac gca. ggg ggc cga ggg ctg agg 5061 
Thr Arg Gly Arg Gly Gly Ala Ala His Ala Gly Gly Arg Gly Leu Arg 

1640 1645 1650 
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cca ggc aat cac ggg eta tgc ccg ggg age tgt egg gag tgg egg gaa 5109 
Pro Gly Asn His Gly Leu Cys Pro Gly Ser Cys Arg Glu Trp Arg Glu 
1655 1660 1665 

teg ggg cca tgc ccg ggg age tgt egg gag tgg egg gaa teg ggg cca 5157 
Ser Gly Pro Cys Pro Gly Ser Cys Arg Glu Trp Arg Glu Ser Gly Pro 
1670 1675 1680 

tgc ccg ggg age tgt egg gag tgg egg gaa atg ggg ggc ate acc atg 5205 
Cys Pro Gly Ser Cys Arg Glu Trp Arg Glu Met Gly Gly lie Thr Met 
1685 1690 1695 

cct gec gtc ggg ttc ctg cgc tga cacctggtct gtgcacctgt gttgetcaca 5259 
Pro Ala Val Gly Phe Leu Arg * 
1700 1705 

gttgaaaact ggacactttt gtatgtatat tatagagaca ctgtttccat tctaatttat 5319 
caaaaatgga ttatctttag aaaaaaaaaa aaa 5352 



<210> 949 

<211> 2319 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (227) . . (1162) 
<220> 

<221> misc_f eature 
<222> (1) . . . (2319) 
<223> n = a,t,c or g 

<400> 949 

ggggttgaan gaggataccc ctttgaccat teggectatt taggtgacac tatagaacaa 60 

gtttgtacaa aaaagcaggc tggtaccggt ccggaattcc egggatateg tcgacccacg 120 

cgtccgccgc cccgcgctgg gaatttgegg cggcctccgc cggggcagcc gagctgaacc 180 

ggtctcttcc teggaaagge agggecgagg ggcctgcggg geagee atg gag gcg 235 

Met Glu Ala 
1 



acg egg agg egg cag cac ctg gga gcg acg ggc ggc cca ggc gcg cag 283 
Thr Arg Arg Arg Gin His Leu Gly Ala Thr Gly Gly Pro Gly Ala Gin 
5 10 15 

ctg ggc gee tec ttc ctg cag gec agg cat ggc tct gtg age get gat 331 

Leu Gly Ala Ser Phe Leu Gin Ala Arg His Gly Ser Val Ser Ala Asp 

20 25 30 35 

gag get gec cgc acg get ccc ttc cac etc gac etc tgg ttc tac ttc 379 

Glu Ala Ala Arg Thr Ala Pro Phe His Leu Asp Leu Trp Phe Tyr Phe 

40 45 50 



aca ctg cag aac tgg gtt ctg gac ttt ggg cgt ccc att gee atg ctg 427 
Thr Leu Gin Asn Trp Val Leu Asp Phe Gly Arg Pro lie Ala Met Leu 

55 60 65 
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gta ttc cct etc gag tgg ttt cca etc aac aag ccc agt gtt ggg gac 475 

Val Phe Pro Leu Glu Trp Phe Pro Leu Asn Lys Pro Ser Val Gly Asp 
70 75 80 

tac ttc cac atg gec tac aac gtc ate acg ccc ttt etc ttg etc aag 523 

Tyr Phe His Met Ala Tyr Asn Val lie Thr Pro Phe Leu Leu Leu Lys 
85 90 95 

etc ate gag egg tec ccc cgc acc ctg cca cgc tec ate acg tac gtg 571 

Leu lie Glu Arg Ser Pro Arg Thr Leu Pro Arg Ser lie Thr Tyr Val 
100 105 110 115 . 

age ate ate ate ttc ate atg ggt gee age ate cac ctg gtg ggt gac 619 

Ser He He He Phe He Met Gly Ala Ser He His Leu Val Gly Asp 

120 125 130 

tct gtc aac cac cgc ctg etc ttc agt ggc tac cag cac cac ctg tct 667 

Ser Val Asn His Arg Leu Leu Phe Ser Gly Tyr Gin His His Leu Ser 

135 140 145 

gtc cgt gag aac ccc ate ate aag aat etc aag ccg gag acg ctg ate 715 

Val Arg Glu Asn Pro He He Lys Asn Leu Lys Pro Glu Thr Leu He 
150 155 160 

gac tec ttt gag ctg etc tac tat tat gat gag tac ctg ggt cac tgc 763 

Asp Ser Phe Glu Leu Leu Tyr Tyr Tyr Asp Glu Tyr Leu Gly His Cys * 
165 170 175 

a tg tgg tac ate ccc ttc ttc etc ate etc ttc atg tac ttc age ggc 811 

Met Trp Tyr He Pro Phe Phe Leu He Leu Phe Met Tyr Phe Ser Gly 
180 185 190 195 

tgc ttt act gee tct aaa get gag age ttg att cca ggg cct gec ctg 859 

Cys Phe Thr Ala Ser Lys Ala Glu Ser Leu He Pro Gly Pro Ala Leu 

200 205 210 

etc ctg gtg gca ccc agt ggc ctg tac tac tgg tac ctg gtc acc gag 907 

Leu Leu Val Ala Pro Ser Gly Leu Tyr Tyr Trp Tyr Leu Val Thr Glu 

215 220 225 

* 

ggc cag ate ttc ate etc ttc ate ttc acc ttc ttc gee atg ctg gec 955 

Gly Gin He Phe He Leu Phe He Phe Thr Phe Phe Ala Met Leu Ala 
230 235 240 

etc gtc ctg cac cag aag cgc aag cgc etc ttc ctg gac age aac ggc 1003 

Leu Val Leu His Gin Lys Arg Lys Arg Leu Phe Leu Asp Ser Asn Gly 
245 250 255 

etc ttc etc ttc tec tec ttc gca ctg acc etc ttg ctt gtg gcg etc 1051 

Leu Phe Leu Phe Ser Ser Phe Ala Leu Thr Leu Leu Leu Val Ala Leu 
260 265 270 275 

tgg gtc gec tgg ctg tgg aat gac cct gtt etc agg aag aag tac ccg 1099 

Trp Val Ala Trp Leu Trp Asn Asp Pro Val Leu Arg Lys Lys Tyr Pro 

280 285 290 

ggt gtc ate tac gtc cct gag ccc tgg get ttc tac acc ctt cac gtc 1147 

Gly Val He Tyr Val Pro Glu Pro Trp Ala Phe Tyr Thr Leu His Val 

295 300 305 

age agt egg cac tga gtccctggca ccaggctctg gcgctctgct gggtgggagg 1202 
Ser Ser Arg His * 
310 
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gtgggccatg gagggcatct 


gaatacagga 


gtaggggggg 


tgtgggtgtg taaccagaga 


1262 


ccgagagcat 


gagtggggtg 


tgcctcgtgt 


gcgtggattc 


gtgtgtgtgt gtgtgtcttg 


1322 


tatatgtgtg 


cgcagagtgc 


atcattttca 


gactctacta 


tttccgtcaa gtttctgttt 


1382 


gatttggatc 


atctcaggat 


cggattctgt 


tttagagtgt 


ttctgggcca ggatccgggc 


1442 


ccctgccctc 


ctctgcacct 


gaccacactc 


cctactcagg gctagtctgt tcttcccgga 


1502 


catcttctgg 


tagccgtgca 


ggagagggct 


gggtggggca gaggccagga ggggacctgg 


1562 


tgtgtcacct 


gcccaccacc 


tggctcatcc 


ctcaggccca 


ccctgaccct acattacata 


1622 


ggttacgtca 


gcctactgtg 


gctgttgagc 


aaagcatttc 


tcctttctgg gcctcatttg 


1682 


cactagatgg gcctgtggtc 


ccaaagtagg 


tcagtaggtt 


ggggttgctg acaccccttg 


1742 


ggtgcagctt 


tgggacagat 


gagtggctct 


gtcctgtcac 


tgccctctcc ctgcctgggg 


1802 


gctatgtgca 


ctccagaccc 


ctgcccaggc 


tcaggcccat 


gaggtatgga gacaccctgg 


1862 


cccccaggag 


ctggaggcac 


cgcccactcc 


cctggcattc 


cagctttgca ggtgaccctc 


1922 


ctctacccaa 


agctctgtcc 


ccctgctccc 


actccagaag 


aactgcggca cgtgcttcgg 


1982 


gcagcctagc 


cacaggcttt 


gagcgcctgc 


attcctgggg gctggagggt ggggtgccaa 


2042 


aggccctgag 


caaaagccag 


agctcctctc 


atcaaagcct 


ttacaaggtg ctgggcccag 


2102 


aggctttgcc 


ttgacagagt 




ttcaagggag gaggaacctc cccctaccta 




ggacccttcc 


tgtggggggt 


ctacagagtc 


agggacagaa 


gggaagggac ccacaggaag 


2222 


tcacagtggt 


gcccagggat 


gtgtcagccc 


ccagccacgg 


ggacgcggga ttcaagaatg 


2282 


aagtaaatac 


agtcacagcc 


ccaaaaaaaa 


aaaaaaa 




2319 



<210> 950 

<211> 1392 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (157) . . (1212) 
<400> 950 

gtacgagggc ggcggcgagg accacaccgg gggcggggcc ggtagtggga gtgcggggcg 60 

cgcggtgaca gcgcggggtt ggcggcgtgg gacccagggg gcgacagagg cagcagcagc 12 0 

ccgaggcctg aggagaggag accggcggcg gcggca atg ctg gag acc ctt cgc 174 

Met Leu Glu Thr Leu Arg 
1 5 

gag egg ctg ctg age gtg cag cag gat ttc acc tec ggg ctg aag act 222 
Glu Arg Leu Leu Ser Val Gin Gin Asp Phe Thr Ser Gly Leu Lys Thr 

10 15 20 

tta agt gac aag tea aga gaa gca aaa gtg aaa age aaa ccc agg act 270 
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Leu Ser Asp Lys Ser Arg Glu Ala Lys Val Lys Ser Lys Pro Arg Thr 
25 30 35 

gtt cca ttt ttg cca aag tac tct get gga tta gaa tta ctt age agg 318 

Val Pro Phe Leu Pro Lys Tyr Ser Ala Gly Leu Glu Leu Leu Ser Arg 
40 45 50 



tat gag gat aca tgg get gca ctt cac aga aga gee aaa gac tgt gca 366 

Tyr Glu Asp Thr Trp Ala Ala Leu His Arg Arg Ala Lys Asp Cys Ala 

55 60 65 70 

agt get gga gag ctg gtg gat age gag gtg gtc atg ctt tct gcg cac 414 

Ser Ala Gly Glu Leu Val Asp Ser Glu Val Val Met Leu Ser Ala His 

75 80 85 

tgg gag aag aaa aag aca age etc gtg gag ctg caa gag cag etc cag 462 

Trp Glu Lys Lys Lys Thr Ser Leu Val Glu Leu Gin Glu Gin Leu Gin 

90 95 100 

cag etc cca get tta ate gca gac tta gaa tec atg aca gca aat ctg 510 
Gin Leu Pro Ala Leu lie Ala Asp Leu Glu Ser Met Thr Ala Asn Leu 
105 110 115 

act cat tta gag gcg agt ttt gag gag gta gag aac aac ctg ctg cat 558 

Thr His Leu Glu Ala Ser Phe Glu Glu Val Glu Asn Asn Leu Leu His 
120 125 130 

ctg gaa gac tta tgt ggg cag tgt gaa tta gaa aga tgc aaa cat atg 606 

Leu Glu Asp Leu Cys Gly Gin Cys Glu Leu Glu Arg Cys Lys His Met 

135 140 145 150 

cag tec cag caa ctg gag aat tac aag aaa aat aag agg aag gaa ctt 654 
Gin Ser Gin Gin Leu Glu Asn Tyr Lys Lys Asn Lys Arg Lys Glu Leu 

155 160 165 

gaa ace ttc aaa get gaa eta gat gca gag cac gee cag aag gtc ctg 702 

Glu Thr Phe Lys Ala Glu Leu Asp Ala Glu His Ala Gin Lys Val Leu 

170 175 180 

gaa atg gag cac ace cag caa atg aag ctg aag gag egg cag aag ttt 750 

Glu Met Glu His Thr Gin Gin Met Lys Leu Lys Glu Arg Gin Lys Phe 
185 190 195 

ttt gag gaa gec ttc cag cag gac atg gag cag tac ctg tec act ggc 798 

Phe Glu Glu Ala Phe Gin Gin Asp Met Glu Gin Tyr Leu Ser Thr Gly 
200 205 210 

tac ctg cag att gca gag egg cga gag ccc ata ggc age atg tea tec 846 

Tyr Leu Gin lie Ala Glu Arg Arg Glu Pro lie Gly Ser Met Ser Ser 

215 220 225 230 

atg gaa gtg aac gtg gac atg ctg gag cag atg gac ctg atg gac ata 894 

Met Glu Val Asn Val Asp Met Leu Glu Gin Met Asp Leu Met Asp lie 

235 240 245 

teg gac cag gag gee ctg gac gtc ttc ctg aac tct gga gga gaa gag 942 

Ser Asp Gin Glu Ala Leu Asp Val Phe Leu Asn Ser Gly Gly Glu Glu 

250 255 260 

aac act gtg ctg tec ccc gee tta ggg cct gaa tec agt acc tgt cag 990 

Asn Thr Val Leu Ser Pro Ala Leu Gly Pro Glu Ser Ser Thr Cys Gin 
265 270 275 

aat gag att acc etc cag gtt cca aat ccc tea gaa tta aga gee aag 103 8 
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Asn Glu lie Thr Leu Gin Val Pro Asn Pro Ser Glu Leu Arg Ala Lys 
280 285 290 

cca cct tct tct tec tec acc tgc acc gac teg gec acc egg gac ate 1086 
Pro Pro Ser Ser Ser Ser Thr Cys Thr Asp Ser Ala Thr Arg Asp He 
295 300 305 310 

agt gag ggt ggg gag tec ccc gtt gtt cag tec gat gag gag gaa gtt 1134 
Ser Glu Gly Gly Glu Ser Pro Val Val Gin Ser Asp Glu Glu Glu Val 

315 320 325 

cag gtg gac act gee ctg gee aca tea cac act gac aga gag gee act 1182 
Gin Val Asp Thr Ala Leu Ala Thr Ser His Thr Asp Arg Glu Ala Thr 

330 335 340 

ccg gat ggt ggt gag gac age gac tct taa a ttgggacatg ggcgttgtct 1233 
Pro Asp Gly Gly Glu Asp Ser Asp Ser * 
345 350 

ggccacactg gaatccagtt ttggctgtat geggaattec acctggaaag ccaggttgtt 1293 

ttatagaggt tcttgatttt tacataattg ccaataatgt gtgagaaact taaagaacag 1353 

ctaacaataa agtgtgagga eggtaaaaaa aaaaaaaaa 1392 



<210> 951 
<211> 3423 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (845) . . (2593) 
<400> 951 

cgaaatattc acaaaaccca gggtaaatgc catcagtcat aatggaaatt gtcccctgaa 60 

gctacagata aactttaagt aagtttgcag ctttgggtgg gacacaaatg gcatgtgctg 12 0 

acatcctcat actttattag ggaacatatt ctgctctggg ctgaagccaa ctcatttcat 18 0 

catcatcatt gttgtcataa teategtegt catcatcata gcaaccattt ectgaaegtt 240 

tattgtgttg catacactgg tccagaacct taaggcagat gatctatttc atcttctgaa 300 

gaaatctgag acctgagatg ctcccatgag ttttgaatat gctctgctcc ttacagcaaa 360 

gacaccattt ttaaaagtac cattcttttg actttgetgt tcccaaggct tctgtgatat 420 

tccggcccct ccgtttaaaa gecatcagat ttgagagcaa taagtcttca aaaccgggaa 480 

tttacattgt ttttcagctg accgacttcc aggaaaagga ctcaaccgca tctacccaaa 540 

taccgtggca ctgcttgcgc tctttgccac cggatactcc ccttccaatg agactttctg 600 

attgtgtcta ccaactctcc tattaggaaa cccgtgggtt geatgeaget attctgttgt 660 

attctcattc tcactctccc tcccttctct cactctcact ettgetggag gcgagccact 720 

accattctgc tgagaaggaa aagcccgcaa ctactttaag agattaagac aatatgegea 780 
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atcctcgcct ttcctagcaa tcactattta aatctggcaa gaactgacaa cagtctttgc 840 

aaga atg gaa tec gta aaa caa agg att ttg gec cca gga aaa gag ggg 883 
Met Glu Ser Val Lys Gin Arg He Leu Ala Pro Gly Lys Glu Gly 
15 10 15 

eta aag aat ttt get gga aaa tea etc ggc cag ate tac agg gtg ctg 937 
Leu Lys Asn Phe Ala Gly Lys Ser Leu Gly Gin He Tyr Arg Val Leu 

20 25 30 

gag aag aag caa gac ace ggg gag aca ate gag ctg acg gag gat ggg 985 
Glu Lys Lys Gin Asp Thr Gly Glu Thr He Glu Leu Thr Glu Asp Gly 

35 40 45 

aag ccc eta gag gtg ccc gag agg aag gcg ccg ctg tgc gac tgc acg 1033 
Lys Pro Leu Glu Val Pro Glu Arg Lys Ala Pro Leu Cys Asp Cys Thr 
50 55 60 

tgc ttc ggc ctg ccc cgc cgc tac att ate gee ate atg age ggc ctg 1081 
Cys Phe Gly Leu Pro Arg Arg Tyr He He Ala He Met Ser Gly Leu 
65 70 75 

ggc ttc tgc ate tec ttc ggt ate cgc tgc aac ctg ggc gtg gee' att 1129 
Gly Phe Cys He Ser Phe Gly He Arg Cys Asn Leu Gly Val Ala He 
80 85 90 95 

gtg gac atg gtc aac aac age acc ate cac cgc ggg ggc aag gtc ate 1177 
Val Asp Met Val Asn Asn Ser Thr He His Arg Gly Gly Lys Val He 

100 105 110 

aag gag aaa gee aaa ttc aac tgg gac ccg gaa acc gtg ggg atg ate 1225 
Lys Glu Lys Ala Lys Phe Asn Trp Asp Pro Glu Thr Val Gly Met He 

115 120 125 

cac ggt tec ttc ttt tgg ggc tac ate ate act cag att ccg gga ggc 1273 
His Gly Ser Phe Phe Trp Gly Tyr He He Thr Gin He Pro Gly Gly 
130 135 140 

tac ate gcg tct egg ctg gca gee gac agg gtt ttc gga get gee ata 1321 
Tyr He Ala Ser Arg Leu Ala Ala Asp Arg Val Phe Gly Ala Ala He 
145 150 155 

* 

ctt ctt acc tct acc eta aat atg eta att cca tea gca gee aga gtg 1369 
Leu Leu Thr Ser Thr Leu Asn Met Leu He Pro Ser Ala Ala Arg Val 
160 165 170 175 

cat tat gga tgt gtc ate ttt gtc aga ata ctg cag gga ctt gtt gag 1417 
His Tyr Gly Cys Val He Phe Val Arg He Leu Gin Gly Leu Val Glu 

180 185 190 

ggt gtg acc tac cca gca tgt cat ggg ata tgg age aaa tgg gee cca 1465 
Gly Val Thr Tyr Pro Ala Cys His Gly He Trp Ser Lys Trp Ala Pro 

195 200 205 

cct eta gag agg agt aga ctg gca acc acc tec ttt tgt ggt tec tat 1513 
Pro Leu Glu Arg Ser Arg Leu Ala Thr Thr Ser Phe Cys Gly Ser Tyr 
210 215 220 

gee gga get gtg att gca atg cct tta get ggc att ctt gtg cag tac 1561 
Ala Gly Ala Val He Ala Met Pro Leu Ala Gly He Leu Val Gin Tyr 
225 230 235 

act ggc tgg tct tea gtg ttt tat gtc tac gga age ttt gga atg gtc 1609 
Thr Gly Trp Ser Ser Val Phe Tyr Val Tyr Gly Ser Phe Gly Met Val 



2634 



WO 01/57190 PCT/US01/04098 

240 245 250 255 

tgg tac atg ttt tgg ctt ttg gtg tct tat gaa agt cct gca aag cat 1657 

Trp Tyr Met Phe Trp Leu Leu Val Ser Tyr Glu Ser Pro Ala Lys His 

260 265 270 

cct act att aca gat gaa gaa cgt agg tac aca gaa gaa age att gga 1705 

Pro Thr lie Thr Asp Glu Glu Arg Arg Tyr Thr Glu Glu Ser lie Gly 

275 280 285 

gag agt gca aat ctt tta ggt gca atg gaa aaa ttc aag act cca tgg 1753 

Glu Ser Ala Asn Leu Leu Gly Ala Met Glu Lys Phe Lys Thr Pro Trp 
290 295 300 

agg aag ttt ttt aca tec atg cca gtc tat gca ata att gtt gca aac 1801 

Arg Lys Phe Phe Thr Ser Met Pro Val Tyr Ala lie lie Val Ala Asn 
305 310 315 

ttc tgc aga age tgg act ttt tat tta ttg ctt att agt cag cca gca 1849 

Phe Cys Arg Ser Trp Thr Phe Tyr Leu Leu Leu He Ser Gin Pro Ala 

320 325 330 335 

tat ttt gag gaa gtc ttt gga ttt gaa att age aag gtt ggt atg eta 1897 

Tyr Phe Glu Glu Val Phe Gly Phe Glu He Ser Lys Val Gly Met Leu 

340 345 350 

tct get gtg cca cac tta gta atg aca att att gtg cct att ggg gga 1945 

Ser Ala Val Pro His Leu Val Met Thr He He Val Pro He Gly Gly 

355 360 365 

caa att gca gat ttt eta aga age aag cag att ctt tea act acg aca 1993 

Gin He Ala Asp Phe Leu Arg Ser Lys Gin He Leu Ser Thr Thr Thr 
370 375 380 

gtg aga aag ate atg aat tgt ggt ggt ttt ggc atg gaa gee aca ctg 2041 

Val Arg Lys He Met Asn Cys Gly Gly Phe Gly Met Glu Ala Thr Leu 
385 390 395 

etc ctg gtc gtt ggc tat tct cat act aga ggg gta gca ate tea ttc 2089 

Leu Leu Val Val Gly Tyr Ser His Thr Arg Gly Val Ala He Ser Phe 

400 405 410 415 

ttg gta ctt gca gtg gga ttc agt gga ttt get ata tct ggt ttc aat 2137 

Leu Val Leu Ala Val Gly Phe Ser Gly Phe Ala He Ser Gly Phe Asn 

420 425 430 

gtt aac cac ttg gat ate get cca aga tat gee agt ate tta atg ggc 2185 

Val Asn His Leu Asp He Ala Pro Arg Tyr Ala Ser He Leu Met Gly 

435 440 445 

att teg aat ggt gtt ggc aca ttg tea gga atg gtt tgt cct ate att 2233 

He Ser Asn Gly Val Gly Thr Leu Ser Gly Met Val Cys Pro He He 
450 455 460 

gtt ggt gca atg aca aag aat aag tea cgt gaa gag tgg cag tat gtc 2281 

Val Gly Ala Met Thr Lys Asn Lys Ser Arg Glu Glu Trp Gin Tyr Val 
465 470 475. 

ttc ctg ate get gee eta gtc cac tat ggt gga gtt ata ttt tat gca 232 9 

Phe Leu He Ala Ala Leu Val His Tyr Gly Gly Val lie Phe Tyr Ala 

480 485 490 495 

ata ttt gee tea gga gag aaa caa ccc tgg gca gac ccg gag gaa aca 2377 

lie Phe Ala Ser Gly Glu Lys Gin Pro Trp Ala Asp Pro Glu Glu Thr 
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500 505 510 

agt gaa gaa aaa tgt gga ttt att cat gaa gat gaa etc gat gaa gaa 2425 

Ser Glu Glu Lys Cys Gly Phe lie His Glu Asp Glu Leu Asp Glu Glu 

515 520 525 

aca ggg gac att act caa aat tat ata aat tat ggt acc acc aag tct 2473 

Thr Gly Asp lie Thr Gin Asn Tyr lie Asn Tyr Gly Thr Thr Lys Ser 

530 535 540 

tat ggt gec aca aca cag gec aat gga ggt tgg cct agt ggt tgg gaa 2 521 

Tyr Gly Ala Thr Thr Gin Ala Asn Gly Gly Trp Pro Ser Gly Trp Glu 

545 550 555 

aag aaa gag gaa ttt gta caa gga gaa gta caa gac tea cat age tat 2569 

Lys Lys Glu Glu Phe Val Gin Gly Glu Val Gin Asp Ser His Ser Tyr 

560 565 570 575 

aag gac cga gtt gat tat tea taa caaaactaat tactggattt atttttagtg 2623 

Lys Asp Arg Val Asp Tyr Ser * 

580 



tttataatta 


aattcattat* 


gattgeacaa aaattttaaa 


aacaegtgat 


gtaaacttgc 


26fl*} 
^ o o o 


aagcatatca 


accaggcaag 


tcttgctgta aaaatgaaaa 


caaaacaaac 


ccatgaggtt 


2743 


accatcaagt 


gcaatctgta 


aaattgtgaa gttccatcat 


ttccattcaa gtcatccatt 


2803 


ettgeatttg 


tgacttaaag 


gttgactggt caaaattgta gaaacaagta gttacccatt 


2863 


ggattcatat 


gagctaaaac 


tcatcactat ttactaaagc 


acaacatctc 


atcctacaaa 


2923 


agttaagaag 


ccaaagctac 


ttgatcatgc aaaatgeact 


tatatatttg 


ttacactgta 


2983 


ttgeaagata 


gcacacagaa 


gttggctgcg tcaagtagag gcgacattta ttaagtgaaa 


3043 


atcatgggag 


ttgggatatc 


tctcaattaa agaaatacat 


tgtgaactat 


cagctaccaa 


3103 


gttgtactga 


• 

ataactatta 


gaattgeata atgtgagata 


ttttgttagt 


cctcaaaagg 


3163 


aatatcttgc 


agtgttttct 


atgaaatget tgggcacaaa 


cacttatttc 


tgtgaaagag 


3223 


aacatgtaag 


ttgaggggta 


tgcttcatgt tcttccatcc 


atttacctaa 


tagtatgaaa 


3283 


cagttcacat 


ttcaataaaa 


tcaaactttt catgtagcgt 


atcacataac 


ttttttgcaa 


3343 


aaaatataaa 


aagaaataaa 


cttcaatgta ttttttatta 


caactttgta 


ctggttgtaa 


3403 


ettgeattag 


aaaaaaaaaa 








3423 


<210> 
<211> 
<212> 
<213> 


952 

1492 

DNA 

Homo sapiens 






« 


<220> 
<221> 
<222> 


CDS 

(223) . . (1212) 








<400> 
aaggatcctt 


952 

aattaaatta 


atcccccccc ccccccccga 


ccactccagc 


tgggactget 


60 
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aggaaggttg cgggtccacc cggccgagcc gaacgaggga aatggtcctc acccggccac 12 0 

tcgccggttg aaaaggggcc gccctggcag ggaagcggcc gccgcggcgc ggtgcagcgc 180 

agcggcgaga aggagtgcgt tatcgtcttg cgctactgct ga atg tec gtc ccg 234 

Met Ser Val Pro 
1 

gag gag gag gag agg ctt ttg ccg ctg acc cag aga tgg ccc cga gcg 282 
Glu Glu Glu Glu Arg Leu Leu Pro Leu Thr Gin Arg Trp Pro Arg Ala 
5 10 15 20 

age aaa ttc eta ctg tec ggc tgc gcg get acc gtg gee gag eta gca 33 0 

Ser Lys Phe Leu Leu Ser Gly Cys Ala Ala Thr Val Ala Glu Leu Ala 

25 30 35 

acc ttt ccc ctg gat etc aca aaa act cga etc caa atg caa gga gaa 3 78 

Thr Phe Pro Leu Asp Leu Thr Lys Thr Arg Leu Gin Met Gin Gly Glu 

40 45 50 

gca get ctt get egg ttg gga gac ggt gca aga gaa tct gec ccc tat 426 
Ala Ala Leu Ala Arg Leu Gly Asp Gly Ala Arg Glu Ser Ala Pro Tyr 
55 60 65 

agg gga atg gtg cgc aca gee eta ggg ate att gaa gag gaa' ggc ttt 474 
Arg Gly Met Val Arg Thr Ala Leu Gly lie lie Glu Glu Glu Gly Phe 
70 75 80 

eta aag ctt tgg caa gga gtg aca ccc gec att tac aga cac gta gtg 522 
Leu Lys Leu Trp Gin Gly Val Thr Pro Ala lie Tyr Arg His Val Val 
85 90 95 100 

tat tct gga ggt cga atg gtc aca tat gaa cat etc cga gag gtt gtg 570 
Tyr Ser Gly Gly Arg Met Val Thr Tyr Glu His Leu Arg Glu Val Val 

105 110 115 

ttt ggc aaa agt gaa gat gag cat tat ccc ctt tgg aaa tea gtc att 618 
Phe Gly Lys Ser Glu Asp Glu His Tyr Pro Leu Trp Lys Ser Val lie 

120 . 125 130 

gga ggg atg atg get ggt gtt att ggc cag ttt tta gec aat cca act 666 
Gly Gly Met Met Ala Gly Val lie Gly Gin Phe Leu Ala Asn Pro Thr 
135 140 145 

gac eta gtg aag gtt cag atg caa atg gaa gga aaa aga aaa ctg gaa 714 
Asp Leu Val Lys Val Gin Met Gin Met Glu Gly Lys Arg Lys Leu Glu 
150 155 160 

gga aaa cca ttg cga ttt cgt ggt gta cat cat gca ttt gca aaa ate 762 
Gly Lys Pro Leu Arg Phe Arg Gly Val His His Ala Phe Ala Lys lie 
165 170 175 180 

tta get gaa gga gga ata cga ggg ctt tgg gca ggc tgg gta ccc aat 810 
Leu Ala Glu Gly Gly lie Arg Gly Leu Trp Ala Gly Trp Val Pro Asn • 

185 190 195 

ata caa aga gca gca ctg gtg aat atg gga gat tta acc act tat gat 858 
lie Gin Arg Ala Ala Leu Val Asn Met Gly Asp Leu Thr Thr Tyr Asp 

200 205 210 

aca gtg aaa cac. tac ttg gta ttg aat aca cca ctt gag gac aat ate 906 
Thr Val Lys His Tyr Leu Val Leu Asn Thr Pro Leu Glu Asp Asn lie 
215 220 225 
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atg act cac ggt tta tea agt tta tgt tct gga ctg gta get tct att 954 
Met Thr His Gly Leu Ser Ser Leu Cys Ser Gly Leu Val Ala Ser lie 
230 235 240 

ctg gga aca cca gec gat gtc ate aaa age aga ata atg aat caa cca 1002 
Leu Gly Thr Pro Ala Asp Val lie Lys Ser Arg lie Met Asn Gin Pro 
245 250 255 260 

cga gat aaa caa gga agg gga ctt ttg tat aaa tea teg act gac tgc 1050 
Arg Asp Lys Gin Gly Arg Gly Leu Leu Tyr Lys Ser Ser Thr Asp Cys 

265 270 275 

ttg att cag get gtt caa ggt gaa gga ttc atg agt eta tat aaa ggc 1098 
Leu He Gin Ala Val Gin Gly Glu Gly Phe Met Ser Leu Tyr Lys Gly 

280 285 290 

ttt tta cca tct tgg ctg aga atg gta aag tta ggt tta ctt cct ttg 1146 
Phe Leu Pro Ser Trp Leu Arg Met Val Lys Leu Gly Leu Leu Pro Leu 
295 300 305 

ttt ttt ttc ttt gta ctt aaa tta ctt tta att tat aag cat ttt ccc 1194 
Phe Phe Phe Phe Val Leu Lys Leu Leu Leu He Tyr Lys His Phe Pro 
310 315 320 

ttt tct ctt ctg gtt tga agcatg gccctgcccc ccaaatcaag gtcctttctt 1248 
Phe Ser Leu Leu Val * 
325 330 

tcttttttaa atcttctttt atttcctttc acttctcctc agagttatct tgccttctgt 1308 

ggtagagtaa ggtaaaataa gttacatcca ttgacgaata agttgatagt cttgttataa 1368 

agecagtaaa tagattttct gtaatgtaaa atttttagta tttcatttag tcatatttta 1428 

atacaatatt ttagaatata tatacagatt ttacactaga gacctctcct acaaaaaaaa 1488 

aaaa 1492 



<210> 953 

<211> 4250 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (139) . . (1626) 
<400> 953 

gagttgatat cttcccatcc acccgccgct tctttcctcc atetagegat ttttattttt 60 

taagtgtctc ttcctttttc tttcttttct tttttatttt ttatatatat tttttggcat 120 

tgctttgcag atgttggg atg aga gtc gga gee gaa tac caa get egg ate 171 

Met Arg Val Gly Ala Glu Tyr Gin Ala Arg He 
1 5 10 



cct gaa ttt gat cca ggt get aca aag tac aca gat aaa gac aat gga 
Pro Glu Phe Asp Pro Gly Ala Thr Lys Tyr Thr Asp Lys Asp Asn Gly 

15 20 25 



219 
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ggg atg ctt gta tgg tct cca tat cac agt ate cca gat gec aaa ttg 267 
Gly Met Leu Val Trp Ser Pro Tyr His Ser lie Pro Asp Ala Lys Leu 
30 35 40 

gat gaa tac att gca att gca aag gaa aag cat ggc tac aat gtg gaa 315 
Asp Glu Tyr lie Ala lie Ala Lys Glu Lys His Gly Tyr Asn Val Glu 
45 50 55 

cag gca ctt ggc atg ttg ttc tgg cat aaa cat aac att gag aag tec 363 
Gin Ala Leu Gly Met Leu Phe Trp His Lys His Asn lie Glu Lys Ser 
60 65 70 75 

ctt get gat etc cct aat ttc act ccc ttt ccg gat gag tgg aca gtg 411 
Leu Ala Asp Leu Pro Asn Phe Thr Pro Phe Pro Asp Glu Trp Thr Val 

80 85 90 

gaa gat aaa gtc eta ttt gaa caa gee ttt agt ttt cat gga aag age 459 
Glu Asp Lys Val Leu Phe Glu Gin Ala Phe Ser Phe His Gly Lys Ser 

95 100 105 

ttt cac agg att cag caa atg ctt cca gat' aag aca att gca age ctt 507 
Phe His Arg lie Gin Gin Met Leu Pro Asp Lys Thr lie Ala Ser Leu 
110 115 120 

gta aaa tat tac tat tct tgg aaa aaa act cgc tct agg aca agt ttg 555 
Val Lys Tyr Tyr Tyr Ser Trp Lys Lys Thr Arg Ser Arg Thr Ser Leu 
125 130 135 

atg gat cgc cag get cgt aaa eta get aat aga cat aat cag ggt gac 603 
Met Asp Arg Gin Ala Arg Lys Leu Ala Asn Arg His Asn Gin Gly Asp 
140 145 150 155 

agt gat gat gat gta gaa gaa aca cat cca atg gat ggg aat gat agt 651 
Ser Asp Asp Asp Val Glu Glu Thr His Pro Met Asp Gly Asn Asp Ser 

160 165 170 

gat tat gat ccc aaa aaa gaa gee aaa aaa gag ggt aat act gaa caa 699 
Asp Tyr Asp Pro Lys Lys Glu Ala Lys Lys Glu Gly Asn Thr Glu Gin 

175 180 185 

cct gtc caa act age aag att gga ctt gga aga aga gag tat cag agt 747 

Pro Val Gin Thr Ser Lys lie Gly Leu Gly Arg Arg Glu Tyr Gin Ser 
190 195 200 

♦ 

tta caa cat cgc cat cat tct cag cgt tct aag tgc cgt cca cct aag 795 

Leu Gin His Arg His His Ser Gin Arg Ser Lys Cys Arg Pro Pro Lys 

205 210 215 

ggc atg tat tta ace cag gaa gat gtg gta gca gtt tec tgt agt ccc 843 
Gly Met Tyr Leu Thr Gin Glu Asp Val Val Ala Val Ser Cys Ser Pro 
220 225 230 235 

aat gca gee aac acc ate ctg agg caa ctg gac atg gag ttg ate tct 891 
Asn Ala Ala Asn Thr lie Leu Arg Gin Leu Asp Met Glu Leu lie Ser 

240 245 250 

eta aaa cgt cag gtt cag aat get aag caa gta aac agt gca ctt aaa 939 
Leu Lys Arg Gin Val Gin Asn Ala Lys Gin Val Asn Ser Ala Leu Lys 

255 260 265 

cag aaa atg gaa ggt gga att gaa gaa ttc aaa cct cct gag tea aat 987 
Gin Lys Met Glu Gly Gly lie Glu Glu Phe Lys Pro Pro Glu Ser Asn 
270 275 280 
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cag aaa att aat gcc cgt tgg acc aca gag gag cag ctt eta gca gtg 1035 
Gin Lys lie Asn Ala Arg Trp Thr Thr Glu Glu Gin Leu Leu Ala Val 
285 290 295 

caa ggt gtc cgc aaa tat ggt aaa gat ttt caa get att gca gat gta 1083 
Gin Gly Val Arg Lys Tyr Gly Lys Asp Phe Gin Ala lie Ala Asp Val 
300 305 310 315 

att ggc aac aag act gtt ggc caa gtg aag aac ttc ttt gta aac tac 1131 
lie Gly Asn Lys Thr Val Gly Gin Val Lys Asn Phe Phe Val Asn Tyr 

320 325 330 

agg cgt egg ttt aac tta gag gag gta ttg cag gag tgg gaa gca gaa 1179 
Arg Arg Arg Phe Asn Leu Glu Glu Val Leu Gin Glu Trp Glu Ala Glu 

335 340 345 

caa gga acc cag get tct aat ggt gat get tct act tta ggg gag gag 1227 
Gin Gly Thr Gin Ala Ser Asn Gly Asp Ala Ser Thr Leu Gly Glu Glu 
350 355 360 

aca aaa agt get tct aat gtg cca tea ggg aag age act gat gaa gaa 1275 
Thr Lys Ser Ala Ser Asn Val Pro Ser Gly Lys Ser Thr Asp Glu Glu 
365 370 375 

gag gag gca cag acc cca cag get cct egg aca ctg ggt cca tea cct 1323 
Glu Glu Ala Gin Thr Pro Gin Ala Pro Arg Thr Leu Gly Pro Ser Pro 
380 385 390 395 

cct gcc cca tea tec act cca aca cca aca gcc cct att gcc act ctg 1371 
Pro Ala Pro Ser Ser Thr Pro Thr Pro Thr Ala Pro He Ala Thr Leu 

400 405 410 

aac cag cct cca cca ctt ctt cgt cca aca ctg cct get gcc ccg get 1419 
Asn Gin Pro Pro Pro Leu Leu Arg Pro Thr Leu Pro Ala Ala Pro Ala 

415 420 425 

ctt cac egg cag cct cct cca etc cag cag cag get egg ttc ate cag 1467 
Leu His Arg Gin Pro Pro Pro Leu Gin Gin Gin Ala Arg Phe He Gin 
430 435 440 

ccc egg cca act tta aat cag cct cca cca cct ctt att cgc cct get 1515 
Pro Arg Pro Thr Leu Asn Gin Pro Pro Pro Pro Leu He Arg Pro Ala 
445 450 455 

aat tec atg cca ccc cgt eta aac cca aga ccg gtg ttg tec acg gtt 1563 
Asn Ser Met Pro Pro Arg Leu Asn Pro Arg Pro Val Leu Ser Thr Val 
460 465 470 475 

ggt ggt caa cag cca cca tea ctt att gga att cag aca gat tea cag 1611 
Gly Gly Gin Gin Pro Pro Ser Leu He Gly He Gin Thr Asp Ser Gin 

480 485 490 

tec tea ctg cac taa aaattaaatt ggacacagct gcagtaactt ttcaccccat 1666 
Ser Ser Leu His * 

495 

cattatacca gtgetcatet gactgatgaa aaagaggaaa gaataatcat ttctagatac 1726 

tgaggctgcg aactagttct gtggcagtgg actagcataa gtggatgtct aagaaatttt 1786 

tcagttcact agactaaaat gttttacaac aaaaagcetc cagttagect cctttctaga 1846 

gtatatgttc agcaatgtga tctcataaaa ggaaaaacaa aagatttaag tattctatat 1906 
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accaagtttt 


tgttttgttt 


ttactgtatt 


tcttcatagt 


caaggctctt 


agtacaggaa 


agtttcttaa 


gttaaggatg 


tttggctttt 


tgttaggagt 


gcaagaatag 


ccagcatttc 


tttaagaaat 


tatagctgca 


tatcccttct 


aattttaata 


tattccttta 


aaagaaagca 


accacaaaga 


atgtactgaa 


cctactaacc 


gagtccttgt 


ttaaaggtca 


ttgactcatc 


aattttgcat 


acaaatgagg 


acttaatttg 


aatggagttg 


gttttttttg 


tttctaaatg 


tctggggact 


tcagagaaga 


attatatttt 


gcatttcttt 


acagtaccct 


ttacgtgttt 


taataatatg 


gtctgcattt 


aatatgaaag 


tggatacatt 


tgtgtattcc 


ttgcagccaa 


atcatcaaca 


ttatttcata 


aaataagaat 


atattgtcac 


agttgtgctg 


ttaactaaaa 


aaagacatca 


agtcttctta 


attcaaccca 


tacaagtgat 


agtatttcaa 


caatgtgtaa 


ggaatcatta 


tttgtgcaaa 


gggacagaca 


aggctaaatg 


tttgcacatt 


cacattctta 


acatctaagg 


ccctaattta 


tgttttgaaa 


ttggctccac 


agccttaaag 


tgctatagat 


ttttagactg 


tgtatttcca 


taaataccct 


aggttaggtc 


cttttctttc 


tcattgaatc 


ctgatttaaa 


attcttaata 


ttcaagaatt 


ggacagttaa 


atatcttaaa 


atatctaaaa 


tatgtgcata 


ctataccttt 


acagcgttta 


tacacagtat 


gtgggatatg 


tcagtcaagt 


aorta tat tat 


crattcattaa 


aaaatctctt 


ctgagggatg 


tgctgtaatt 


tgatttacat 


cttcattagt 


aatatgacac 


atgtatatag 


tttgtaaata 


ttttgcacgt 


cattattttt 
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tattttattg aggttcttta tattcctgcc 1966 

tattgactta ggaattgtga aaactcctta 2026 

ttctttaatt ttttaaaaac cattttccta 2086 

cgattttgac atatgttcat tttatgcata 2146 

ttcaaaaaat gttgcttttt tttttaaagg 2206 

atttaatcaa ttgcaaagca attatataaa 2266 

ctttaacata cagtttaggg tcctagcgca 23 26 

atctgtcagt aatgagagga ttggaagaat 23 86 

ttgaaaaata atctctttaa gttccttgaa 2446 

ctatctgctt ttaactagta gttgcctaca 2506 

gttagttaag tagacacagt ggttatggaa 2566 

ggtttctgaa cttaaaattg ccctcatact 2626 

gtgttttatt gataaatcta ttgtactatt 2686 

cctgtattcg tgggattggt gtagggttaa 2746 

ttgttctgtg ttatctaaag atgtatcagt 2806 

atgctgagac ccctttttat agaaaaacaa 2866 

taatcattaa gtacttaaca aagaatattt 2926 

ttaatatttt tgatacagtg atttcatatt 2 986 

gatcacttag attgctatac tagtggacat 3046 

tcacgtgtag aatacttcac aaaatagtca 3106 

gatcatgtgt tcccaaagta ttccctattg 3166 

ttaaattcat tgattagttt taatttttaa 3226 

acgtactggc atatttgaaa ctctttttcc 3286 

atcttaaata gttcttggcc ctgaatttag 3346 

featacttatt ttttccttaa aagccacagg 34 06 

cattttttaa agcacttaga ttgtcttacg. 3466 

ttgtcttgtc tcttgtcagt agaccttcag 3526 

tggtcagcac cagcatctgt ccagctgttc 3586 

ctatcccaga catgggccaa ggtgctgtat 3646 

gcattagagc acacagtaga aaaacgttag 3706 

tgagatgtct ttattgtgtg ctttgcatat 3766 

cttttttgtt taagcagtgt ttggcctgga 3826 



2641 



WO 01/57190 
agagtgatat 


gcttgctgct 
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taaagatgtc 
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tatgtcttct 3886 


atttttatat 


aatttcatgt 


tctatgagga atttagtacc 


tcttcactgt 


gaaattcgaa 


3946 


ataatgattt 


ttataaaagc 


aaaactagaa atcttttaat 


gacaattttc 


attaatttca 


4006 


gggttatcat 


ttttgagaaa 


tctacaccaa agtggttttt 


taaaattaca 


taactaaaaa 


4066 


taaaccacac 


tgtggataca 


tcttataaaa ctaatggaaa 


caatgttttt 


ctatatgatt 


4126 


taattctagt 


gtaatatgga 


tgaggtaaga gtaagttatg 


atcaaacttt 


ttatgttctt 


4186 


aataagcttg 


caattgagta 


aaatagaata taaaataaag gtgaaataat 


ataaaaaaaa 


4246 


aaaa 










4250 


<210> 
<211> 
<212> 
<213> 


954 

1770 

DNA 

Homo sapiens 








<220> 
<221> 
<222> 


CDS 

(266) . . (1135) 








<400> 

ccggaattcc 


954 

cgggtcgacg atttcgtcgc ccgccgtggc gggcgctgcc 


cacccggcgg 


60 


agccgagcgg 


cgtgcagagg 


ctacaagtgc cgtagctggt 


gattggggga 


ctttctccgg 


120 



gaaccgtgcc gggagagcgc gcggtgctgg agccgcaccg ggtggccgaa gcagaagact 180 

ttccggaagc tgctggggga tgtctgacta gctctcatgg agctccacta ccttgctaag 24 0 

aagagcaacc aggcagacct ctgtg atg cca ggg act gga gtt caa gag ggc 292 

Met Pro Gly Thr Gly Val Gin Glu Gly 
1 5 

tgc ctg gtg acc agg cag ata cag cag cca caa gag ctg etc tct get 34 0 

Cys Leu Val Thr Arg Gin He Gin Gin Pro Gin Glu Leu Leu Ser Ala 
10 15 20 25 

gtc aga aac agt gtg cat cca ccc caa gag caa ccg aga ctg gaa ggg 38 8 

Val Arg Asn Ser Val His Pro Pro Gin Glu Gin Pro Arg Leu Glu Gly 

30 35 40 . 

tct aaa ctt agt tct tct cca gca tec ccc tec tec tct ctg caa aac 436 
Ser Lys Leu Ser Ser Ser Pro Ala Ser Pro Ser Ser Ser Leu Gin Asn 

45 50 55 

agt act ctt cag cca gat gec ttt cca cca gga ctt etc cac tea ggg 484 
Ser Thr Leu Gin Pro Asp Ala Phe Pro Pro Gly Leu Leu His Ser Gly 
60 65 70 

aac aac caa ata aca gcg gaa egg aaa gtc tgt aac tgc tgc age cag 532 
Asn Asn Gin He Thr Ala Glu Arg Lys Val Cys Asn Cys Cys Ser Gin 
75 80 85 

gaa tta gaa act tct ttt acc tat gtg gac aaa aac ate aac ttg gag 580 
Glu Leu Glu Thr Ser Phe Thr Tyr Val Asp Lys Asn He Asn Leu Glu 
90 95 100 105 
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cag egg aac egg age teg cca tea gca aaa ggg cat aat cac cct ggg 628 
Gin Arg Asn Arg Ser Ser Pro Ser Ala Lys Gly His Asn His Pro Gly 

110 115 120 

gag ctt ggc tgg gaa aat cca aat gag tgg tec caa gag get gee ata 676 
Glu Leu Gly Trp Glu Asn Pro Asn Glu Trp Ser Gin Glu Ala Ala lie 

125 130 135 

tct ttg ata tct gaa gag gag gat gat aca agt tea gaa gee acg tct 724 
Ser Leu He Ser Glu Glu Glu Asp Asp Thr Ser Ser Glu Ala Thr Ser 
140 145 150 

tea ggg aag tct ata gac tat ggt ttc ate age gee ate ttg ttc ttg 772 
Ser Gly Lys Ser He Asp Tyr Gly Phe He Ser Ala He Leu Phe Leu 
155 160 165 

gtc act ggg ate ctg etc gtg ate ate tct tac ate gtc cca egg gaa 820 
Val Thr Gly He Leu Leu Val He lie Ser Tyr He Val Pro Arg Glu 
170 175 180 185 

gtg act gtg gac ccc aac act gtg gca gee egg gag atg gag cgc ctg 868 
Val Thr Val Asp Pro Asn Thr Val Ala Ala Arg Glu Met Glu Arg Leu 

190 195 200 

gag aag gag agt gcg agg ctg ggg get cac ctg gac cgc tgt gtg att 916 
Glu Lys Glu Ser Ala Arg Leu Gly Ala His Leu Asp Arg Cys Val He 

205 210 215 

gcg ggg etc tgc etc etc acg ctg ggg ggc gtc ate ctg tec tgc ttg 964 
Ala Gly Leu Cys Leu Leu Thr Leu Gly Gly Val He Leu Ser Cys Leu 
220 225 230 

tta atg atg tec atg tgg aag ggg gag etc tat cgt cga aac aga ttt 1012 
Leu Met Met Ser Met Trp Lys Gly Glu Leu Tyr Arg Arg Asn Arg Phe 
235 240 245 

gec tct tec aaa gag tct gca aaa etc tat ggt tct ttc aac ttc agg 1060 
Ala Ser Ser Lys Glu Ser Ala Lys Leu Tyr Gly Ser Phe Asn Phe Arg 
250 255 260 265 

atg aaa ace age acg aat gaa aac act ctg gaa ctg tec ttg gta gag 1108 
Met Lys Thr Ser Thr Asn Glu Asn Thr Leu Glu Leu Ser Leu Val Glu 

270 275 280 

gaa gat gcg ctt get gta cag agt taa ttctg gttgtgaata tcttgagagt 1160 
Glu Asp Ala Leu Ala Val Gin Ser * 

285 290 

ctgccttggc attttataat atgaaaaaag ttaatttata aaaattcaca gtgeaattta 1220 

tttgcctggc aagaaaagtt tatttcacaa accaacagcc agtaagtgtt tttgttctct 1280 

atgtgtcttc tatttagaag aaaagccatg taagatgtat aagaaaccac aaccagccac 1340 

acctatcctt ctgaagagct gaaggctaat taatctgtaa tggccaagaa cttctacttc 1400 

gatagaaaaa tatttctaat gacccagtct acaaattatt tcttttacac aaatatatga 1460 

tgttattctt tggacactag gtggtcctac acacagtagg ateaattget aatctacttt 1520 

gtgaaaaaga actaagcact aatcaataat aaggcttaca tctaattctc aaaggtgctt 1580 

atccattttc ttgetaaatt atccttcttg taatttggct aaacactaaa acatggaatt 1640 
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tttagtttga atattttgaa gtttgaggat gttgggcttt ccttattgta aaaaatgtta 1700 
tgtttgaaat tattcctgtt ttcaaaaatg gtaattaagt cattaggata aactttctaa 1760 
taaaaaaaaa ^ 7n 



<210> 955 

<211> 1877 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (447) . . (1826) 



<400> 


955 






gctccggaat 


tcccgggtcg 


acttcgctgt cgacgatttc gtttttctgt gccactgaca 


60 


ccagaaatgc 


tatttagaag 


aagttatcag taatcctgac aaaggatgct tcctgcagct 


120 


caaatcaggc 


tggaggtgcc 


tttatatttt tcattgaatt actgttttgg tgactcgaat 


180 


gaatcatcaa 


ttcatttatt 


tgtcttcaaa tgtctgacgg cacttaaggt ctaaaaaaga 


240 


aggtaagttt 


aaacagatag 


tttgatgtta aggtataaat tgaaagtatg taacattttc 


300 


cctgtgttca 


ttagcagctc 


atatcaagca cccaaaggaa caccttggat gtttttcctt 


360 


aggcccttaa 


gctatttaaa 


agaatacctc ctaggtgtgg tgcggtcttt tacaggaatg 


420 


tgtttctgat 


catctgaatc 


ttaatc atg tec aac tgc ctg caa aat ttc ctg 


473 



Met Ser Asn Cys Leu Gin Asn Phe Leu 
1 5 

aaa att aca age act cgt ctt eta tgt tea aga tta tgc caa cag tta 521 
Lys He Thr Ser Thr Arg Leu Leu Cys Ser Arg Leu Cys Gin Gin Leu 
10 15 20 25 

aga agt aaa agg aag ttt ttc gga act gtg cca ata tec aga ttg cat 569 
Arg Ser Lys Arg Lys Phe Phe Gly Thr Val Pro He Ser Arg Leu His 

30 35 40 

agg cga gtt gtc att aca ggc att ggc tta gtg act cct ctt ggt gtt 617 
Arg Arg Val Val He Thr Gly He Gly Leu Val Thr Pro Leu Gly Val 

45 50 55 

gga act cac ctg gtt tgg gat cgt ctt ate gga gga gag agt gga att 665 
Gly Thr His Leu Val Trp Asp Arg Leu He Gly Gly Glu Ser Gly lie 
60 65 70 

gtt tea ctg gtt ggt gaa gag tat aag agt ate cct tgc agt gtt get 713 
Val Ser Leu Val Gly Glu Glu Tyr Lys Ser He Pro Cys Ser Val Ala 
75 80 85 

get tat gtg cca aga ggt agt gat gaa ggt cag ttc aat gaa caa aac 761 
Ala Tyr Val Pro Arg Gly Ser Asp Glu Gly Gin Phe Asn Glu Gin Asn 
90 95 100 105 



ttt gtg tec aaa tea gat ate aag tec atg tct tct ccc ace ate atg 
Phe Val Ser Lys Ser Asp He Lys Ser Met Ser Ser Pro Thr He Met 
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110 



115 
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120 



gcc att ggg get gca gaa tta gec atg aag gat tct ggc tgg cat cct 857 
Ala lie Gly Ala Ala Glu Leu Ala Met Lys Asp Ser Gly Trp His Pro 

125 130 135 

cag tea gaa get gat caa gtg get act ggt gtt gca att ggc atg gga 905 
Gin Ser Glu Ala Asp Gin Val Ala Thr Gly Val Ala lie Gly Met Gly 
140 145 150 

atg att cct ctt gaa gtt gtt tct gaa act get ttg aat ttt cag aca 953 
Met lie Pro Leu Glu Val Val Ser Glu Thr Ala Leu Asn Phe Gin Thr 
155 160 165 

aaa ggt tac aat aaa gtt age cca ttt ttt gtc cct aag att ctg gtc 1001 
Lys Gly Tyr Asn Lys Val Ser Pro Phe Phe Val Pro Lys lie Leu Val 
170 175 180 185 

aat atg gca gca ggc cag gtc age att cga tat aaa etc aag ggc cca 1049 
Asn Met Ala Ala Gly Gin Val Ser lie Arg Tyr Lys Leu Lys Gly Pro 

190 195 200 

aat cat gca gta tec aca gcc tgt acc aca gga get cat get gtg gga 1097 
Asn His Ala Val Ser Thr Ala Cys Thr Thr Gly Ala His Ala Val Gly 

205 210 215 

gac tea ttt aga ttt ata gcc cat ggt gat get gat gtg atg gtg get 1145 
Asp Ser Phe Arg Phe He Ala His Gly Asp Ala Asp Val Met Val Ala 
220 225 230 

gga ggt aca gat tct tgt att age cct tta tct ctt get ggg ttt tec 1193 
Gly Gly Thr Asp Ser Cys He Ser Pro Leu Ser Leu Ala Gly Phe Ser 
235 240 245 

aga gcc egg get ctg age aca aac tea gat ccc aag ttg gca tgt cga 1241 
Arg Ala Arg Ala Leu Ser Thr Asn Ser Asp Pro Lys Leu Ala Cys Arg 
250 255 260 265 

cca ttt cat cca aag aga gat ggt ttt gta atg gga gaa ggt gca get 12 8 9 

Pro Phe His Pro Lys Arg Asp Gly Phe Val Met Gly Glu Gly Ala Ala 

270 275 280 

gtg ctg gtg ctg gaa gaa tat gaa cat get gtt caa aga aga gcc egg 1337 
Val Leu Val Leu Glu Glu Tyr Glu His Ala Val Gin Arg Arg Ala Arg 

285 290 295 

ate tat gca gaa gtt ttg ggc tat gga etc tea ggt gat get ggt cac 1385 
He Tyr Ala Glu Val Leu Gly Tyr Gly Leu Ser Gly Asp Ala Gly His 
300 305 310 

ata act gcc cct gat cct gaa gga gaa ggt gcc tta agg tgt atg get 1433 
He Thr Ala Pro Asp Pro Glu Gly Glu Gly Ala Leu Arg Cys Met Ala 
315 320 325 

get get tta aaa gat gca ggt gtg cag cct gag gag ata tec tat ate 1481 
Ala Ala Leu Lys Asp Ala Gly Val Gin Pro Glu Glu He Ser Tyr He 
330 335 340 345 

aat gca cat get act tec aca cca ttg gga gat get get gaa aac aaa 152 9 
Asn Ala His Ala Thr Ser Thr Pro Leu Gly Asp Ala Ala Glu Asn Lys 

350 355 360 

get ate aaa cat etc ttc aaa gac cat gca tat gcc ctt gca gtt tec 1577 
Ala He Lys His Leu Phe Lys Asp His Ala Tyr Ala Leu Ala Val Ser 
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tea act aag gga gca aca gga cat ctg ctg gga get gca ggg gca gtc 1625 
Ser Thr Lys Gly Ala Thr Gly His Leu Leu Gly Ala Ala Gly Ala Val 
380 385 390 

gag gca get ttt ace aca tta get tgt tat tat caa aaa eta cca cct 1673 
Glu Ala Ala Phe Thr Thr Leu Ala Cys Tyr Tyr Gin Lys Leu Pro Pro 
395 400 405 

act tta aac ctg gat tgt teg gaa cca gaa ttt gat etc aac tat gtt 1721 
Thr Leu Asn Leu Asp Cys Ser Glu Pro Glu Phe Asp Leu Asn Tyr Val 
410 415 420 425 

cca eta aag gca cag gaa tgg aaa act gag aaa aga ttt att ggc etc 1769 
Pro Leu Lys Ala Gin Glu Trp Lys Thr Glu Lys Arg Phe lie Gly Leu 

430 435 440 

acc aat tec ttt ggt ttt ggt ggt act aat gca aca ctt tgt att get 1817 
Thr Asn Ser Phe Gly Phe Gly Gly Thr Asn Ala Thr Leu Cys lie Ala 

445 450 455 

gga ctg tag aacatat aatttgtaat taaatactga tttttaaatg ctaaaaaaaa 1873 
Gly Leu * 
460 

aaaa 18 77 



<210> 956 
<211> 917 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (274) . . (774) 
<400> 956 

aatttaggtg acactataga agagctatga cgtcgcatgc aegegtaegt aagcttggat 60 

cctctagagc ggccgctgtc gttgttctga ggcccttgac cctatcctaa gaacctttaa 120 

ctcggaactc tgttggggtg gagggcccct cttttcagcc ggtgtcttgc cttccattct 180 

cccttcatcc tgctcaacac cccgaagctg gtgaaaacag cagagctgcc cccggatcgg 240 

aactacgtgc tgggcgccca ccctcatggg ate atg tgt aca ggc ttc etc tgt 294 

Met Cys Thr Gly Phe Leu Cys 
l 5 

aat ttc tec acc gag age aat ggc ttc tec cag etc ttc ccg ggg etc 342 
Asn Phe Ser Thr Glu Ser Asn Gly Phe Ser Gin Leu Phe Pro Gly Leu 
10 15 20 

egg ccc tgg tta gee gtg ctg get ggc etc ttc tac etc ccg gtc tat 390 
Arg Pro Trp Leu Ala Val Leu Ala Gly Leu Phe Tyr Leu Pro Val Tyr 
25 30 35 

cgc gac tac ate atg tec ttt gga etc tgt ccg gtg age cgc cag age 43 8 

Arg Asp Tyr lie Met Ser Phe Gly Leu Cys Pro Val Ser Arg Gin Ser 
40 45 50 55 
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ctg gac ttc ate ctg tec cag ccc cag etc ggg cag gec gtg gtc ate 486 
Leu Asp Phe lie Leu Ser Gin Pro Gin Leu Gly Gin Ala Val Val lie 

60 65 70 

atg gtg ggg ggt gcg cac gag gee ctg tat tea gtc ccc ggg gag cac 534 
Met Val Gly Gly Ala His Glu Ala Leu Tyr Ser Val Pro Gly Glu His 

75 80 85 

tgc ctt acg etc cag aag cgc aaa ggc ttc gtg cgc ctg gcg ctg agg 582 
Cys Leu Thr Leu Gin Lys Arg Lys Gly Phe Val Arg Leu Ala Leu Arg 
90 95 100 

cac ggg gcg tec ctg gtg ccc gtg tac tec ttt ggg gag aat gac ate 630 
His Gly Ala Ser Leu Val Pro Val Tyr Ser Phe Gly Glu Asn Asp lie 
105 110 115 

ttt aga ctt aag get ttt gee aca ggc tec tgg cag cat tgg tgc cag 678 
Phe Arg Leu Lys Ala Phe Ala Thr Gly Ser Trp Gin His Trp Cys Gin 
120 125 130 135 

etc ace ttc aag aag etc atg ggc ttc tct cct tgc ate ttc tgg ggc 726 
Leu Thr Phe Lys Lys Leu Met Gly Phe Ser Pro Cys lie Phe Trp Gly 

140 145 150 

cgc ggt ate ttt gca ace acc ace tgg age ctg cat ccc ttt gga tga 774 
Arg Gly lie Phe Ala Thr Thr Thr Trp Ser Leu His Pro Phe Gly * 

155 160 165 

cccatcatcc ctgtgaaagg ccctcaccac cccttcaaat aaatttcgtt gcaggaaggg 834 

aaggaccaat tttagtgagt gtcacaccgt ttggaatgac agtggtggag actctcttct 894 

ctggagggct cgcgacaagc ggg 917 



<210> 957 
<211> 912 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59) . . (850) 

<400> 957 

taccggtccg gaattccegg gtcgacgatt tcgtgcggcg gggeggcegg cggcggcc 58 
atg gga gat ate cca gtc gtg ggc etc age tec tgg aag get tct cca 106 
Met Gly Asp lie Pro Val Val Gly Leu Ser Ser Trp Lys Ala Ser Pro 
15 10 15 



ggg aaa gtg acc gag gca gtg aaa gag gee att gac gca ggg tac egg 154 
Gly Lys Val Thr Glu Ala Val Lys Glu Ala lie Asp Ala Gly Tyr Arg 

20 25 30 

cac ttc gac tgt get tac ttt tac cac aat gag agg gag gtt gga gca 202 
His Phe Asp Cys Ala Tyr Phe Tyr His Asn Glu Arg Glu Val Gly Ala 
35 40 45 

ggg ate cgt tgc aag ate aag gaa ggc get gta aga egg gag gat ctg 250 
Gly lie Arg Cys Lys lie Lys Glu Gly Ala Val Arg Arg Glu Asp Leu 
50 55 60 
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etc att gec act aag ctg tgg tgc acc tgc cat aag aag tec ttg gtg 2 98 

Leu lie Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu Val 
65 70 75 80 

gaa aca gca tgc aga aag agt etc aag gec ttg aag ctg aac tat ttg 346 

Glu Thr Ala Cys Arg Lys Ser Leu Lys Ala Leu Lys Leu Asn Tyr Leu 

85 90 95 

gac etc tac etc ata cac tgg ccc atg ggt ttc aag cct cct cat cca 394 

Asp Leu Tyr Leu lie His Trp Pro Met Gly Phe Lys Pro Pro His Pro 

100 105 110 

gaa tgg ate, atg age tgc agt gaa ctt tec ttc tgc etc tea cat cct 442 

Glu Trp lie Met Ser Cys Ser Glu Leu Ser Phe Cys Leu Ser His Pro 
115 120 125 

cga gtg cag gac ttg cct ctg gac gag age aac atg gtt att ccc agt 490 

Arg Val Gin Asp Leu Pro Leu Asp Glu Ser Asn Met Val lie Pro Ser 

130 135 140 

gac acg gac ttc ctg gac acg tgg gag gec atg gag gac ctg gtg ate 538 

Asp Thr Asp Phe Leu Asp Thr Trp Glu Ala Met Glu Asp Leu Val lie 
145 150 155 160 

acc ggg ctg gtg aag aac ate ggg gtg tea aac ttc aac cat gaa cag 586 

Thr Gly Leu Val Lys Asn lie Gly Val Ser Asn Phe Asn His Glu Gin 

165 170 175 

ctt gag agg ctt ttg aat aag cct ggg ttg agg ttc aag cca eta acc 634 

Leu Glu Arg Leu Leu Asn Lys Pro Gly Leu Arg Phe Lys Pro Leu Thr 

180 185 190 

aac cag att ttg ate cga ttt caa ate cag agg aat gtg ata gtg ate 682 

Asn Gin lie Leu lie Arg Phe Gin lie Gin Arg Asn Val lie Val lie 
195 200 205 

ccc gga tct ate acc cca agt cac att aaa gag aat ate cag gtg ttt 730 

Pro Gly Ser He Thr Pro Ser His He Lys Glu Asn He Gin Val Phe 

210 215 220 

* 

gat ttt gaa tta aca cag cac gat atg gat aac ate etc age eta aac , 778 

Asp Phe Glu Leu Thr Gin His Asp Met Asp Asn He Leu Ser Leu Asn 
225 230 - 235 240 

agg aat etc cga ctg gee atg ttc ccc ata act aaa aat cac aaa gac 826 

Arg Asn Leu Arg Leu Ala Met Phe Pro He Thr Lys Asn His Lys Asp 

245 250 255 

tat cct ttc cac ata gaa tac tga ggacccagaa caacgacagc ggccgctcta 880 

Tyr Pro Phe His He Glu Tyr * 

260 

gaggatccaa gettaegtae gcgtgcatgc ga 912 



<210> 958 

<211> 3367 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (236) . . (3310) 
<400> 958 

aagctggtac gcctgcaggt atcggtccgg aattcccggg tcgacgattt cgtaccagtt 60 

cctgagaggg acgcgtgccg cggagccagg cttactacgt gacccggaca ccaggcatac 120 

gctaggggca gtcagctgtg ccttctcttt cggagttgtt ccgtgctccc acgtgcttcc 18 0 

ccttctccac tggctgggat cccccgggct cggggcgcag taataatttt tcacc atg 23 8 

Met 
1 

cat egg aaa aag gtg gat aac cga ate egg att etc att gag aat gga 286 
His Arg Lys Lys Val Asp Asn Arg lie Arg He Leu He Glu Asn Gly 

5 10 15 

gta get gag egg caa aga tct etc ttt gtt gta gtt ggg gat cga gga 334 
Val Ala Glu Arg Gin Arg Ser Leu Phe Val Val Val Gly Asp Arg Gly 
20 25 30 

aaa gat cag gtg gta ata ctt cat cac atg tta tec aaa gca act gtg 3 82 

Lys Asp Gin Val Val He Leu His His Met Leu Ser Lys Ala Thr Val 
35 40 45 

aag get egg cct tea gtg ctg tgg tgt tat aag aaa gag ctg ggg ttt 430 
Lys Ala Arg Pro Ser Val Leu Trp Cys Tyr Lys Lys Glu Leu Gly Phe 
50 55 60 65 

age agt cac egg aag aaa aga atg cga cag ctg cag aag aaa ata aag 4 78 

Ser Ser His Arg Lys Lys Arg Met Arg Gin Leu Gin Lys Lys He Lys 

70 75 80 

aat gga aca ctg aac ata aag cag gac gac ccc ttt gaa etc ttc ata 526 
Asn Gly Thr Leu Asn He Lys Gin Asp Asp Pro Phe Glu Leu Phe He 

85 90 95 

gca gee aca aac att cgc tac tgc tac tac aac gag acc cac aag ate 574 
Ala Ala Thr Asn He Arg Tyr Cys Tyr Tyr Asn Glu Thr His Lys lie 
100 105 110 

ctg ggc aat acc ttc ggc atg tgt gtg ctg cag gat ttt gaa gec tta 622 
Leu Gly Asn Thr Phe Gly Met Cys Val Leu Gin Asp Phe Glu Ala Leu 
115 120 125 

act cca aac ttg ctg gee agg act gta gaa aca gtg gaa ggt ggt ggg 670 
Thr Pro Asn Leu Leu Ala Arg Thr Val Glu Thr Val Glu Gly Gly Gly 
130 135 140 145 

eta gtg gtc ate etc eta egg acc atg aac tea etc aag caa ttg tac 718 
Leu Val Val He Leu Leu Arg Thr Met Asn Ser Leu Lys Gin Leu Tyr 

150 155 160 

aca gtg act atg gat gtg cat tec agg tac aga act gag gee cat cag . 766 
Thr Val Thr Met Asp Val His Ser Arg Tyr Arg Thr Glu Ala His Gin 

165 170 175 

gat gtg gtg gga aga ttt aat gaa agg ttt att ctg tct ctg gec tct 814 
Asp Val Val Gly Arg Phe Asn Glu Arg Phe He Leu Ser Leu Ala Ser 
180 185 190 

tgt aag aag tgt etc gtc att gat gac cag etc aac ate ctg ccc ate 862 
Cys Lys Lys Cys Leu Val He Asp Asp Gin Leu Asn He Leu Pro He 
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195 200 

tec tec cac gtt gec acc atg gag gec 
Ser Ser His Val Ala Thr Met Glu Ala 
210 215 

gag agt ctt ggt cct tct gat ctg gag 
Glu Ser Leu Gly Pro Ser Asp Leu Glu 

230 

ttg cag gac acc cag cct gtg ggt gtg 
Leu Gin Asp Thr Gin Pro Val Gly Val 

245 250 
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205 

ctg cct ccc cag act ccg gat 910 
Leu Pro Pro Gin Thr Pro Asp 
220 225 

ctg agg gag ttg aag gag age 958 
Leu Arg Glu Leu Lys Glu Ser 
235 240 

ttg" 9Ttg gac tgc tgt aag act 1006 
Leu Val Asp Cys Cys Lys Thr 

255 



eta gac cag gee aaa get gtc ttg aaa ttt ate gag ggc ate tct gaa 1054 
Leu Asp Gin Ala Lys Ala Val Leu Lys Phe lie Glu Gly He Ser Glu 
260 265 270 

aag acc ctg agg agt act gtt gca etc aca get get cga gga egg gga 1102 
Lys Thr Leu Arg Ser Thr Val Ala Leu Thr Ala Ala Arg Gly Arg Gly 
275 280 285 

aaa tct gca gee ctg gga ttg gcg att get ggg gcg gtg gca ttt ggg 1150 
Lys Ser Ala Ala Leu Gly Leu Ala He Ala Gly Ala Val Ala Phe Gly 
290 295 300 305 

tac tec aat ate ttt gtt acc tec cca age cct gat aac etc cat act 1198 
Tyr Ser Asn He Phe Val Thr Ser Pro Ser Pro Asp Asn Leu His Thr 

310 315 320 

ctg ttt gaa ttt gta ttt aaa gga ttt gat get ctg caa tat cag gaa 1246 
Leu Phe Glu Phe Val Phe Lys Gly Phe Asp Ala Leu Gin Tyr Gin Glu 

325 330 335 

cat ctg gat tat gag att ate cag tct eta aat cct gaa ttt aac aaa 1294 
His Leu Asp Tyr Glu He He Gin Ser Leu Asn Pro Glu Phe Asn Lys 
340 345 350 

gca gtg ate aga gtg aat gta ttt cga gaa cac agg cag act att cag 1342 
Ala Val He Arg Val Asn Val Phe Arg Glu His Arg Gin Thr He Gin 
355 360 365 

tat ata cat cct gca gat get gtg aag ctg ggc cag get gaa eta gtt 1390 
Tyr He His Pro Ala Asp Ala Val Lys Leu Gly Gin Ala Glu Leu Val 
370 375 380 385 

gtg att gat gaa get gec gee ate ccc etc ccc ttg gtg aag age eta 1438 
Val He Asp Glu Ala Ala Ala He Pro Leu Pro Leu Val Lys Ser Leu 

390 395 400 

ctt ggc ccc tac ctt gtt ttc atg gca tec acc ate aat ggc tat gag 1486 
Leu Gly Pro Tyr Leu Val Phe Met Ala Ser Thr He Asn Gly Tyr Glu 

405 410 415 

ggc act ggc egg tea ctg tec etc aag eta att cag cag etc cgt caa 1534 
Gly Thr Gly Arg Ser Leu Ser Leu Lys Leu He Gin Gin Leu Arg Gin 
420 425 430 

cag age gee cag age cag gtc age acc act get gag aat aag acc acg 1582 
Gin Ser Ala Gin Ser Gin Val Ser Thr Thr Ala Glu Asn Lys Thr Thr 
435 440 445 

* 

acg aca gee aga ttg gca tea gcg egg aca ctg cat gag gtt tec etc 163 0 

Thr Thr Ala Arg Leu Ala Ser Ala Arg Thr Leu His Glu Val Ser Leu 
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cag gag tea ate cga tac gec cct ggg gat gca gtg gag aag tgg ctg 1678 
Gin Glu Ser lie Arg Tyr Ala Pro Gly Asp Ala Val Glu Lys Trp Leu 

470 475 480 

aat gac ttg ctg tgc ctg gat tgc etc aac ate act egg ata gtc tea 1726 
Asn Asp Leu Leu Cys Leu Asp Cys Leu Asn lie Thr Arg lie Val Ser 

485 490 495 

ggc tgc ccc ttg cct gaa get tgt gaa ctg tac tat gtt aat aga gat 1774 
Gly Cys Pro Leu Pro Glu Ala Cys Glu Leu Tyr Tyr Val Asn Arg Asp 
500 505 510 

ace etc ttt tgc tac cac aag gee tct gaa gtt ttc etc caa egg ctt 1822 
Thr Leu Phe Cys Tyr His Lys Ala Ser Glu Val Phe Leu Gin Arg Leu 
515 520 525 

atg gec etc tac gtg get tct cac tac aag aac tct ccc aat gat etc 1870 
Met Ala Leu Tyr Val Ala Ser His Tyr Lys Asn Ser Pro Asn Asp Leu 
530 535 540 545 

cag atg etc tec gat gca cct get cac cat etc ttc tgc ctt ctg cct 1918 
Gin Met Leu Ser Asp Ala Pro Ala His His Leu Phe Cys Leu Leu Pro 

550 555 ' 560 

cct gtg ccc ccc ace cag aat gee ctt cca gaa gtg ctt get gtt ate 1966 
Pro Val Pro Pro Thr Gin Asn Ala Leu Pro Glu Val Leu Ala Val lie 

565 570 575 

cag gtg tgc ctt gaa ggg gag att tct cgc cag tec ate ttg aac agt 2014 
Gin Val Cys Leu Glu Gly Glu lie Ser Arg Gin Ser lie Leu Asn Ser 
580 585 590 

ctg tct cga ggc aag aag get tea ggg gac ctg att cca tgg aca gtg 2062 
Leu Ser Arg Gly Lys Lys Ala Ser Gly Asp Leu lie Pro Trp Thr Val 
595 600 605 

tea gaa cag ttc caa gat cca gac ttt ggt ggt ctg tct ggt gga agg 2110 
Ser Glu Gin Phe Gin Asp Pro Asp Phe Gly Gly Leu Ser Gly Gly Arg 
610 615 620 625 

gtc gtt cgc att get gtt cac cca gat tat caa ggg atg ggc tat ggc 2158 
Val Val Arg lie Ala Val His Pro Asp Tyr Gin Gly Met Gly Tyr Gly 

630 635 640 

age cgt get ctg cag ctg ctg cag atg tac tat gaa ggc agg ttt cct 2206 
Ser Arg Ala Leu Gin Leu Leu Gin Met Tyr Tyr Glu Gly Arg Phe Pro 

645 650 655 

tgt ctg gag gaa aag gtc ctt gag aca cca cag gaa att cac ace gta 2254 
Cys Leu Glu Glu Lys Val Leu Glu Thr Pro Gin Glu He His Thr Val 
660 665 670 

age age gag get gtc age ttg ttg gaa gag gtc ate act ccc egg aag 2302 
Ser Ser Glu Ala Val Ser Leu Leu Glu Glu Val He Thr Pro Arg Lys 
675 680 685 

gac ctg cct cct tta etc etc aaa ttg aat gag agg cct gee gaa cgc 2350 
Asp Leu Pro Pro Leu Leu Leu Lys Leu Asn Glu Arg Pro Ala Glu Arg 
690 695 700 705 

ctg gat tac ctg ggt gtt tec tat ggc ttg acc ccc agg etc etc aag 2398 
Leu Asp Tyr Leu Gly Val Ser Tyr Gly Leu Thr Pro Arg Leu Leu Lys 
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710 



715 
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720 



ttc tgg aaa cga get gga ttt gtt cct gtt tat ctg aga cag acc ccg 2446 
Phe Trp Lys Arg Ala Gly Phe Val Pro Val Tyr Leu Arg Gin Thr Pro 

725 730 735 

aat gac ctg acc gga gag cac teg tgc ate atg ctg aag acg etc act 2494 
Asn Asp Leu Thr Gly Glu His Ser Cys lie Met Leu Lys Thr Leu Thr 
740 745 750 

gat gag gat gag get gac cag gga ggc tgg ctt gca gee ttc tgg aaa 2542 
Asp Glu Asp Glu Ala Asp Gin Gly Gly Trp Leu Ala Ala Phe Trp Lys 
755 760 765 

gat ttc cga egg egg ttc eta gee ttg etc tec tac cag ttc agt acc 2590 
Asp Phe Arg Arg Arg Phe Leu Ala Leu Leu Ser Tyr Gin Phe Ser Thr 
770 775 780 785 

ttc tct cct tec ctg get ctg aac ate att cag aac agg aac atg ggg 2638 
Phe Ser Pro Ser Leu Ala Leu Asn lie lie Gin Asn Arg Asn Met Gly 

790 795 800 

aag cca gee cag cct gec ctg age egg gag gag ctg gaa gca etc ttc 2686 
Lys Pro Ala Gin Pro Ala Leu Ser Arg Glu Glu Leu Glu Ala Leu Phe 

805 810 815 

« 

etc ccc tat gac ctg aag egg ctg gag atg tat tea egg aat atg gtg 2734 
Leu Pro Tyr Asp Leu Lys Arg Leu Glu Met Tyr Ser Arg Asn Met Val 
820 825 830 

gac tat cac etc ate atg gac atg ate ccg gec ate tct cgc ate tat 2782 
Asp Tyr His Leu lie Met Asp Met lie Pro Ala lie Ser Arg lie Tyr 

835 840 845 

ttc ctg aac cag ctg ggg gac ctg gee ctg tct gcg get cag teg get 283 0 

Phe Leu Asn Gin Leu Gly Asp Leu Ala Leu Ser Ala Ala Gin Ser Ala 
850 855 860 865 

ctt etc ttg ggg att ggc ctg cag cat aag tct gtg gac cag ctg gaa 2878 
Leu Leu Leu Gly lie Gly Leu Gin His Lys Ser Val Asp Gin Leu Glu 

870 875 880 

aag gag att gag ctg ccc teg ggc cag ttg atg gga ctt ttc aac egg 2926 
Lys Glu lie Glu Leu Pro Ser Gly Gin Leu Met Gly Leu Phe Asn Arg 

885 890 895 

ate ate cgc aaa gtt gtg aag eta ttt aat gaa gtt cag gaa aag gee 2974 
lie lie Arg Lys Val Val Lys Leu Phe Asn Glu Val Gin Glu Lys Ala 
900 905 910 

att gag gag cag atg gtg gca gcg aag gat gtg gtc atg gag ccc acg 3022 
lie Glu Glu Gin Met Val Ala Ala Lys Asp Val Val Met Glu Pro Thr 
915 920 925 

atg aag acc etc agt gac gac eta gat gaa gca gca aag gaa ttt cag 3070 
Met Lys Thr Leu Ser Asp Asp Leu Asp Glu Ala Ala Lys Glu Phe Gin 
930 935 940 945 

gag aaa cac aag aag gaa gta ggg aag ctg aag age atg gac etc tct 3118 
Glu Lys His Lys Lys Glu Val Gly Lys Leu Lys Ser Met Asp Leu Ser 

950 955 960 

gaa tac ata ate cgt ggg gac gat gaa gag tgg aat gaa gtt ttg aac 3166 
Glu Tyr lie lie Arg Gly Asp Asp Glu Glu Trp Asn Glu Val Leu Asn 
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965 970 975 

aaa get ggg ccg aac gec teg ate ate age ctg aaa agt gac aag aaa 3214 
Lys Ala Gly Pro Asn Ala Ser lie lie Ser Leu Lys Ser Asp Lys Lys 
980 985 990 

agg aag tta gag gee aaa caa gaa ccc aaa cag age aag aag ttg aag . 3262 
Arg Lys Leu Glu Ala Lys Gin Glu Pro Lys Gin Ser Lys Lys Leu Lys 
995 1000 1005 

aac aga gag aca aag aac aaa aaa gat atg aaa ctg aag egg aag aaa 3310 
Asn Arg Glu Thr Lys Asn Lys Lys Asp Met Lys Leu Lys Arg Lys Lys 
1010 1015 1020 1025 

tagtgaagag aaacteggge atctgtgttt gatcatggga agatactctc actaact 3367 



<210> 959 

<211> 2485 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (31) . . (2238) 
<400> 959 

taagcttgcg gccgctacgg tgctgacaag atg gcg get ggc gga get gtc 51 

Met Ala Ala Gly Gly Ala Val 

1 5 

■ 

get gcg gcg ccc gag tgc egg, ctt etc ccc tac gcg eta cac aag tgg 99 
Ala Ala Ala Pro Glu Cys Arg Leu Leu Pro Tyr Ala Leu His Lys Trp 
10 15 20 

age tec ttt tec tec acc tac ctt ccc gag aac att tta gtg gac aaa 147 
Ser Ser Phe Ser Ser Thr Tyr Leu Pro Glu Asn lie Leu Val Asp Lys 
25 30 35 

cca aat gac caa tct tea aga tgg tct tea gag age aac tat cct ccc 195 
Pro Asn Asp Gin Ser Ser Arg Trp Ser Ser Glu Ser Asn Tyr Pro Pro 
40 45 50 55 

cag tac ttg att eta aag etc gaa agg cct get ata gtt cag aat ate 243 
Gin Tyr Leu lie Leu Lys Leu Glu Arg Pro Ala lie Val Gin Asn lie 

60 65 70 

aca ttt gga aaa tat gag aaa act cat gtt tgc aat ttg aag aaa ttt 291 
Thr Phe Gly Lys Tyr Glu Lys Thr His Val Cys Asn Leu Lys Lys Phe 

75 80 85 

aaa gtc ttt ggt gga atg aat gaa gaa aat atg aca gag ctg ttg tec 33 9 

Lys Val Phe Gly Gly Met Asn Glu Glu Asn Met Thr Glu Leu Leu Ser 
90 95 100 

a 9 fc SS C tta aa 9" aa t 9 a t tat aac aaa gaa aca ttc acc ttg aag cat 387 
Ser Gly Leu Lys Asn Asp Tyr Asn Lys Glu Thr Phe Thr Leu Lys His 
105 no 115 

aaa att gat gaa cag atg ttc cct tgt cga ttc att aaa ata gtt cca 435 
Lys He Asp Glu Gin Met Phe Pro Cys Arg Phe He Lys He Val Pro 
120 125 130 135 
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etc ttg tec tgg gga ccc age ttt aac ttt age ate tgg tat gtt gaa 4 83 

Leu Leu Ser Trp Gly Pro Ser Phe Asn Phe Ser lie Trp Tyr Val Glu 

140 145 150 

ctt agt ggc att gat gat cct gat ata gta caa cct tgt etc aac tgg 531 
Leu Ser Gly He Asp Asp Pro Asp lie Val Gin Pro Cys Leu Asn Trp 

155 160 165 

tat age aag tac cgt gaa cag gaa get att cgc ctt tgc eta aaa cac 579 
Tyr Ser Lys Tyr Arg Glu Gin Glu Ala He Arg Leu Cys Leu Lys His 
170 175 180 

ttc aga caa cac aac tat aca gaa get ttt gag tea ctg caa aag aaa 627 
Phe Arg Gin His Asn Tyr Thr Glu Ala Phe Glu Ser Leu Gin Lys Lys 
185 190 195 

ace aag att gca ctg gaa cat ccc atg tea aca gat att cat gac aag 675 
Thr Lys He Ala Leu Glu His Pro Met Ser Thr Asp He His Asp Lys 
200 205 210 215 

ctg gtg ttg aag ggt gat ttt gat get tgc gaa gag ttg att gaa aag 723 
Leu Val Leu Lys Gly Asp Phe Asp Ala Cys Glu Glu Leu He Glu Lys 

220 225 230 

get gta aat gat ggc ttg ttc aat cag tat ate agt caa cag gaa tat 771 
Ala Val Asn Asp Gly Leu Phe Asn Gin Tyr He Ser Gin Gin Glu Tyr 

235 240 245 

aag cca cga tgg agt caa ate att ccc aaa agt ace aaa ggt gat ggg 819 
Lys Pro Arg Trp Ser Gin He He Pro Lys Ser Thr Lys Gly Asp Gly 
250 255 260 

gaa gat aac cgt cca gga atg aga gga ggc cat cag atg gtt att gat 867 
Glu Asp Asn Arg Pro Gly Met Arg Gly Gly His Gin Met Val He Asp 
265 270 275 ' 

gtt caa aca gag act gtt tat ttg ttt ggt ggc tgg gat gga aca caa 915 
Val Gin Thr Glu Thr Val Tyr Leu Phe Gly Gly Trp Asp Gly Thr Gin 
280 285 290 295 

gat ctt get gac ttc tgg gcg tac agt gtg aag gag aac cag tgg aca 963 
Asp Leu Ala Asp Phe Trp Ala Tyr Ser Val Lys Glu Asn Gin Trp Thr 

300 305 310 

tgt ate tct aga gac act gaa aaa gag aat ggt cct agt gee aga teg 1011 
Cys He Ser Arg Asp Thr Glu Lys Glu Asn Gly Pro Ser Ala Arg Ser 

315 320 325 

tgt cat aaa atg tgc att gat att caa egg agg caa ate tac aca ttg 1059 
Cys His Lys Met Cys He Asp He Gin Arg Arg Gin He Tyr Thr Leu 
330 335 340 

ggg cgt tac ttg gat tec tct gtg agg aac age aaa tct ctg aaa agt 1107 
Gly Arg Tyr Leu Asp Ser Ser Val Arg Asn Ser Lys Ser Leu Lys Ser 
345 350 355 

gac ttc tat cgt tat gac att gat aca aac aca tgg atg tta eta agt 1155 
Asp Phe Tyr Arg Tyr Asp He Asp Thr Asn Thr Trp Met Leu Leu Ser 
360 365 370 375 

gag gat act get get gat gga ggg ccg aaa ttg gtg ttt gat cat cag 1203 
Glu Asp Thr Ala Ala Asp Gly Gly Pro Lys Leu Val Phe Asp His Gin 

380 385 390 
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atg tgt atg gac tea gaa aaa cat atg ate tac act ttt ggt ggt aga 1251 
Met Cys Met Asp Ser Glu Lys His Met He Tyr Thr Phe Gly Gly Arg 

395 400 405 

att ttg act tgt aat ggc age gta gat gac age aga gee agt gaa cca 1299 
He Leu Thr Cys Asn Gly Ser Val Asp Asp Ser Arg Ala Ser Glu Pro 
410 415 420 

caa ttc agt ggc ttg ttt get ttc aac tgt caa tgt caa ace tgg aaa 134 7 

Gin Phe Ser Gly Leu Phe Ala Phe Asn Cys Gin Cys Gin Thr Trp Lys 
425 430 435 

ctt ctt cga gag gac tec tgt aat get ggg cct gag gac ate cag tct 13 95 

Leu Leu Arg Glu Asp Ser Cys Asn Ala Gly Pro Glu Asp He Gin Ser 
440 445 450 455 

cga ata gga c.ac tgc atg tta ttc cac tea aaa aat cgt tgc tta tat 1443 
Arg He Gly His Cys Met Leu Phe His Ser Lys Asn Arg Cys Leu Tyr 

460 465 470 

gta ttt ggt ggc cag cga tea aag acc tat ttg aat gat ttc ttt agt 1491 
Val Phe Gly Gly Gin Arg Ser Lys Thr Tyr Leu Asn Asp Phe Phe Ser 

475 480 485 

tat gat gtg gac tct gat cat gta gac ata ata tea gat ggc acc aag 153 9 
Tyr Asp Val Asp Ser Asp His Val Asp He He Ser Asp Gly Thr Lys 
490 495 500 

aaa gac tct ggg atg gtt cca atg aca gga ttt aca cag aga gca act 1587 
Lys Asp Ser Gly Met Val Pro Met Thr Gly Phe Thr Gin Arg Ala Thr 
505 510 515 

att gat cca gaa ctg aat gaa ata cac gtc tta tct gga etc age aaa 163 5 

He Asp Pro Glu Leu Asn Glu He His Val Leu Ser Gly Leu Ser Lys 
520 525 530 535 

gat aag gaa aag agg gaa gaa aat gtt aga aat tea ttc tgg att tat 1683 
Asp Lys Glu Lys Arg Glu Glu Asn Val Arg Asn Ser Phe Trp He Tyr 

540 545 550 

gac att gtg agg aat agt tgg tct tgt gtc tat aag aat gat caa get 1731 
Asp He Val Arg Asn Ser Trp Ser Cys Val Tyr Lys Asn Asp Gin Ala 

555 560 565 

gca aag gat aat cca act aaa agt ctt cag gaa gaa gaa cca tgt cca 1779 
Ala Lys Asp Asn Pro Thr Lys Ser Leu Gin Glu Glu Glu Pro Cys Pro 
570 575 580 

agg ttt gec cat cag ctt gta tac gat gag eta cac aag gtt cat tac 1827 
Arg Phe Ala His Gin Leu Val Tyr Asp Glu Leu His Lys Val His Tyr 
585 590 595 

tta ttt ggt ggg aat cca gga aaa tct tgc tct cca aag atg aga tta 1875 
Leu Phe Gly Gly Asn Pro Gly Lys Ser Cys Ser Pro Lys Met Arg Leu 
600 605 610 615 

gat gac ttc tgg tea ctg aag ttg tgt aga cct tea aaa gat tat tta 1923 
Asp Asp Phe Trp Ser Leu Lys Leu Cys Arg Pro Ser Lys Asp Tyr Leu 

620 625 630 

ctg agg cat tgc aag tac etc ata aga aaa cac agg ttt gaa gaa aag 1971 
Leu Arg His Cys Lys Tyr Leu He Arg Lys His Arg Phe Glu Glu Lys 

635 640 645 
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gcc caa gtg gat ccc ctt agt get ctg aaa tat tta caa aat gat ctt 2 019 

Ala Gin Val Asp Pro Leu Ser Ala Leu Lys Tyr Leu Gin Asn Asp Leu 
650 655 660 

tat ata act gtg gat cat tea gac cca gaa gag aca aaa gag ttt cag 2067 
Tyr He Thr Val Asp His Ser Asp Pro Glu Glu Thr Lys Glu Phe Gin 
665 670 675 

etc ctg gca tea get eta ttc aaa tct ggt tea gat ttt aca get ctg 2115 
Leu Leu Ala Ser Ala Leu Phe Lys Ser Gly Ser Asp Phe Thr Ala Leu 
680 685 690 695 

ggc ttt tct gat gtg gat cac ace tat get caa aga act cag etc ttt 2163 
Gly Phe Ser Asp Val Asp His Thr Tyr Ala Gin Arg Thr Gin Leu Phe 

700 705 710 

gac ace tta gta aat ttc ttt cct gac age atg act cct cct aaa ggc 2211 
Asp Thr Leu Val Asn Phe Phe Pro Asp Ser Met Thr Pro Pro Lys Gly 

715 720 725 

aac ctg gta gac etc ate aca ctg taa ctgaa gagtcactgg acacagaaat 2263 
Asn Leu Val Asp Leu He Thr Leu * 
730 735 



ggaaaacagg 


agtcgatttt 


ccgtcttttg gattgeaget 


ccactgactg acagtaaagc 


tgcagtgatt 


gaggactgea 


ccagagttct 


gaagggatct 


taaccatcac 


aagtttttac 


cctcttcctt 


catgcctgac 


ctcaaccccg 


ctctcctcat 


cctattccta 


aattaggcta 


ataaagtgaa 


attggtatac 


tttccagtta 


aaaaaaaaaa 


aa 




<210> 
<211> 
<212> 
<213> 


960 
823 
DNA 

Homo sapiens 








<220> 
<221> 
<222> 


CDS 

(300) . . (695) 








<400> 
gtagctcccg 


960 

ctttcgcctc 


ttcgtttatg actccgttgg gctccggccc 


tcctagagag 


gcctccatag 


cgcaggttcg 


tgggttctcg 


eggacctttt 


tccgtgtagc 


tttctgette 


ttcccggcat 


tcctgtttcc 


gttttctcac 


agccctctgg 


cttttccacc 


actgagacac 


tttgegctea 


ggacttcagt 


gaegtcatet 


ttctgcggcg 


cgcggacacc 


cgccggtgga 


agaagaaaca 


gctccgccgt 


ccttcgcttc 


ttttgctggg 


ctgctgctcc 


tteggcate 



2485 



60 
120 
180 
240 
299 

atg gcg ccg teg ctg tgg aag ggg ctg gtg ggc ate ggt etc ttt gcc 347 
Met Ala Pro Ser Leu Trp Lys Gly Leu Val Gly He Gly Leu Phe Ala 
15 10 15 

eta gcc cac gcc gcc ttt tec get gcg cag cat cgt tct tat atg cga 3 95 

Leu Ala His Ala Ala Phe Ser Ala Ala Gin His Arg Ser Tyr Met Arg 

20 25 30 

tta aca gaa aaa gaa gat gaa tea ctg cca ata gat ata gtt cct cag 443 
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Leu Thr Glu Lys Glu Asp Glu Ser Leu Pro He Asp He Val Pro Gin 
35 40 45 

aca ctt ctg gcc ttt gca gtt acc tgt tac ggt ata gtt cat att gca 491 
Thr Leu Leu Ala Phe Ala Val Thr Cys Tyr Gly He Val His He Ala 
50 55 60 

gga gag ttt aaa gac atg gat gcc act tea gaa ctg aaa aat aag aca 539 
Gly Glu Phe Lys Asp Met Asp Ala Thr Ser Glu Leu Lys Asn Lys Thr 
65 70 75 80 

ttt gat acg tta agg aat cac cca tec ttt tat gta ttt aat cat cgt 587 
Phe Asp Thr Leu Arg Asn His Pro Ser "Phe Tyr Val Phe Asn His Arg 

85 90 95 

ggt cga gta ctt ttc egg cct teg gat aca gca aat tct tea aac caa 635 
Gly Arg Val Leu Phe Arg Pro Ser Asp Thr Ala Asn Ser Ser Asn Gin 

100 105 110 

gat gca ttg tec tct aac aca tea ttg aag tta cga aaa etc gaa tea 683 
Asp Ala Leu Ser Ser Asn Thr Ser Leu Lys Leu Arg Lys Leu Glu Ser 
115 120 125 

ctg cgt cgt taa gat ttttacaaat tataataata ggacaggaca cagagctgga 738 
Leu Arg Arg * 
130 

atattggagt ttggggtata aaacactcct ccctgccccc attagtattt atattgatct 798 
ttcagaccta ctttagtaaa aaaaa 823 



<210> 961 
<211> 1542 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (228) . . (932) 
<400> 961 

atttggcect egaggecaag aatteggcac gaggcagctc cttcccgggc gcgcacacgc 60 

gcttcctctc ttgagctccc gggegtcegg aggegaaggt cccggagcgt tcacgagaat 120 

ccgggtcccg gegagtcegg ggtccgctcc tccagctgcg cccagggcgc acgagccggc 180 

cagcctcggg gagagggege gggggcgctg ggggttctta egggaag atg agg aag 236 

Met Arg Lys 
1 

ccc gac age aag ate gtg etc ctg ggg gac atg aac gtg ggg aag acg 284 
Pro Asp Ser Lys He Val Leu Leu Gly Asp Met Asn Val Gly Lys Thr 
5 10 15 

teg ctg ctg cag egg tat atg gag egg cgc ttc ccg gac acg gtc age 332 
Ser Leu Leu Gin Arg Tyr Met Glu Arg Arg Phe Pro Asp Thr Val Ser 
20 25 30 35 

acg gtg ggc ggc gcc ttc tac ctg aag cag tgg cgc tec tac aac ate 380 
Thr Val Gly Gly Ala Phe Tyr Leu Lys Gin Trp Arg Ser Tyr Asn He 
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40 



45 



50 



tec ate tgg gac acc gca ggg egg gag cag ttc cac ggc ctg gga tec 
Ser lie Trp Asp Thr Ala Gly Arg Glu Gin Phe His Gly Leu Gly Ser 

55 60 65 



428 



atg tac tgc egg ggg gcg gee gee ate ate etc acc tat gat gtg aat 
Met Tyr Cys Arg Gly Ala Ala Ala lie He Leu Thr Tyr Asp Val Asn 
70 75 80 



476 



cac egg cag age ctg gtg gag ctg gag gac egg ttc ctg ggc ctg aca 524 
His Arg Gin Ser Leu Val Glu Leu Glu Asp Arg Phe Leu Gly Leu Thr 
85 90 95 

gac aca gee age aaa gac tgc etc ttc gee ate gtg ggg aac aaa gtg 572 
Asp Thr Ala Ser Lys Asp Cys Leu Phe Ala He Val Gly Asn Lys Val 
100 105 110 115 

gac etc act gag gag ggg gee ttg gcg ggc cag gag aag gaa gag tgc 620 
Asp Leu Thr Glu Glu Gly Ala Leu Ala Gly Gin Glu Lys Glu Glu Cys 

120 125 130 

agt ccc aat atg gac get ggg gac cgt gtc tec cca agg gca cct aag 668 
Ser Pro Asn Met Asp Ala Gly Asp Arg Val Ser Pro Arg Ala Pro Lys 

135 140 145 

cag gtg cag ctg gag gat gcg gtg gee ctt tat aaa aag ate etc aag 716 
Gin Val Gin Leu Glu Asp Ala Val Ala Leu Tyr Lys Lys He Leu Lys 
150 155 * 160 

tac aag atg ctg gat gag cag gat gtg ccg gee get gag caa atg tgc 764 
Tyr Lys Met Leu Asp Glu Gin Asp Val Pro Ala Ala Glu Gin Met Cys 

165 170 175 

ttt gag acc age gee aag acc ggc tac aat gtg gac etc ctg ttt gag 812 
Phe Glu Thr Ser Ala Lys Thr Gly Tyr Asn Val Asp Leu Leu Phe Glu 
180 185 190 195 

acc etc ttt gac ctg gtg gtg cca atg ate tta cag cag aga get gag 860 
Thr Leu Phe Asp Leu Val Val Pro Met He Leu Gin Gin Arg Ala Glu 

200 205 210 

agg ccg tea cac aca gtg gat ata tec agt cat aag cca ccc aag agg 908 
Arg Pro Ser His Thr Val Asp lie Ser Ser His Lys Pro Pro Lys Arg 

215 220 225 

acc aga tct ggg tgt tgt gee tga ctttcgaggg cctcctggac tcagactgtg 962 
Thr Arg Ser Gly Cys Cys Ala * 
230 235 

catgttggga aggggtctga ccaggcaagc tgtgatctga aaggagcaag gaacagcaag 1022 

gaattatttt ccagaatgac acccgcagca gaatgttgga gtggaaatga tggctggcta 1082 

tgaagaggag gtcaacgtgt gtggtctcct cagtctctgt cagaggggtg gggaggtggg 1142 

aaacaggaat cctctgcaaa gcccaatctg cagagtcgag acccctggtg ctctctgccc 1202 

cgctgcctgg cactggtcct ttgcagccag ccaccaacgg cccccttgcc ettgeagagg 1262 

cagaagectg cgtctgcacc tgcacctctg accgtttcag caccctgggt tgttaccacg 1322 

tcctacaact ctgacatttc ttgttctcaa gcgtttctct tcactgtgag ttgtctttgg 1382 
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tcctcccact tggtacttgt atcttgatgc tttataatcc tgactctcga cgtgttcatt 1442 

tatacaaaat caggaataac tttgttttta tactgattgc agcaatgttg gctacatgta 1502 

ttattaaaga ggatttttgg aacaacttaa aaaaaaaaaa 1542 



<210> 962 

<211> 6707 

<212> DNA 

<213> Homo sapiens 

<220> 



<221> 


CDS 




<222> 


(420) . . (5426) 


<400> 


962 




actcgcgttc 


ggaaaatgat 


agggtacaga agaatttgaa 


atgttgctca 


aggagatgcc 


actcttgaac attccacaaa 


taagttcagt 


gactgttgtg 


cctctgaggg aatcgtatga 


ttgacaaaag 


aactgttttg 


gaaggtagca cagccagcac 


ctctccctaa 


ccaaagtctg 


actgttaggg aatcagaagt 


aagaaggtgg 


tgaaggtttc 


acagtagata caccagcaaa 


gacacattcc 


agaagctcac 


caggctactt tattggatgg 



.aacacttct gctgaagaac 60 

ttagactcc tcaccatcct 120 

.ccagatgta attcctctgt 180 

itcccctgcg gatcactctg 24 0 

icttaagaca agtgacagca 300 

.gcaagcatc actagcaaaa 360 

:aaacaagga aaggtaatc 419 
atg cct ctt gga agt aag tta acg ggc gtg att gtg gaa aat gag aat 467 
Met Pro Leu Gly Ser Lys Leu Thr Gly Val lie Val Glu Asn Glu Asn 
15 10 15 

att acc aaa gaa ggt ggc tta gtg gac atg gcc aag aaa gaa aat gac 515 
lie Thr Lys Glu Gly Gly Leu Val Asp Met Ala Lys Lys Glu Asn Asp 

20 25 30 

tta aat gca gag ccc aat tta aag cag aca att aaa gca aca gta gag 563 
Leu Asn Ala Glu Pro Asn Leu Lys Gin Thr lie Lys Ala Thr Val Glu 
35 40 45 

aat ggc aag aag gat ggc att get gtt gat cat gtt gta ggc ctg aat 611 
Asn Gly Lys Lys Asp Gly lie Ala Val Asp His Val Val Gly Leu Asn 
50 55 60 

aca gaa aaa tat get gaa act gtc aaa ctt aag cat aaa aga age cca 659 
Thr Glu Lys Tyr Ala Glu Thr Val Lys Leu Lys His Lys Arg Ser Pro 
65 70 75 80 

ggt aaa gta aaa gac at a tea att gat gtt gaa aga agg aat gaa aac 707 
Gly Lys Val Lys Asp lie Ser lie Asp Val Glu Arg Arg Asn Glu Asn 

85 90 95 

agt gag gta gac acc agt get gga agt ggc tct gca ccc tct gtt tta 755 
Ser Glu Val Asp Thr Ser Ala Gly Ser Gly Ser Ala Pro Ser Val Leu 

100 105 110 

cac caa agg aac gga caa act gag gat gtg gca act ggg cct agg aga 803 
His Gin Arg Asn Gly Gin Thr Glu Asp Val Ala Thr Gly Pro Arg Arg 
115 120 125 
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gca gaa aag act tct gtt gcc act agt act gaa ggg aag gac aaa gat 851 
Ala Glu Lys Thr Ser Val Ala Thr Ser Thr Glu Gly Lys Asp Lys Asp 
130 135 140 

gtc acc tta agt cca gtg aag get ggg cct gcc aca acc act tct tea 899 
Val Thr Leu Ser Pro Val Lys Ala Gly Pro Ala Thr Thr Thr Ser Ser 
145 150 155 160 

gaa aca aga caa agt gag gtg get ttg cct tgc acc age att gag gca 947 
Glu Thr Arg Gin Ser Glu Val Ala Leu Pro Cys Thr Ser lie Glu Ala 

165 170 175 

gat gaa ggc etc ata ata gga aca cat tec aga aat aat cct ctt cat 995 
Asp Glu Gly Leu lie lie Gly Thr His Ser Arg Asn Asn Pro Leu His 

180 185 190 

gtt ggt gca gaa gcc agt gaa tgc act gtt ttt get gca get gaa gaa 1043 
Val Gly Ala Glu Ala Ser Glu Cys Thr Val Phe Ala Ala Ala Glu Glu 
195 200 205 

ggt ggg get gtt gtc aca gag gga ttt get gaa agt gaa acc ttc etc 1091 
Gly Gly Ala Val Val Thr Glu Gly Phe Ala Glu Ser Glu Thr Phe Leu 
210 ~ 215 220 

aca age act aag gaa ggg gaa agt ggg gag tgt get gtg get gaa tct 1139 
Thr Ser Thr Lys Glu Gly Glu Ser Gly Glu Cys Ala Val Ala Glu Ser 
225 230 235 240 

gag gac aga gca gca gac eta ctg get gtg cat gca gtt aaa ate gaa 1187 
Glu Asp Arg Ala Ala Asp Leu Leu Ala Val His Ala Val Lys He Glu 

245 250 255 

gcc aat gta aat age gtt gtg aca gag gaa aag gat gat get gta acc 1235 
Ala Asn Val Asn Ser Val Val Thr Glu Glu Lys Asp Asp Ala Val Thr 

260 265 270 

agt gca ggc tct gaa gaa aaa tgt gat ggt tct tta agt aga gac tea 1283 
Ser Ala Gly Ser Glu Glu Lys Cys Asp Gly Ser Leu Ser Arg Asp Ser 
275 280 285 

gaa ata gtt gaa gga act att act ttt att agt gaa gtt gaa agt gat 1331 
Glu He Val Glu Gly Thr He Thr Phe He Ser Glu Val Glu Ser Asp 
290 295 300 

gga gca gtt aca agt get gga aca gag ata aga gca gga tct ata age 1379 
Gly Ala Val Thr Ser Ala Gly Thr Glu He Arg Ala Gly Ser He Ser 
305 310 315 320 

agt gaa gag gtg gat ggc tec cag gga aat atg atg aga atg ggt ccc 1427 
Ser Glu Glu Val Asp Gly Ser Gin Gly Asn Met Met Arg Met Gly Pro 

325 330 335 

aaa aaa gaa aca gag ggc act gtg aca tgt aca gga gca gaa ggc aga 1475 
Lys Lys Glu Thr Glu Gly Thr Val Thr Cys Thr Gly Ala Glu Gly Arg 

340 345 350 

agt gat aac ttt gtg ate tgc tea gta act gga gca ggg ccc egg gag 1523 
Ser Asp Asn Phe Val He Cys Ser Val Thr Gly Ala Gly Pro Arg Glu 
355 360 365 

gaa cgc atg gtt aca ggt gca ggt gtt gtc ctg gga gat aat gat gca 1571 
Glu Arg Met Val Thr Gly Ala Gly Val Val Leu Gly Asp Asn Asp Ala 
370 375 380 
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cca cca gga aca agt gcc age caa gaa gga gat ggt tct gtg aat gat 1619 
Pro Pro Gly Thr Ser Ala Ser Gin Glu Gly Asp Gly Ser Val Asn Asp 
385 390 395 400 

ggt aca gaa ggt gag agt gca gtc acc age acg ggg ata aca gaa gat 1667 
Gly Thr Glu Gly Glu Ser Ala Val Thr Ser Thr Gly He Thr Glu Asp 

405 410 415 

gga gag ggg cca gca agt tgc aca ggt tea gaa gat age age gaa ggc 1715 
Gly Glu Gly Pro Ala Ser Cys Thr Gly Ser Glu Asp Ser Ser Glu Gly 

420 425 430 

ttt get ata agt tct gaa teg gaa gaa aat gga gag agt gca atg gac 1763 
Phe Ala He Ser Ser Glu Ser Glu Glu Asn Gly Glu Ser Ala Met Asp 
435 440 445 

age aca gtg gcc aaa gaa ggc act aat gta cca tta gtt get get ggt 1811 
Ser Thr Val Ala Lys Glu Gly Thr Asn Val Pro Leu Val Ala Ala Gly 
450 455 460 

cct tgt gat gat gaa ggc att gtg act age aca ggc gca aaa gag gaa 1859 
Pro Cys Asp Asp Glu Gly He Val Thr Ser Thr Gly Ala Lys Glu Glu 
465 470 475 480 

gac gag gaa ggg gag gat gtt gtg act agt act gga aga gga aat gaa 1907 
Asp Glu Glu Gly Glu Asp Val Val Thr Ser Thr Gly Arg Gly Asn Glu 

485 490 495 

att ggg cat get tea act tgt aca ggg tta gga gaa gaa agt gaa ggg 1955 
He Gly His Ala Ser Thr Cys Thr Gly Leu Gly Glu Glu Ser Glu Gly 

500 505 510 

gtc ttg att tgt gaa agt gca gaa ggg gac agt cag att ggt act gtg 2003 
Val Leu He Cys Glu Ser Ala Glu Gly Asp Ser Gin He Gly Thr Val 
515 520 525 

gta gag cat gtg gaa get gag get gga get gcc ate atg aat gca aat 2051 
Val Glu His Val Glu Ala Glu Ala Gly Ala Ala lie Met Asn Ala Asn 
530 535 540 

gaa aat aat gtt gac age atg agt ggc aca gag . aaa gga agt aaa gac 2099 
Glu Asn Asn Val Asp Ser Met Ser Gly Thr Glu Lys Gly Ser Lys Asp 
545 550 555 560 

aca gat ate tgc tec agt gca aaa ggg att gta gaa age agt gtg acc 2147 
Thr Asp He Cys Ser Ser Ala Lys Gly He Val Glu Ser Ser Val Thr 

565 570 575 

agt gca gtc tea gga aag gat gaa gtg aca cca gtt cca gga ggt tgt 2195 
Ser Ala Val Ser Gly Lys Asp Glu Val Thr Pro Val Pro Gly Gly Cys 

580 585 590 

gag ggt cct atg act agt get gca tct gat caa agt gac agt cag etc 2243 
Glu Gly Pro Met Thr Ser Ala Ala Ser Asp Gin Ser Asp Ser Gin Leu 
595 600 605 

gaa aaa gtt gaa gat acc act att tec act ggc ctg gtc ggg ggt agt 2291 
Glu Lys Val Glu Asp Thr Thr He Ser Thr Gly Leu Val Gly Gly Ser 
610 615 620 

tac gat gtt ctt gta tct ggt gaa gtc cca gaa tgt gaa gtt get cac 2339 
Tyr Asp Val Leu Val Ser Gly Glu Val Pro Glu Cys Glu Val Ala His 
625 630 635 640 
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aca tea cca agt gaa aaa gaa gat gag gac ate ate acc tct gta gaa 2387 
Thr Ser Pro Ser Glu Lys Glu Asp Glu Asp lie He Thr Ser Val Glu 

645 650 655 

aat gaa gag tgt gat ggt etc atg gca act aca gee agt ggt gat att 2435 
Asn Glu Glu Cys Asp Gly Leu Met Ala Thr Thr Ala Ser Gly Asp He 

660 665 670 

acc aac cag aat age tta gca ggg ggt aaa aat caa ggc aaa gtt ttg 2483 
Thr Asn Gin Asn Ser Leu Ala Gly Gly Lys Asn Gin Gly Lys Val Leu 
675 680 685 

att att tec acc agt acc aca aat gat tac acc cct cag gta age gca 2531 
He He Ser Thr Ser Thr Thr Asn Asp Tyr Thr Pro Gin Val Ser Ala 
690 695 700 

att aca gat gtg gaa gga ggt etc tea gat get ctg aga act gaa gaa 2579 
He Thr Asp Val Glu Gly Gly Leu Ser Asp Ala Leu Arg Thr Glu Glu 
705 710 715 720 

aat atg gaa ggt acc aga gta acc aca gaa gaa ttt gag gec ccc atg 2627 
Asn Met Glu Gly Thr Arg Val Thr Thr Glu Glu Phe Glu Ala Pro Met 

725 730 735 

ccc agt gca gtc tea gga gat gac age caa etc act gee age aga agt 2675 
Pro Ser Ala Val Ser Gly Asp Asp Ser Gin Leu Thr Ala Ser Arg Ser 

740 745 750 

gaa gag aaa gat gag tgt gee atjg att tec aca age at a ggg gaa gaa 2723 
Glu Glu Lys Asp Glu Cys Ala Met He Ser Thr Ser He Gly Glu Glu 
755 760 765 

ttc gaa ttg cct ate tec agt gca aca acc ate aag tgt get gaa agt 2771 
Phe Glu Leu Pro He Ser Ser Ala Thr Thr He Lys Cys Ala Glu Ser 
770 775 780 

ctt cag ccg gtt get gca gca gtg gaa gaa agg get aca ggt cca gtc 2819 
Leu Gin Pro Val Ala Ala Ala Val Glu Glu Arg Ala Thr Gly Pro Val 
785 790 795 800 

ttg ata age acc gee gac ttt gag ggg cct atg ccc agt gcg ccc cca 2867 
Leu He Ser Thr Ala Asp Phe Glu Gly Pro Met Pro Ser Ala Pro Pro 

805 810 815 

gaa get gaa agt cct ctt gee tea acc age aag gag gag aag gat gaa 2915 
Glu Ala Glu Ser Pro Leu Ala Ser Thr Ser Lys Glu Glu Lys Asp Glu 

820 825 830 

tgt get etc att tec act age ata gca gaa gaa tgt gag get tct gtt 2963 
Cys Ala Leu He Ser Thr Ser He Ala Glu Glu Cys Glu Ala Ser Val 
835 840 845 

tec ggt gta gtt gtt gaa agt gaa aat gag cga get ggc aca gtc atg 3011 
Ser Gly Val Val Val Glu Ser Glu Asn Glu Arg Ala Gly Thr Val Met 
850 855 " 860 

gaa gaa aaa gac ggg agt ggc ate ate tct acg age teg gtg gaa gac 3 059 
Glu Glu Lys Asp Gly Ser Gly He He Ser Thr Ser Ser Val Glu Asp 
865 870 875 880 

tgt gag ggc cca gtg tec agt get gtc cct caa gag gaa ggc gac ccc 3107 
Cys Glu Gly Pro Val Ser Ser Ala Val Pro Gin Glu Glu Gly Asp Pro 

885 890 895 
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tea gtc aca cca gcg gaa gag atg ggt gac acc gec atg att tec aca 3155 
Ser Val Thr Pro Ala Glu Glu Met Gly Asp Thr Ala Met He Ser Thr 

900 905 910 

age acc tct gaa ggg tgt gaa gca gtc atg att ggt get gtc etc cag 3203 
Ser Thr Ser Glu Gly Cys Glu Ala Val Met He Gly Ala Val Leu Gin 
915 920 925 

gat gaa gat egg etc acc ate aca aga gta gaa gac ttg age gat get 3251 
Asp Glu Asp Arg Leu Thr He Thr Arg Val Glu Asp Leu Ser Asp Ala 
930 935 940 

gee ate ate tec acc age aca gca gaa tgt atg cca att tec gec age 3299 
Ala He He Ser Thr Ser Thr Ala Glu Cys Met Pro He Ser Ala Ser 
945 950 955 960 

att gac aga cat gaa gag aat. cag ctg act gca gac aac cca gaa ggg 3347 
He Asp Arg His Glu Glu Asn Gin Leu Thr Ala Asp Asn Pro Glu Gly 

965 970 975 

aac ggt gac ctg tea gee aca gaa gtg age aag cac aag gtc ccc atg 3395 
Asn Gly Asp Leu Ser Ala Thr Glu Val Ser Lys His Lys Val Pro Met 

980 985 990 

ccc age eta att get gag aat aac tgt egg tgt cct ggg cca gtc agg 3443 
Pro Ser Leu lie Ala Glu Asn Asn Cys Arg Cys Pro Gly Pro Val Arg 
995 1000 1005 

gga ggc aaa gaa ccg ggt ccc gtg ttg gca gtg age acc gag gag ggg 3491 
Gly Gly Lys Glu Pro Gly Pro Val Leu Ala Val Ser Thr Glu Glu Gly 
1010 1015 1020 

* 

cac aac ggg cca tea gtc cac aag ccc tct gca ggg caa ggc cat cca 3539 
His Asn Gly Pro Ser Val His Lys Pro Ser Ala Gly Gin Gly His Pro 
1025 1030 1035 1040 

agt get gtt tgt gcg gaa aaa gaa gag aag cat ggc aag gag tgc ccc 3587 
Ser Ala Val Cys Ala Glu Lys Glu Glu Lys His Gly Lys Glu Cys Pro 

1045 1050 1055 

gaa ata gga cca ttt gca gga aga gga cag aaa gag age act tta cac 3635 
Glu He Gly Pro Phe Ala Gly Arg Gly Gin Lys Glu Ser Thr Leu His 

1060 1065 1070 

etc ata aat gca gaa gag aag aat gta ttg ttg aac tec ctt cag aaa 3683 
Leu He Asn Ala Glu Glu Lys Asn Val Leu Leu Asn Ser Leu Gin Lys 
1075 1080 1085 

gaa gat aag age cca gag aca ggg aca gca ggg ggc agt age aca gca 3 731 
Glu Asp Lys Ser Pro Glu Thr Gly Thr Ala Gly Gly Ser Ser Thr Ala 
1090 1095 1100 

agt tat tea gca gga agg ggc tta gag ggg aat get aac tea cct gec 3 779 

Ser Tyr Ser Ala Gly Arg Gly Leu Glu Gly Asn Ala Asn Ser Pro Ala 
1105 1110 1115 1120 

cac ctg aga gga cca gaa cag ccg tct ggg cag acg get aag gat ccc 382 7 

His Leu Arg Gly Pro Glu Gin Pro Ser Gly Gin Thr Ala Lys Asp Pro 

1125 1130 1135 

tct gtc age att cgc tat ttg gca gca gta aac acc ggt get ata aaa 3875 
Ser Val Ser He Arg Tyr Leu Ala Ala Val Asn Thr Gly Ala He Lys 

1140 1145 1150 
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get gat gac atg cca cct gtt caa ggg acc gtg get gag cat tec ttt 3923 
Ala Asp Asp Met Pro Pro Val Gin Gly Thr Val Ala Glu His Ser Phe 
1155 1160 1165 

ctt cct gee gag cag cag ggg tct gaa gac aac ttg aaa acc agt acc 3971 
Leu Pro Ala Glu Gin Gin Gly Ser Glu Asp Asn Leu Lys Thr Ser Thr 
1170 1175 1180 

acc aaa tgt att act ggc caa gaa tea aaa att get cct tec cac aca 4019 
Thr Lys Cys lie Thr Gly Gin Glu Ser Lys lie Ala Pro Ser His Thr 
1185 1190 1195 1200 

atg ate cct cca get act tac agt gta get ctg ttg get cct aaa tgt 4067 
Met lie Pro Pro Ala Thr Tyr Ser Val Ala Leu Leu Ala Pro Lys Cys 

1205 1210 1215 

gag cag gac ttg act ata aag aat gat tat agt ggc aaa tgg act gat 4115 
Glu Gin Asp Leu Thr lie Lys Asn Asp Tyr Ser Gly Lys Trp Thr Asp 
1220 1225 1230 

caa gca tct get gag aaa aca gga gat gat aac age aca agg aaa tea 4163 
Gin Ala Ser Ala Glu Lys Thr Gly Asp Asp Asn Ser Thr Arg Lys Ser 
1235 1240 1245 

ttc cct gag gaa gga gac ata atg gtt act gtg tct tct gaa gaa aat 4211 
Phe Pro Glu Glu Gly Asp lie Met Val Thr Val Ser Ser Glu Glu Asn 
1250 1255 1260 

gtg tgt gac ata ggc aat gaa gag tct cca ttg aat gtt ttg gga gga 4259 
Val Cys Asp lie Gly Asn Glu Glu Ser Pro Leu Asn Val Leu Gly Gly 
1265 1270 1275 1280 

ttg aaa ctg aaa gee aac ttg aaa atg gag get tat gtg cct tea gag 4307 
Leu Lys Leu Lys Ala Asn Leu Lys Met Glu Ala Tyr Val Pro Ser Glu 

1285 1290 1295 

gaa gag aaa aat ggt gaa att ctg gca cca cca gaa agt ctg tgt ggg 4355 
Glu Glu Lys Asn Gly Glu lie Leu Ala Pro Pro Glu Ser Leu Cys Gly 
1300 1305 1310 

gga aag cca agt gga ata get gaa etc cag agg gag cct ttg ttg gtg 4403 
Gly Lys Pro Ser Gly lie Ala Glu Leu Gin Arg Glu Pro Leu Leu Val 
1315 1320 1325 

aat gaa tea eta aat gtt gaa aat tea ggc ttc aga aca aat gaa gaa 4451 
Asn Glu Ser Leu Asn Val Glu Asn Ser Gly Phe Arg Thr Asn Glu Glu 
1330 1335 1340 

att cat age gaa tct tat aac aaa gga gag ata tec agt ggt aga aaa 4499 
lie His Ser Glu Ser Tyr Asn Lys Gly Glu lie Ser Ser Gly Arg Lys 
1345 1350 1355 1360 

gac aac gca gaa gee ata age ggt cac agt gtt gaa gca gat cct aaa ( 4547 
Asp Asn Ala Glu Ala lie Ser Gly His Ser Val Glu Ala Asp Pro Lys 

1365 1370 1375 

gag gtt gaa gag gaa gaa agg cat atg cct aaa aga aaa aga aag cag 4595 
Glu Val Glu Glu Glu Glu Arg His Met Pro Lys Arg Lys Arg Lys Gin 
1380 1385 1390 

cat tat etc tct tea gaa gat gaa cca gat gat aat cca gat g£c ctg 4643 
His Tyr Leu Ser Ser Glu Asp Glu Pro Asp Asp Asn Pro Asp Val Leu 
1395 1400 1405 
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gat tec aga ata gaa aca gca caa agg cag tgt cct gaa acg gag cca 4691 
Asp Ser Arg lie Glu Thr Ala Gin Arg Gin Cys Pro Glu Thr Glu Pro 
1410 1415 1420 

cat gac aca aag gaa gag aac tec aga gat ttg gaa gaa tta. cct aaa 4739 
His Asp Thr Lys Glu Glu Asn Ser Arg Asp Leu Glu Glu Leu Pro Lys 
1425 1430 1435 1440 

acc agt tct gag gca aat age act* acc tea agg gtc atg gaa gaa aaa 4787 
Thr Ser Ser Glu Ala Asn Ser Thr Thr Ser Arg Val Met Glu Glu Lys 

1445 1450 1455 

gat gaa tat age age agt gaa act act ggt gaa aag cca gag cag aac 4835 
Asp Glu Tyr Ser Ser Ser Glu Thr Thr Gly Glu Lys Pro Glu Gin Asn 

1460 1465 1470 

gat gat gac acc ata aaa tct cag gag gaa gat cag cca ata att att 4883 
Asp Asp Asp Thr lie Lys Ser Gin Glu Glu Asp Gin Pro lie lie lie 
1475 1480 1485 

aaa agg aaa aga gga aga cct cgc aaa tac cct gta gaa aca acg tta 4931 
Lys Arg Lys Arg Gly Arg Pro Arg Lys Tyr Pro Val Glu Thr Thr Leu 
1490 1495 1500 

aaa atg aaa gac gac tec aaa aca gat act ggc att gtc act gta gaa 4979 
Lys Met Lys Asp Asp Ser Lys Thr Asp Thr Gly lie Val Thr Val Glu 
1505 1510 1515 1520 

■ 

caa tct cca tct age age aaa ctg aaa gta atg caa aca gat gaa tec 5027 
Gin Ser Pro Ser Ser Ser Lys Leu Lys Val Met Gin Thr Asp Glu Ser 

1525 1530 1535 

aat aaa gaa aca get aac eta caa gaa aga agt ata age aat gat gat 5075 
Asn Lys Glu Thr Ala Asn Leu Gin Glu Arg Ser lie Ser Asn Asp Asp 

1540 1545 1550 

ggt gaa gaa aaa ata gta aca agt gtg cgt egg aga gga aga aaa ccc 5123 
Gly Glu Glu Lys lie Val Thr Ser Val Arg Arg Arg Gly Arg Lys Pro 
1555 1560 1565 

aaa cgt tct etc act gta tea gat gat get gaa tec tea gag cca gaa 5171 
Lys Arg Ser Leu Thr Val Ser Asp Asp Ala Glu Ser Ser Glu Pro Glu 
1570 1575 1580 

aga aaa cgc cag aaa tea gtt tct gat cca gtg gag gac aag aaa gag 5219 
Arg Lys Arg Gin Lys Ser Val Ser Asp Pro Val Glu Asp Lys Lys Glu 
1585 1590 1595 1600 

cag gag tct gat gag gaa gag gaa gaa gag gaa gag gac gag cct tea 5267 
Gin Glu Ser Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Pro Ser 

1605 1610 1615 

gga gee acc aca aga tec acc acc aga tea gag get cag aga tea aag 5315 
Gly Ala Thr Thr Arg Ser Thr Thr Arg Ser Glu Ala Gin Arg Ser Lys 

1620 1625 1630 

aca cag etc tec cct tct ate aag cgc aag aga gaa gtc age cct cct 5363 
Thr Gin Leu Ser Pro Ser He Lys Arg Lys Arg Glu Val Ser Pro Pro 
1635 1640 1645 

ggg gee cga aca aga ggc cag caa agg gtg gag gaa gee cct gtg aaa 54 li 

Gly Ala Arg Thr Arg Gly Gin Gin Arg Val Glu Glu Ala Pro Val Lys 
1650 1655 1660 
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aaa gcg aag cga taa tcctgaccac tgctgcccta ggcttatgga ggaacacggt 5466 

Lys Ala Lys Arg * 
1665 



ggagaggaaa gagacatgcc 


ttggtggcca 


taggcttctc 


tttaaccagg 


aaaaagatat 


5526 


gcatgtgctg taagtcccta 


ggtgcaagct 


ttttcttgtt 


atgttttaaa 


cagctttata 


5586 


aactattgtt catagaagat 


attatgtaca 


tttatttcag 


ataaaggaca 


ataagtttac 


5646 


tttgtatctg aactcaaaac 


aaagtagttg 


tatattttaa 


cattcaaaat 


tgggatttcc 


5706 


caatgtgaca catcatgaat 


gcaaacccct 


ccagcccatc 


agacgccagg 


ctgcctactg 


5766 


gtaatctgtg tatagtatat 


aaacatgtaa aaataggttg 


tattttactc 


tatgtatgat 


5826 


gctaatcaat gaacacttta 


tttattttac 


agagaaaact 


tatctgtgaa 


ctttactata 


5886 


tatctgttta ttttacttta 


tttttttttt 


aaataaaaag 


ggttttaaat 


gctatgcagt 


5946 


cattagtaga aaatttttta 


ggactctgcc 


tgctctgtaa 


ctatcttaat 


atgatctggc 


6006 


agaaactcgc atgtatccaa 


gtaaagtagt 


ttagctaaag 


aaaggttctt 


cattgctttt 


6066 


ctgttcacag ttgtggctct 


gttttttaag aatgtaactt 


gtttttagat 


tatacttgca 


6126 


tctgtgactt tactaccagc 


cacgttgaca 


caaaacaggt 


tctggttcag gtaaagttgc 


6186 


gtcagtcacc tgcagcagaa 


atccctcttc 


attcctcttc 


tctgtgttca 


ttcctcttct 


6246 


gtgctgttct gaagcttcta 


ccaatactct 


ttccatattg 


tctttttcag 


tgaagagaaa 


6306 


tgcattcaag attaggtccc 


tcctgtctat 


ccagtttcag 


gattttatgt 


tgttttatac 


6366 




actggcttta 


ttgccaagtg 


tttttttaaa 


catgttttaa 




ctctcatatg agcaaactgt 


ccaacttcag 


tttttcataa 


gattaaactt 


cttacgatca 


. 6486 


aatttgtctc ttgcaatgat 


gtgatgagtt 


gccaaataat 


tgagattatt 


ttaaaatgtt 


6546 


ttgttcatat tcttgtttta 


taattaaaat 


ttacattcag 


tgtgtatggg 


tttttttttt 


6606 


tattttgact cttaatgtaa 


ggtggatatt 


tctgtcattt 


tacatggttt 


cttactgaga 


6666 


ttttatatat aaattataaa 


atgtttacca 


aaaaaaaaaa 


a 




6707 



<210> 963 
<211> 6848 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (420) . . (5567) 
<400> 963 

actcgcgttc ggaaaatgat agggtacaga agaatttgaa aaacacttct gctgaagaac 60 
atgttgctca aggagatgcc actcttgaac attccacaaa tttagactcc tcaccatcct 12 0 
taagttcagt gactgttgtg cctctgaggg aatcgtatga tccagatgta attcctctgt 180 
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ttgacaaaag aactgttttg gaaggtagca cagccagcac ctcccctgcg gatcactctg 240 

ctctccctaa ccaaagtctg actgttaggg aatcagaagt ccttaagaca agtgacagca 300 

aagaaggtgg tgaaggtttc acagtagata caccagcaaa agcaagcatc actagcaaaa 360 

gacacattcc agaagctcac caggctactt tattggatgg taaacaagga aaggtaatc 419 
atg cct ctt gga agt aag tta acg ggc gtg att gtg gaa aat gag aat 467 
Met Pro Leu Gly Ser Lys Leu Thr Gly Val lie Val Glu Asn Glu Asn 
15 10 15 

att acc aaa gaa ggt ggc tta gtg gac atg gcc aag aaa gaa aat gac 515 
He Thr Lys Glu Gly Gly Leu Val Asp Met Ala Lys Lys Glu Asn Asp 

20 25 30 

tta aat gca gag ccc aat tta aag cag aca att aaa gca aca gta gag 563 
Leu Asn Ala Glu Pro Asn Leu Lys Gin Thr He Lys Ala Thr Val Glu 
35 40 45 

aat ggc aag aag gat ggc att get gtt gat cat gtt gta ggc ctg aat 611 
Asn Gly Lys Lys Asp Gly lie Ala Val Asp His Val Val Gly Leu Asn 
50 55 60 

aca gaa aaa tat get gaa act gtc aaa ctt aag cat aaa aga age cca 659 
Thr Glu Lys Tyr Ala Glu Thr Val Lys Leu Lys His Lys Arg Ser Pro 
65 70 75 80 

ggt- aaa gta aaa gac at a tea att gat gtt gaa aga agg aat gaa aac 707 
Gly Lys Val Lys Asp He Ser He Asp Val Glu Arg Arg Asn Glu Asn 

85 90 95 

agt gag gta gac acc agt get gga agt ggc tct gca ccc tct gtt tta 755 
Ser Glu Val Asp Thr Ser Ala Gly Ser Gly Ser Ala Pro Ser Val Leu 

100 105 110 

cac caa agg aac gga caa act gag gat gtg gca act ggg cct agg aga 803 
His Gin Arg Asn Gly Gin Thr Glu Asp Val Ala Thr Gly Pro Arg Arg 
115 120 " 125 

gca gaa aag act tct gtt gcc act agt act gaa ggg aag gac aaa gat 851 
Ala Glu Lys Thr Ser Val Ala Thr Ser Thr Glu Gly Lys Asp Lys Asp 
130 135 140 

gtc acc tta agt cca gtg aag get ggg cct gcc aca acc act tct tea 899 
Val Thr Leu Ser Pro Val Lys Ala Gly Pro Ala Thr Thr Thr Ser Ser 
145 150 155 160 

gaa aca aga caa agt gag gtg get ttg cct tgc acc age att gag gca 947 

Glu Thr Arg Gin Ser Glu Val Ala Leu Pro Cys Thr Ser He Glu Ala 

165 170 175 

■ 

gat gaa ggc etc ata ata gga aca cat tec aga aat aat cct ctt cat 995 

Asp Glu Gly Leu He He Gly Thr His Ser Arg Asn Asn Pro Leu His 

180 185 " 190 

gtt ggt gca gaa gcc agt gaa tgc act gtt ttt get gca get gaa gaa 1043 
Val Gly Ala Glu Ala Ser Glu Cys Thr Val Phe Ala Ala Ala Glu Glu 
195 200 205 

ggt ggg get gtt gtc aca gag gga ttt get gaa agt gaa acc ttc etc 1091 
Gly Gly Ala Val Val Thr Glu Gly Phe Ala Glu Ser Glu Thr Phe Leu 
210 215 220 
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aca age act aag gaa ggg gaa agt ggg gag tgt get gtg get gaa tct 113 9 

Thr Ser Thr Lys Glu Gly Glu Ser Gly Glu Cys Ala Val Ala Glu Ser 
225 230 235 240 

gag gac aga gca gca gac eta ctg get gtg cat gca gtt aaa ate gaa 1187 
Glu Asp Arg Ala Ala Asp Leu Leu Ala Val His Ala Val Lys lie Glu 

245 250 255 

gec aat gta aat age gtt gtg aca gag gaa aag gat gat get gta ace 1235 
Ala Asn Val Asn Ser Val Val Thr Glu Glu Lys Asp Asp Ala Val Thr 

260 265 270 

agt gca ggc tct gaa gaa aaa tgt gat ggt tct tta agt aga gac tea 1283 
Ser Ala Gly Ser Glu Glu Lys Cys Asp Gly Ser Leu Ser Arg Asp Ser 
275 280 • 285 

gaa ata gtt gaa gga act att act ttt att agt gaa gtt gaa agt gat 1331 
Glu lie Val Glu Gly Thr lie Thr Phe He Ser Glu Val Glu Ser Asp 
290 295 300 

gga gca gtt aca agt get gga aca gag ata aga gca gga tct ata age 1379 
Gly Ala Val Thr Ser Ala Gly Thr Glu He Arg Ala Gly Ser He Ser 
305 310 315 320 

agt gaa gag gtg gat ggc tec cag gga aat atg atg aga atg ggt ccc 1427 
Ser Glu Glu Val Asp Gly Ser Gin Gly Asn Met Met Arg Met Gly Pro 

325 330 335 

aaa aaa gaa aca gag ggc act gtg aca tgt aca gga gca gaa ggc aga 1475 
Lys Lys Glu Thr Glu Gly Thr Val Thr Cys Thr Gly Ala Glu Gly Arg 

340 . 345 350 

agt gat aac ttt gtg ate tgc tea gta act gga gca ggg ccc egg gag 1523 
Ser Asp Asn Phe Val He Cys Ser Val Thr Gly Ala Gly Pro Arg Glu 
355 360 365 

gaa cgc atg gtt aca ggt gca ggt gtt gtc ctg gga gat aat gat gca 1571 
Glu Arg Met Val Thr Gly Ala Gly Val Val Leu Gly Asp Asn Asp Ala 
370 375 380 

cca cca gga aca agt gee age caa gaa gga gat ggt tct gtg aat gat 1619 
Pro Pro Gly Thr Ser Ala Ser Gin Glu Gly Asp Gly Ser Val Asn Asp 
385 390 395 400 

ggt aca gaa ggt gag agt gca gtc acc age acg ggg ata aca gaa gat 1667 
Gly Thr Glu Gly Glu Ser Ala Val Thr Ser Thr Gly He Thr Glu Asp 

405 410 415 

gga gag ggg cca gca agt tgc aca ggt tea gaa gat age age gaa ggc 1715 
Gly Glu Gly Pro Ala Ser Cys Thr Gly Ser Glu Asp Ser Ser Glu Gly 

420 425 430 

ttt get ata agt tct gaa teg gaa gaa aat gga gag agt gca atg gac 1763 
Phe Ala lie Ser Ser Glu Ser Glu Glu Asn Gly Glu Ser Ala Met Asp 
435 440 445 

age aca gtg gec aaa gaa ggc act aat gta cca tta gtt get get ggt 1811 
Ser Thr Val Ala Lys Glu Gly Thr Asn Val Pro Leu Val Ala Ala Gly 
450 455 460 

cct tgt gat gat gaa ggc att gtg act age aca ggc gca aaa gag gaa 1859 
Pro Cys Asp Asp Glu Gly He Val Thr Ser Thr Gly Ala Lys Glu Glu 
465 470 475 480 
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gac gag gaa ggg gag gat gtt gtg act agt act gga aga gga aat gaa 1907 
Asp Glu Glu Gly Glu Asp Val Val Thr Ser Thr Gly Arg Gly Asn Glu 

485 490 495 

att ggg cat get tea act tgt aca ggg tta gga gaa gaa agt gaa ggg 1955 
lie Gly His Ala Ser Thr Cys Thr Gly Leu Gly Glu Glu Ser Glu Gly 

500 505 510 

gtc ttg att tgt gaa agt gca gaa ggg gac agt cag att ggt act gtg 2003 
Val Leu He Cys Glu Ser Ala Glu Gly Asp Ser Gin He Gly Thr Val 
515 520 525 

gta gag cat gtg gaa get gag get gga get gee ate atg aat gca aat 2051 
Val Glu His Val Glu Ala Glu Ala Gly Ala Ala He Met Asn Ala Asn 
530 535 540 

gaa aat aat gtt gac age atg agt ggc aca gag aaa gga agt aaa gac 2099 
Glu Asn Asn Val Asp Ser Met Ser Gly Thr Glu Lys Gly Ser Lys Asp 
545 550 555 560 

aca gat ate tgc tec agt gca aaa ggg att gta gaa age agt gtg acc 2147 
Thr Asp He Cys Ser Ser Ala Lys Gly He Val Glu Ser Ser Val Thr 

565 570 575 

agt gca gtc tea gga aag gat gaa gtg aca cca gtt cca gga ggt tgt 2195 
Ser Ala Val Ser Gly Lys Asp Glu Val Thr Pro Val Pro Gly Gly Cys 

580 585 590 

gag ggt cct atg act agt get gca tct gat caa agt gac agt cag etc 2243 
Glu Gly Pro Met Thr Ser Ala Ala Ser Asp Gin Ser Asp Ser Gin Leu 
595 600 605 

gaa aaa gtt gaa gat acc act att tec act ggc ctg gtc ggg ggt agt 2291 
Glu Lys Val Glu Asp Thr Thr He Ser Thr Gly Leu Val Gly Gly Ser 
610 615 620 

tac gat gtt ctt gta tct ggt gaa gtc cca gaa tgt gaa gtt get cac 233 9 

Tyr Asp Val Leu Val Ser Gly Glu Val Pro Glu Cys Glu Val Ala His 
625 630 635 640 

aca tea cca agt gaa aaa gaa gat gag gac ate ate acc tct gta gaa 2387 
Thr Ser Pro Ser Glu Lys Glu Asp Glu Asp He He Thr Ser Val Glu 

645 650 655 

aat gaa gag tgt gat ggt etc atg gca act aca gee agt ggt gat att 2435 
Asn Glu Glu Cys Asp Gly Leu Met Ala Thr Thr Ala Ser Gly Asp He 

660 665 670 

acc aac cag aat age tta gca ggg ggt aaa aat caa ggc aaa gtt ttg 2483 
Thr Asn Gin Asn Ser Leu Ala Gly Gly Lys Asn Gin Gly Lys Val Leu 
675 680 685 

att att tec acc agt acc aca aat gat tac acc cct cag gta age gca 2531 
He He Ser Thr Ser Thr Thr Asn Asp Tyr Thr Pro Gin Val Ser Ala 
690 695 700 

att aca gat gtg gaa gga ggt etc tea gat get ctg aga act gaa gaa 2579 
He Thr Asp Val Glu Gly Gly Leu Ser Asp Ala Leu Arg Thr Glu Glu 
705 710 715 720 

aat atg gaa ggt acc aga gta acc aca gaa gaa ttt gag gee ccc atg 2627 
Asn Met Glu Gly Thr Arg Val Thr Thr Glu Glu Phe Glu Ala Pro Met 

725 730 735 
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ccc agt gca gtc tea gga gat gac age caa etc act gee age aga agt 2675 
Pro Ser Ala Val Ser Gly Asp Asp Ser Gin Leu Thr Ala Ser Arg Ser 

740 745 750 

gaa gag aaa gat gag tgt gee atg att tec aca age at a ggg gaa gaa 2723 
Glu Glu Lys Asp Glu Cys Ala Met lie Ser Thr Ser lie Gly Glu Glu 
755 760 765 

ttc gaa ttg cct ate tec agt gca aca ace ate aag tgt get gaa agt • 2771 
Phe Glu Leu Pro lie Ser Ser Ala Thr Thr lie Lys Cys Ala Glu Ser 
770 775 780 

ctt cag ccg gtt get gca gca gtg gaa gaa agg get aca ggt cca gtc 2819 
Leu Gin Pro Val Ala Ala Ala Val Glu Glu Arg Ala Thr Gly Pro Val 
785 790 795 800 

ttg ata age acc gee gac ttt gag ggg cct atg ccc agt gcg ccc cca 2867 
Leu lie Ser Thr Ala Asp Phe Glu Gly Pro Met Pro Ser Ala Pro Pro 

805 810 815 

gaa get gaa agt cct ctt gee tea acc age aag gag gag aag gat gaa 2 915 

Glu Ala Glu Ser Pro Leu Ala Ser Thr Ser Lys Glu Glu Lys Asp Glu 

820 825 830 

tgt get etc att tec act age ata gca gaa gaa tgt gag get tct gtt 2963 
Cys Ala Leu lie Ser Thr Ser lie Ala Glu Glu Cys Glu Ala Ser Val 
835 840 845 

tec ggt gta gtt gtt gaa agt gaa aat gag cga get ggc aca gtc atg 3011 
Ser Gly Val Val Val Glu Ser Glu Asn Glu Arg Ala Gly Thr Val Met 
850 855 860 

gaa gaa aaa gac ggg agt ggc ate ate tct acg age teg gtg gaa gac 3059 
Glu Glu Lys Asp Gly Ser Gly lie lie Ser Thr Ser Ser Val Glu Asp 
865 870 875 880 

tgt gag ggc cca gtg tec agt get gtc cct caa gag gaa ggc gac ccc 3107 
Cys Glu Gly. Pro Val Ser Ser Ala Val Pro Gin Glu Glu Gly Asp Pro 

885 890 895 

tea gtc aca cca gcg gaa gag atg ggt gac acc gee atg att tec aca 3155 
Ser Val Thr Pro Ala Glu Glu Met Gly Asp Thr Ala Met lie Ser Thr 

900 905 910 

age acc tct gaa ggg tgt gaa gca gtc atg att ggt get gtc etc cag 3203 
Ser Thr Ser Glu Gly Cys Glu Ala Val Met lie Gly Ala Val Leu Gin 
915 920 925 

gat gaa gat egg etc acc ate aca aga gta gaa gac ttg age gat get 3251 
Asp Glu Asp Arg Leu Thr lie Thr Arg Val Glu Asp Leu Ser Asp Ala 
930 935 940 

gee ate ate tec acc age aca gca gaa tgt atg cca att tec gee age 3299 
Ala lie lie Ser Thr Ser Thr Ala Glu Cys Met Pro lie Ser Ala Ser 
945 950 955 960 

att gac aga cat gaa gag aat cag ctg act gca gac aac cca gaa ggg 3347 
lie Asp Arg His Glu Glu Asn Gin Leu Thr Ala Asp Asn Pro Glu Gly 

965 970 975 

aac ggt gac ctg tea gee aca gaa gtg age aag cac aag gtc ccc atg 3395 
Asn Gly Asp Leu Ser Ala Thr Glu Val Ser Lys His Lys Val Pro Met 

980 985 990 
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Pro Ser Leu lie Ala Glu Asn Asn Cys 
995 1000 

99* ggc aaa gaa ccg ggt ccc gtg ttg 
Gly Gly Lys Glu Pro Gly Pro Val Leu 
1010 1015 

cac aac ggg cca tea gtc cac aag ccc 
His Asn Gly Pro Ser Val His Lys Pro 
1025 1030 
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egg tgt cct ggg cca gtc agg 3443 
Arg Cys Pro Gly Pro Val Arg 

1005 

gca gtg age ace gag gag ggg 3491 
Ala Val Ser Thr Glu Glu Gly 
1020 

tct gca ggg caa ggc cat cca 3539 
Ser Ala Gly Gin Gly His Pro 
1035 1040 



agt get gtt tgt gcg gaa aaa gaa gag aag cat ggc aag gag tgc ccc 3587 
Ser Ala Val Cys Ala Glu Lys Glu Glu Lys His Gly Lys Glu Cys Pro 

1045 1050 1055 

gaa ata gga cca ttt gca gga aga gga cag aaa gag age act tta cac 3635 
Glu lie Gly Pro Phe Ala Gly Arg Gly Gin* Lys Glu Ser Thr Leu His 

1060 1065 .1070 

etc ata aat gca gaa gag aag aat gta ttg ttg aac tec ctt cag aaa 3683 
Leu lie Asn Ala Glu Glu Lys Asn Val Leu Leu Asn Ser Leu Gin Lys 
1075 1080 1085 

gaa gat aag age cca gag aca ggg aca gca ggg ggc agt age aca gca 3731 
Glu Asp Lys Ser Pro Glu Thr Gly Thr Ala Gly Gly Ser Ser Thr Ala 
1090 1095 1100 

agt tat tea gca gga agg ggc tta gag ggg aat get aac tea cct gee 3 779 
Ser Tyr Ser Ala Gly Arg Gly Leu Glu Gly Asn Ala Asn Ser Pro Ala 
1105 1110 1115 1120 

cac ctg aga gga cca gaa cag ccg tct ggg cag acg get aag gat ccc 3827 
His Leu Arg Gly Pro Glu Gin Pro Ser Gly Gin Thr Ala Lys Asp Pro 

1125 1130 1135 

tct gtc age att cgc tat ttg gca gca gta aac ace ggt get ata aaa 3875 
Ser Val Ser lie Arg Tyr Leu Ala Ala Val Asn Thr Gly Ala lie Lys 

1140 1145 1150 

get gat gac atg cca cct gtt caa ggg ace gtg get gag cat tec ttt 3923 
Ala Asp Asp Met Pro Pro Val Gin Gly Thr Val Ala Glu His Ser Phe 
1155 1160 1165 

ctt cct gee gag cag cag ggg tct gaa gac aac ttg aaa ace agt ace 3971 
Leu Pro Ala Glu Gin Gin Gly Ser Glu Asp Asn Leu Lys Thr Ser Thr 
1170 1175 1180 

ace aaa tgt att act ggc caa gaa tea aaa att get cct tec cac aca 4019 
Thr Lys Cys lie Thr Gly Gin Glu Ser Lys lie Ala Pro Ser His Thr 
1185 1190 1195 1200 



atg ate cct cca get act tac agt gta get ctg ttg get cct aaa tgt 4067 
Met lie Pro Pro Ala Thr Tyr Ser Val Ala Leu Leu Ala Pro Lys Cys 

1205 1210 1215 

gag cag gac ttg act ata aag aat gat tat agt ggc aaa tgg act gat , 4115 
Glu Gin Asp Leu Thr lie Lys Asn Asp Tyr Ser Gly Lys Trp Thr Asp 

1220 1225 1230 

caa gca tct get gag aaa aca gga gat gat aac age aca agg aaa tea 4163 
Gin Ala Ser Ala Glu Lys Thr Gly Asp Asp Asn Ser Thr Arg Lys Ser 
1235 1240 1245 
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ttc cct gag gaa gga gac ata atg gtt act gtg tct tct gaa gaa aat 4211 
Phe Pro Glu Glu Gly Asp lie Met Val Thr Val Ser Ser Glu Glu Asn 
1250 1255 1260 

gtg tgt gac ata ggc aat gaa gag tct cca ttg aat gtt ttg gga gga 4259 
Val Cys Asp lie Gly Asn Glu Glu Ser Pro Leu Asn Val Leu Gly Gly 
1265 1270 1275 1280 

ttg aaa ctg aaa gcc aac ttg aaa atg gag get tat gtg cct tea gag 4307 
Leu Lys Leu Lys Ala Asn Leu Lys Met Glu Ala Tyr Val Pro Ser Glu 

1285 1290 1295 

gaa gag aaa aat ggt gaa att ctg gca cca cca gaa agt ctg tgt* ggg 4355 
Glu Glu Lys Asn Gly Glu lie Leu Ala Pro Pro Glu Ser Leu Cys Gly 

1300 1305 1310 

gga aag cca agt gga ata get gaa etc cag agg gag cct ttg ttg gtg 4403 
Gly Lys Pro Ser Gly lie Ala Glu Leu Gin Arg Glu Pro Leu Leu Val 
1315 1320 1325 

aat gaa tea eta aat gtt gaa aat tea ggc ttc aga aca aat gaa gaa 4451 
Asn Glu Ser Leu Asn Val Glu Asn Ser Gly Phe Arg Thr Asn Glu Glu 
1330 1335 1340 

att cat age gaa tct tat aac aaa gga gag ata tec agt ggt aga aaa 4499 
lie His Ser Glu Ser Tyr Asn Lys Gly Glu lie Ser Ser Gly Arg Lys 
1345 1350 1355 1360 

gac aac gca gaa gcc ata age ggt cac agt gtt gaa gca gat cct aaa 454 7 

Asp Asn Ala Glu Ala lie Ser Gly His Ser Val Glu Ala Asp Pro Lys 

1365 1370 1375 

gag gtt gaa gag gaa gaa agg cat atg cct aaa aga aaa aga aag cag 4595 
Glu Val Glu Glu Glu Glu Arg His Met Pro Lys Arg Lys Arg Lys Gin 

1380 1385 1390 

cat tat etc tct tea gaa gat gaa cca gat gat aat cca gat gtc ctg 4643 
His Tyr Leu Ser Ser Glu Asp Glu Pro Asp Asp Asn Pro Asp Val Leu 
1395 1400 1405 

gat tec aga ata gaa aca gca caa agg cag tgt cct gaa acg gag cca 4691 
Asp Ser Arg He Glu Thr Ala Gin Arg Gin Cys Pro Glu Thr Glu Pro 
1410 1415 1420 

cat gac aca aag gaa gag aac tec aga gat ttg gaa gaa tta cct aaa 4739 
His Asp Thr Lys Glu Glu Asn Ser Arg Asp Leu Glu Glu Leu Pro Lys 
1425 1430 1435 1440 

ace agt tct gag gca aat age act acc tea agg gtc atg gaa gaa aaa 4787 
Thr Ser Ser Glu Ala Asn Ser Thr Thr Ser Arg Val Met Glu Glu Lys 

1445 1450 1455 

gat gaa tat age age agt gaa act act ggt gaa aag cca gag cag aac 4835 
Asp Glu Tyr Ser Ser Ser Glu Thr Thr Gly Glu Lys Pro Glu Gin Asn 

1460 1465 1470 

• 

gat gat gac acc ata aaa tct cag gag gaa gat cag cca ata att att 48 83 

Asp Asp Asp Thr He Lys Ser Gin Glu Glu Asp Gin Pro He He He 
1475 1480 1485 

aaa agg aaa aga gga aga cct cgc aaa tac cct gta gaa aca acg tta 4931 
Lys Arg Lys Arg Gly Arg Pro Arg Lys Tyr Pro Val Glu Thr Thr Leu 
1490 1495 1500 
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aaa atg aaa gac gac tec aaa aca gat act ggc att gtc act gta gaa 4979 
Lys Met Lys Asp Asp Ser Lys Thr Asp Thr Gly lie Val Thr Val Glu 
1505 1510 1515 1520 

caa tct cca tct age age aaa ctg aaa gta atg caa aca gat gaa tec 5027 
Gin Ser Pro Ser Ser Ser Lys Leu Lys Val Met Gin Thr Asp Glu Ser 

1525 1530 1535 

aat aaa gaa aca get aac eta caa gaa aga agt ata age aat gat gat 5075 
Asn Lys Glu Thr Ala Asn Leu Gin Glu Arg Ser He Ser Asn Asp Asp 

1540 1545 1550 

ggt gaa gaa aaa ata gta aca agt gtg cgt egg aga gga aga aaa ccc 5123 
Gly Glu Glu Lys He Val Thr Ser Val Arg Arg Arg Gly Arg Lys Pro 
1555 1560 1565 

aaa cgt tct etc act gta tea gat gat get gaa tec tea gag cca gaa 5171 
Lys Arg Ser Leu Thr Val Ser Asp Asp Ala Glu Ser Ser Glu Pro Glu 
1570 1575 1580 

aga aaa cgc cag aaa tea gtt tct gat cca gtg gag gac aag aaa gag 5219 
Arg Lys Arg Gin Lys Ser Val Ser Asp Pro Val Glu Asp Lys Lys Glu 
1585 1590 1595 1600 

cag gag tct gat gag gaa gag gaa gaa gag gaa gag gac gag cct tea 5267 
Gin Glu Ser Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Pro Ser 

1605 1610 1615 

gga gee acc aca aga tec ace ace aga tea gag get cag aga aag caa 5315 
Gly Ala Thr Thr Arg Ser Thr Thr Arg Ser Glu Ala Gin Arg Lys Gin 

1620 1625 1630 

cat age aag cca tct gca cgt gca aca tec aaa ctt ggc age cca gac 5363 
His Ser Lys Pro Ser Ala Arg Ala Thr Ser Lys Leu Gly Ser Pro Asp 
1635 1640 1645 

aca gtt tct cct aga aat cgc caa aaa tta gca aaa gag aag tta cct 5411 
Thr Val Ser Pro Arg Asn Arg Gin Lys Leu Ala Lys Glu Lys Leu Pro 
1650 1655 1660 

acc age gaa aaa gtt agt aac tct ccc cca tta gga aga tea aag aca 5459 
Thr Ser Glu Lys Val Ser Asn Ser Pro Pro Leu Gly Arg Ser Lys Thr 
1665 1670 1675 1680 

cag etc tec cct tct ate aag cgc aag aga gaa gtc age cct cct ggg 5507 
Gin Leu Ser Pro Ser He Lys Arg Lys Arg Glu Val Ser Pro Pro Gly 

1685 1690 1695 

gee cga aca aga ggc cag caa agg gtg gag gaa gee cct gtg aaa aaa 5555 
Ala Arg Thr Arg Gly Gin Gin Arg Val Glu Glu Ala Pro Val Lys Lys 

1700 1705 1710 

gcg aag cga taa tec tgaccactgc tgccctaggc ttatggagga acacggtgga 5610 
Ala Lys Arg * 
1715 

gaggaaagag acatgecttg gtggccatag gcttctcttt aaccaggaaa aagatatgea 5670 

tgtgctgtaa gtccctaggt gcaagctttt tcttgttatg ttttaaacag ctttataaac 573 0 

tattgttcat agaagatatt atgtacattt atttcagata aaggacaata agtttacttt 5790 

. gtatctgaac tcaaaacaaa gtagttgtat attttaacat tcaaaattgg gatttcccaa 5850 
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tgtgacacat 


catgaatgca 


aacccctcca 


gcccatcaga 


cgccaggctg 


cctactggta 


5910 


atctgtgtat 


agtatataaa 


catgtaaaaa 


taggttgtat 


tttactctat 


gtatgatgct 


5970 


aatcaatgaa 


cactttattt 


attttacaga gaaaacttat 


ctgtgaactt 


tactatatat 


6030 


ctgtttattt 


tactttattt 


tttttttaaa 


taaaaagggt 


tttaaatgct 


atgcagtcat 


6090 


tagtagaaaa 


ttttttagga 


ctctgcctgc 


tctgtaacta 


tcttaatatg 


atctggcaga 


6150 


aactcgcatg 


tatccaagta 


aagtagttta 


gctaaagaaa 


ggttcttcat 


tgcttttctg 


6210 


ttcacagttg 


tggctctgtt 


ttttaagaat gtaacttgtt 


tttagattat 


acttgcatct 


6270 


gtgactttac 


taccagccac 


gttgacacaa 


aacaggttct 


ggttcaggta 


aagttgcgtc 


6330 


agtcacctgc 


agcagaaatc 


cctcttcatt 


cctcttctct 


gtgttcattc 


ctcttctgtg 


6390 


ctgttctgaa gcttctacca 


atactctttc 


catattgtct 


ttttcagtga 


agagaaatgc 


6450 


attcaagatt 


aggtccctcc 


tgtctatcca 


gtttcaggat 


tttatgttgt 


tttatacaca 


6510 


gttatttcag 


tatagaaact 


ggctttattg 


ccaagtgttt 


ttttaaacat 


gttttaactc 


6570 


tcatatgagc 


aaactgtcca 


acttcagttt 


ttcataagat 


taaacttctt 


acgatcaaat 


6630 


ttgtctcttg caatgatgtg atgagttgcc aaataattga 


gattatttta aaatgttttg 


6690 


ttcatattct 


tgttttataa 


ttaaaattta cattcagtgt 


gtatgggttt 


ttttttttat 


6750 


tttgactctt 


aatgtaaggt 


ggatatttct 


gtcattttac 


atggtttctt 


actgagattt 


6810 


tatatataaa 


ttataaaatg 


tttaccaaaa 


aaaaaaaa 






6848 



<210> 964 

<211> 1393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (266) . . (1330) 
<400> 964 

accgctccgg aattcccggg tcgacgattt cgtgctacat ttccaatcac ctaaacaacc 60 

gagcaagaca agccactccg acaaggttgg ctgcccggcg ggtctctgtg agagatccag 120 

gtagatggtg aacggccccg gcagctgagg gcaggccagg cccccagacg catcagaccc 180 

tgaaggactg cgtggtggga gccctgcacc gctcctggcc ccgggccccc tggatccgtc 240 

ggggcgcctc cacccagctg ttagc atg atg tct tac etc aaa caa ccc cca 292 

Met Met Ser Tyr Leu Lys Gin Pro Pro 
1 5 

tac ggc atg aac ggg ctg ggc ctg gcc ggg ccc gcc atg gac etc ctg 34 0 

Tyr Gly Met Asn Gly Leu Gly Leu Ala Gly Pro Ala Met Asp Leu Leu 
10 15 20 25 

cac cca tec gtg ggc tat ccg gcc act ccg egg aag cag egg egg gag 388 
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His Pro Ser Val Gly Tyr Pro Ala Thr Pro Arg Lys Gin Arg Arg Glu 

30 35 40 



cgc acc acc ttc acg cgt tea cag ctg gac gtg etc gag gcg etc ttc 436 
Arg Thr Thr Phe Thr Arg Ser Gin Leu Asp Val Leu Glu Ala Leu Phe 

45 50 55 

gec aag act cgc tac cct gac ate ttc atg egg gag gag gtg gcg etc 484 
Ala Lys Thr Arg Tyr Pro Asp lie Phe Met Arg Glu Glu Val Ala Leu 
60 65 70 

aag ate aac ctg ccg gag tct aga gtc cag gtc tgg ttc aag aac cgc 532 
Lys lie Asn Leu Pro Glu Ser Arg Val Gin Val Trp Phe Lys Asn Arg 
75 80 85 

cgc gee aaa tgc cgc cag cag cag cag age ggg age gga acc aag age 580 
Arg Ala Lys Cys Arg Gin Gin Gin Gin Ser Gly Ser Gly Thr Lys Ser 
90 95 100 105 

cgc cca gee aag aag aag tec tct cca gtg egg gag age teg ggc tec 628 
Arg Pro Ala Lys Lys Lys Ser Ser Pro Val Arg Glu Ser Ser Gly Ser 

110 115 120 

gaa age agt ggc caa ttc acg ccg cca get gtg tec age tct gec teg 676 
Glu Ser Ser Gly Gin Phe Thr Pro Pro Ala Val Ser Ser Ser Ala Ser 

125 130 135 

tec tct age teg gcg tec age tct tec gee aac cca gcg get gca gcg 724 
Ser Ser Ser Ser Ala Ser Ser Ser Ser Ala Asn Pro Ala Ala Ala Ala 
140 145 150 

get gcg gga eta ggt ggg aac ccg gtg gcg gec gcg teg teg ctg agt . 772 
Ala Ala Gly Leu Gly Gly Asn Pro Val Ala Ala Ala Ser Ser Leu Ser 
155 160 165 

aca cca get gec tea tct ate tgg age ccg gee tec ate teg cca ggc 82 0 

Thr Pro Ala Ala Ser Ser lie Trp Ser Pro Ala Ser lie Ser Pro Gly 
170 175 180 185 

tea gcg ccc gcg tec gtg teg gtg ccg gag cca ttg gee gcg cct age 868 
Ser Ala Pro Ala Ser Val Ser Val Pro Glu Pro Leu Ala Ala Pro Ser 

190 195 200 

aac acc teg tgt atg cag cgc tec gta get gca ggc gec gee acc gca 916 
Asn Thr Ser Cys Met Gin Arg Ser Val Ala Ala Gly Ala Ala Thr Ala 

205 210 215 

gca gee tct tat ccc atg tec tac ggc cag ggc ggc age tac ggc caa 964 
Ala Ala Ser Tyr Pro Met Ser Tyr Gly Gin Gly Gly Ser Tyr Gly Gin 
220 225 230 

ggc tac cct acg ccc tec tct tec tac ttt ggc ggc gtg gac tgc age 1012 
Gly Tyr Pro Thr Pro Ser Ser Ser Tyr Phe Gly Gly Val Asp Cys Ser 
235 240 245 

tea tac eta gcg cce atg cac tea cat cac cac ccg cac cag etc age 1060 
Ser Tyr Leu Ala Pro Met His Ser His His His Pro His Gin Leu Ser 
250 255 260 265 

ccc atg gca ccc tec tec atg gcg ggc cac cat cat cac cac cca cat 1108 
Pro Met Ala Pro Ser Ser Met Ala Gly His His His His His Pro His 

270 275 280 



gcg cac cac ccg ttg age cag tec 



tea ggc cac cac cac cac cat cac 1156 
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Ala His His Pro Leu Ser Gin Ser Ser Gly His His His His His His 

285 290 295 

cac cac cac cac caa ggc tac ggt ggc tct ggg ctt gcc ttc aac tct 1204 
His His His His Gin Gly Tyr Gly Gly Ser Gly Leu Ala Phe Asn Ser 
300 305 310 

gcc gac tgc ttg gat tac aag gag cct ggc gcc get get get tec tec 1252 
Ala Asp Cys Leu Asp Tyr Lys Glu Pro Gly Ala Ala Ala Ala Ser Ser 
315 320 325 

gcc tgg aaa etc aac ttc aac tec ccc gtc tgt ctg gac tat aag gac 1300 
Ala Trp Lys Leu Asn Phe Asn Ser Pro Val Cys Leu Asp Tyr Lys Asp 
330 335 340 345 

caa gcc tea tgg egg ttc cag gtc ttg tga g cccaggaatg aaagaggaga 1351 
Gin Ala Ser Trp Arg Phe Gin Val Leu * 

350 355 

agaaaegcaa ctacctgcgc cctccgtggt cccgatcctg tt 1393 



<210> 965 
<211> 2802 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (65) . . (2425) 
<400> 965 

ceggaatate ccgggtcgac gatttegtec teegggtctg aggaggcttc taaaagggee 60 

tcac atg ccc egg gag cca cgt gga tac aga acg agg gtt ccc get etc 109 
Met Pro Arg Glu Pro Arg Gly Tyr Arg Thr Arg Val Pro Ala Leu 
15 10 15 

aga gag ttg gtc ccc agt tec cat gca ggg agt gga gcc tct gag cac 157 
Arg Glu Leu Val Pro Ser Ser His Ala Gly Ser Gly Ala Ser Glu His 

20 25 30 

tgc cag aac aac agg cag ggt tct cga cag cac aga gcc tea cgc aat 205 
Cys Gin Asn Asn Arg Gin Gly Ser Arg Gin His Arg Ala Ser Arg Asn 

35 40 45 

gtg cag gca ggt ggt get etc get cca cca egg cac etc tgc ggt etc 253 
Val Gin Ala Gly Gly Ala Leu Ala Pro Pro Arg His Leu Cys Gly Leu 
50 55 60 

tgc age cgt ttg cat ttc ctg aaa ccg gat ctt agt gtc aga gcc gcc 301 
Cys Ser Arg Leu His Phe Leu Lys Pro Asp Leu Ser Val Arg Ala Ala 
65 70 75 

ccc age egg gcg ggc gcc tea gtc atg gcc ctg cgc aag gaa ctg etc 349 
Pro Ser Arg Ala Gly Ala Ser Val Met Ala Leu Arg Lys Glu Leu Leu 
80 85 90 95 

aag tec ate tgg tac gcc ttt ace gcg ctg gac gtg gag aag agt ggc 3 97 

Lys Ser lie Trp Tyr Ala Phe Thr Ala Leu Asp Val Glu Lys Ser Gly 

100 105 110 
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aaa gtc tec aag tec cag ccc agg gtg ctg tec cac aac ctg tac acg 445 
Lys Val Ser Lys Ser Gin Pro Arg Val Leu Ser His Asn Leu Tyr Thr 

115 120 125 

gtc ctg cac ate ccc cat gac ccc gtg gec ctg gag gaa cac ttc cga 493 
Val Leu His lie Pro His Asp Pro Val Ala Leu Glu Glu His Phe Arg 
130 135 140 

gat gat gat gac ggc cct gtg tec age cag gga tac atg ccc tac etc 541 
Asp Asp Asp Asp Gly Pro Val Ser Ser Gin Gly Tyr Met Pro Tyr Leu 
145 150 155 

aac aag tac ate ctg gac aag gtg gag gag ggg get ttt gtt aaa gag 589 
Asn Lys Tyr lie Leu Asp Lys Val Glu Glu Gly Ala Phe Val Lys Glu 
160 165 170 175 

cac ttt gat gag ctg tgc tgg acg ctg acg gee aag aag aac tat egg 63 7 

His Phe Asp Glu Leu Cys Trp Thr Leu Thr Ala Lys Lys Asn Tyr Arg 

180 185 190 

gca gat age aac ggg aac agt atg etc tec aat cag gat gee ttc cgc 685 
Ala Asp Ser Asn Gly Asn Ser Met Leu Ser Asn Gin Asp Ala Phe Arg 

195 200 205 

etc tgg tgc etc ttc aac ttc ctg tct gag gac aag tac cct ctg ate 733 
Leu Trp Cys Leu Phe Asn Phe Leu Ser Glu Asp Lys Tyr Pro Leu lie 
210 215 220 

atg gtt cct gat gag ggt gat gaa ggg aac cac ccg age cct gaa cca 781 
Met Val Pro Asp Glu Gly Asp Glu Gly Asn His Pro Ser Pro Glu Pro 
225 230 235 

gtg ccc tct act aaa cac cca aac aag ace cag gat ccc cca gaa agt 82 9 

Val Pro Ser Thr Lys His Pro Asn Lys Thr Gin Asp Pro Pro Glu Ser 
240 245 250 255 

cct aaa cag agt gtc cca aaa age tgc tgg ggc agg etc tgg gag cca 877 
Pro Lys Gin Ser Val Pro Lys Ser Cys Trp Gly Arg Leu Trp Glu Pro 

260 265 270 

gat aga gca etc cct ggt gtt ggt get ggc aac acc acc tgc tgc age 925 
Asp Arg Ala Leu Pro Gly Val Gly Ala Gly Asn Thr Thr Cys Cys Ser 

275 280 285 

tac cag gee ttc ctt etc ctg etc cag gtg gaa tac ctg ctg aaa aag 973 
Tyr Gin Ala Phe Leu Leu Leu Leu Gin Val Glu Tyr Leu Leu Lys Lys 
290 295 300 

gta etc age age atg age ttg gag gtg age ttg ggt gag ctg gag gag 1021 
Val Leu Ser Ser Met Ser Leu Glu Val Ser Leu Gly Glu Leu Glu Glu 
305 310 315 

ctt ctg gee cag gag gee cag gtg gee cag acc acc ggg ggg etc age 1069 
Leu Leu Ala Gin Glu Ala Gin Val Ala Gin Thr Thr Gly Gly Leu Ser 
320 325 330 335 

gtc tgg cag ttc ctg gag etc ttc aat teg ggc tgc tgc ctg egg ggc 1117 
Val Trp . Gin Phe Leu Glu Leu Phe Asn Ser Gly Cys Cys Leu Arg Gly 

340 345 350 

gtg ggc egg gac acc etc age atg gee ate cac gag gtc tac cag gag 1165 
Val Gly Arg Asp Thr Leu Ser Met Ala lie His Glu Val Tyr Gin Glu 

355 360 365 
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etc ate caa gat gtc ctg aag egg ggc tac ctg tgg aag cga ggg cac 1213 
Leu lie Gin Asp Val Leu Lys Arg Gly Tyr Leu Trp Lya Arg Gly His 
370 375 380 

ctg aga agg aac tgg gec gaa cgc tgg ttc cag ctg cag ccc age tgc 1261 
Leu Arg Arg Asn Trp Ala Glu Arg Trp Phe Gin Leu Gin Pro Ser Cys 
385 390 395 

etc tgc tac ttt ggg agt gaa gag tgc aaa gag aaa agg ggc att ate 1309 

Leu Cys Tyr Phe Gly Ser Glu Glu Cys Lys Glu Lys Arg Gly lie lie 

400 405 410 415 

ccg ctg gat gca cac tgc tgc gtg gag gtg ctg cca gac cgc gac gga 1357 

Pro Leu Asp Ala His Cys Cys Val Glu Val Leu Pro Asp Arg Asp Gly 

420 425 430 

aag cgc tgc atg ttc tgt gtg aag aca gee ace cgc acg tat gag atg 1405 
Lys Arg Cys Met Phe Cys Val Lys Thr Ala Thr Arg Thr Tyr Glu Met 

435 440 445 

age gee tea gac acg cgc cag cgc cag gag tgg aca get gee ate cag 1453 

Ser Ala Ser Asp Thr Arg Gin Arg Gin Glu Trp Thr Ala Ala lie Gin 
450 455 460 

atg gcg ate egg ctg cag gee gag ggg aag acg tec eta cac aag gac 1501 

Met Ala lie Arg Leu Gin Ala Glu Gly Lys Thr Ser Leu His Lys Asp 
465 470 475 

ctg aag cag aaa egg cgc gag cag egg gag cag egg gag egg cgc egg 1549 
Leu Lys Gin Lys Arg Arg Glu Gin Arg Glu Gin Arg Glu Arg Arg Arg 

480 485 490 495 

gcg gee aag gaa gag gag ctg ctg egg ctg cag cag ctg cag gag gag 1597 
Ala Ala Lys Glu Glu Glu Leu Leu Arg Leu Gin Gin Leu Gin Glu Glu 

.500 505 510 

aag gag egg aag ctg cag gag ctg gag ctg ctg cag gag gcg cag egg 1645 
Lys Glu Arg Lys Leu Gin Glu Leu Glu Leu Leu Gin Glu Ala Gin Arg 

515 520 525 , 

cag gec gag egg ctg ctg cag gag gag gag gaa egg cgc cgc age cag 1693 

Gin Ala Glu Arg Leu Leu Gin Glu Glu Glu Glu Arg Arg Arg Ser Gin 
530 535 540 

cac cgc gag ctg cag cag gcg etc gag ggc caa ctg cgc gag gcg gag 1741 

His Arg Glu Leu Gin Gin Ala Leu Glu Gly Gin Leu Arg Glu Ala Glu 
545 550 555 

cag gee egg gec tec atg cag get gag atg gag ctg aag gag gag gag 1789 

Gin Ala Arg Ala Ser Met Gin Ala Glu Met Glu Leu Lys Glu Glu Glu 

560 565 570 575 

get gec egg cag egg cag cgc ate aag gag ctg gag gag atg cag cag 1837 

Ala Ala Arg Gin Arg Gin Arg lie Lys Glu Leu Glu Glu Met Gin Gin 

580 585 590 

egg ttg cag gag gee ctg caa eta gag gtg aaa get egg cga gat gaa 1885 

Arg Leu Gin Glu Ala Leu Gin Leu Glu Val Lys Ala Arg Arg Asp Glu 

595 600 605 

gaa tct gtg cga ate get cag ace aga ctg ctg gaa gag gag gaa gag 1933 

Glu Ser Val Arg lie Ala Gin Thr Arg Leu Leu Glu Glu Glu Glu Glu 
610 615 620 
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aag ctg aag cag ttg atg cag ctg aag gag gag cag gag cgc tac ate 1981 
Lys Leu Lys Gin Leu Met Gin Leu Lys Glu Glu Gin Glu Arg Tyr lie 
625 630 635 

gaa egg gcg cag cag gag aag gaa gag ctg cag cag gag atg gca cag 2029 
Glu Arg Ala Gin Gin Glu Lys Glu Glu Leu Gin Gin Glu Met Ala Gin 
640 645 650 655 

cag age cgc tec ctg cag cag gcc cag cag cag ctg gag gag gtg egg 20 77 
Gin Ser Arg Ser Leu Gin Gin Ala Gin Gin Gin Leu Glu Glu Val Arg 

660 665 670 

cag aac egg cag agg get gae gag gat gtg gag get gcc cag aga aaa 2125 
Gin Asn Arg Gin Arg Ala Asp Glu Asp Val Glu Ala Ala Gin Arg Lys 

675 680 685 

ctg cgc cag gcc age acc aac gtg aaa cac tgg aat gtc cag atg aac 2173 
Leu Arg Gin Ala Ser Thr Asn Val Lys His Trp Asn Val Gin Met Asn 
690 695 700 

egg ctg atg cat cca att gag cct gga gat aag cgt ccg gtc acc age 2221 
Arg Leu Met His Pro lie Glu Pro Gly Asp Lys Arg Pro Val Thr Ser 
705 710 715 

age tec ttc tea ggc ttc cag ccc cct ctg ctt gcc cac cgt gae tec 2269 
Ser Ser Phe Ser Gly Phe Gin Pro Pro Leu Leu Ala His Arg Asp Ser 
720 725 730 735 

tec eta aag cgc ctg acc cgc tgg gga tec cag ggc aac agg acc ccc 2317 
Ser Leu Lys Arg Leu Thr Arg Trp Gly Ser Gin Gly Asn Arg Thr Pro 

740 745 750 

teg ccc aac age aat gag cag cag aag tec etc aat ggt ggg gat gag 2365 
Ser Pro Asn Ser Asn Glu Gin Gin Lys Ser Leu Asn Gly Gly Asp Glu 

755 760 765 

get cct gcc ccg get tec acc cct cag gaa gat aaa ctg gat cca gca 2413 
Ala Pro Ala Pro Ala Ser Thr Pro Gin Glu Asp Lys Leu Asp Pro Ala 
770 775 780 

cca gaa aat tag cct ctcttagccc cttgttcttc ccaatgtcat atccaccagg 2468 
Pro Glu Asn * 
785 

acctggccac agctggcctg tgggtgatcc cagctcttac taggagaggg agctgaggtc 2528 

ctggtgccag gggcccaggc cctccaacca taaacagtcc aggatggaac ctggttcacc 2588 

cttcatacca gctccaagcc ccagaccatg ggagctgtct gggatgttga tccttgagaa 2648 

cttggccctg tgetttagae ccaaggaccc gattcctggg ctaggaaaga gagaacaagc 2708 

aagcegggge tacctgcccc caggtggcca ccaagttgtg gaagcacatt tctaaataaa 2768 

aactgetett agaatgaaaa aaaaaaaaaa aaaa 28 02 



<210> 966 
<211> 1035 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (160) . . (507) 

<400> 966 

caagctggct agcgtttaaa cttaagcttg gtaccgagct cggatccact agtccagtgt 60 

ggtggaattc gatggcagga cttggtctgc cttggaggca gtcgtgccca ggagcagaaa 120 

cccctgcagc agctgtggaa cgccatcctg ctggtggcc atg etc ctg tgc aca 174 

Met Leu Leu Cys Thr 
1 5 



ggc etc gtg gtc cag gec cag egg cag gcg teg egg cag age cag egg 
Gly Leu Val Val Gin Ala Gin Arg Gin Ala Ser Arg Gin Ser Gin Arg 

10 15 20 



222 



gag etc gga ggc cag gtg gac ctg ttt aag cgc cgc gtg gtg egg aga 
Glu Leu Gly Gly Gin Val Asp Leu Phe Lys ' Arg Arg Val Val Arg Arg 

25 30 35 



270 



ctg gca tec etc aag aca egg cgc tgc egg ctg age agg gca gcg cag 
Leu Ala Ser Leu Lys Thr Arg Arg Cys Arg Leu Ser Arg Ala Ala Gin 
40 45 50 



318 



ggc etc cca gat ccg ggt get gag acc tgt gcg gtg tgc ctg gac tac 
Gly Leu Pro Asp Pro Gly Ala Glu Thr Cys Ala Val Cys Leu Asp Tyr 
55 60 65 



366 



ttc tgc aac aaa cag tgg etc egg gtg ctg ccc tgt aag cac gag ttt 
Phe Cys Asn Lys Gin Trp Leu Arg Val Leu Pro Cys Lys His Glu Phe 
70 75 80 85 



414 



cac cga gac tgt gtg gac ccc tgg ctg atg etc cag cag acc tgc cca 
His Arg Asp Cys Val Asp Pro Trp Leu Met Leu Gin Gin Thr Cys Pro 

90 95 100 



462 



ctg tgc aaa ttc aac gtc ctg ggg aac cgc tac tec gat gat tag ctg 
Leu Cys Lys Phe Asn Val Leu Gly Asn Arg Tyr Ser Asp Asp * 

105 110 115 



510 



cccagctgga 


ctctgcacat 


ggggatggac 


ccttcctgcc 


tgcaccccgg 


tcctcagcct 


570 


gggctcccag 


gacaggacag 


gatgggacag 


caggatagac 


aggacagcaa 


gcccagtggg 


630 


tgggaggaag 


gatgagggee 


ccaccatgtc 


cacactggga 


aggagggece 


cacagcttca 


690 


gactgaggat 


ctagggctgg 


gacctgtcag 


tcaaggaagc 


gagtgtcact 


ttgggacctt 


750 


ctctgcaatc 


ctgtgacgtg 


agtctgccct 


ccttacaggc 


agctcccagg 


tcaataagga 


810 


aagagaatat 


ggggccagtg 


tagctgtege 


cagggttctg 


ggagctccct 


gtggcctgtc 


870 


tgggaattcc 


tgggggctga 


gactacagtg gccaggtttt 


gtgcttattg 


attggggggt 


930 


gggttgaggg 


aagagctatc 


tggccttggc 


gtaccctggc 


ctgaccgtct 


ttcaggatac 


990 


ttcttgtcaa 


ggctgtctgc 


ctgttgcctt 


tggtcctcaa 


gcact 




1035 



<210> 967 
<211> 826 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (780) 

<400> 967 

gccagctgtg ctttattgac a atg cgc ccc tea ggc ctt gac cgc gta ctt 51 

Met Arg Pro Ser Gly Leu Asp Arg Val Leu 
15 10 

ccg cag egg gta cag ccg etc ctt ccg ctg ctg ctt ctt ggt ctt cag 99 
Pro Gin Arg Val Gin Pro Leu Leu Pro Leu Leu Leu Leu Gly Leu Gin 

15 20 25 

gtt etc etc gtg ctt gtt gag ccg gcg gcg cat ggc acg tgt ctt ctt 147 
Val Leu Leu Val Leu Val Glu Pro Ala Ala His Gly Thr Cys Leu Leu 

30 35 40 

agg ccg cag gtc cag ggg ctt gta ctt ctt gec ctt gta gaa ttt cct 195 
Arg Pro Gin Val Gin Gly Leu Val Leu Leu Ala Leu Val Glu Phe Pro 
45 50 55 

gag gtt ttc ttt ctg agt ctg gtt aat aac tgt gag aac acg ggc aat 243 
Glu Val Phe Phe Leu Ser Leu Val Asn Asn Cys Glu Asn Thr Gly Asn 
60 65 70 

gga ttt ccg gac gac teg gat ctt aga gag ctt gga ggc cgc acc gee 291 
Gly Phe Pro Asp Asp Ser Asp Leu Arg Glu Leu Gly Gly Arg Thr Ala 
75 80 85 90 

tgt cac ttt ggc gac gcg cag ctg gga cag etc cac ctt cag gtc gtc 33 9 

Cys His Phe Gly Asp Ala Gin Leu Gly Gin Leu His Leu Gin Val Val 

95 100 105 

cag ctg ttt cag cag etc etc ctt ctt ctt ccc teg gag egg gcg gcg 387 
Gin Leu Phe Gin Gin Leu Leu Leu Leu Leu Pro Ser Glu Arg Ala Ala 

110 115 120 

gcg ttg gcg get tgt gca gca atg gec aag ate aag get cga gat ctt 435 
Ala Leu Ala Ala Cys Ala Ala Met Ala Lys lie Lys Ala Arg Asp Leu 
125 130 135 

c 9c ggg aag aag aag gag gag ctg ctg aaa cag ctg gac gac ctg aag 483 
Arg Gly Lys Lys Lys Glu Glu Leu Leu Lys Gin Leu Asp Asp Leu Lys 
140 145 150 

gtg gag ctg tec cag ctg cgc gtc gee aaa gtg aca ggc ggt gcg gee 531 
Val Glu Leu Ser Gin Leu Arg Val Ala Lys Val Thr Gly Gly Ala Ala 
155 160 165 170 

tec aag etc tct aag ate cga gtc gtc egg aaa tec att gec cgt gtt 579 
Ser Lys Leu Ser Lys lie Arg Val Val Arg Lys Ser lie Ala Arg Val 

175 180 185 

etc aca gtt att aac cag act cag aaa gaa aac etc agg aaa ttc tac 627 
Leu Thr Val lie Asn Gin Thr Gin Lys Glu Asn Leu Arg Lys Phe Tyr 

190 195 200 

aag ggc aag aag tac aag ccc ctg gac ctg egg cct aag aag aca cgt 675 
Lys Gly Lys Lys Tyr Lys Pro Leu Asp Leu Arg Pro Lys Lys Thr Arg 
205 210 215 
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gcc atg cgc cgc egg etc aac aag cac gag gag aac ctg aag acc aag 723 
Ala Met Arg Arg Arg Leu Asn Lys His Glu Glu Asn Leu Lys Thr Lys 
220 225 230 

aag cag cag egg aag gag egg ctg tac ccg ctg egg aag tac gcg gtc 771 
Lys Gin Gin Arg Lys Glu Arg Leu Tyr Pro Leu Arg Lys Tyr Ala Val 
235 240 245 250 

aag gcc tga ggggegcatt gtcaataaag cacagctggc tgagaaaaaa aaaaaa 826 
Lys Ala * 



<210> 968 

<211> 1360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (156) . . (932) 

<400> 968 

cactataggg aatttggccc tegaggecaa gaatteggea cgaggaagaa tttgtttgta 60 

aggtatggga aggtcggtgg cgagtgatcc ctcatgatgt actaccagac tggctcaagg 12 0 

ataatgactt cctcttgcat ggacaccggc ctcct atg cct tct tta egg gcc 173 

Met Pro Ser Leu Arg Ala 
1 5 

tgt ttt aag age att ttc aga ata cac aca gaa aca ggc aac att tgg 221 
Cys Phe Lys Ser lie Phe Arg lie His Thr Glu Thr Gly Asn lie Trp 

10 15 20 

aca cat etc tta ggt tgt gta ttc ttc ctg tgc ctg ggg ate ttt tat 269 
Thr His Leu Leu Gly Cys Val Phe Phe Leu Cys Leu Gly lie Phe Tyr 
25 30 3.5 

atg ttt cgc cca aat ate tec ttt gtg gcc cct ctg caa gag aag gtg 317 
Met Phe Arg Pro Asn lie Ser Phe Val Ala Pro Leu Gin Glu Lys Val 
40 45 50 

gtc ttt gga tta ttt ttc tta gga gcc att etc tgc ctt tct ttt tea 365 
Val Phe Gly Leu Phe Phe Leu Gly Ala lie Leu Cys Leu Ser Phe Ser 
55 60 65 70 

tgg etc ttc cac aca gtc tac tgc cac tea gag ggg gtc tct egg etc 413 
Trp Leu Phe His Thr Val Tyr Cys His Ser Glu Gly Val Ser Arg Leu 

75 80 85 

ttc tct aaa ctg gat tac tct ggt att get ctt ctg att atg gga agt 461 
Phe Ser Lys Leu Asp Tyr Ser Gly lie Ala Leu Leu lie Met Gly Ser 

90 95 100 

ttt gtt cct tgg ctt tat tat tct ttc tac tgt aat cca caa cct tgc 509 
Phe Val Pro Trp Leu Tyr Tyr Ser Phe Tyr Cys Asn Pro Gin Pro Cys 
105 110 115 

ttc ate tac ttg att gtc ate tgt gtg ctg ggc att gca gcc att ata 557 
Phe He Tyr Leu lie Val He Cys Val Leu Gly He Ala Ala He He 
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gtc tec cag tgg gac atg ttt gec acc cct cag tat egg gga gta aga 605 
Val Ser Gin Trp Asp Met Phe Ala Thr Pro Gin Tyr Arg Gly Val Arg 
135 140 145 150 

gca gga gtg ttt ttg ggc eta ggc ctg agt gga ate att cct acc ttg 653 
Ala Gly Val Phe Leu Gly Leu Gly Leu Ser Gly lie lie Pro Thr Leu 

155 160 165 

cac tat gtc ate teg gag ggg ttc ctt aag gec gee acc ata ggg cag 701 
His Tyr Val lie Ser Glu Gly Phe Leu Lys Ala Ala Thr lie Gly Gin 

170 175 180 

ata ggc tgg ttg atg ctg atg gee age etc tac ate aca gga get gee 749 
lie Gly Trp Leu Met Leu Met Ala Ser Leu Tyr lie Thr Gly Ala Ala 
185 190 195 

ctg tat get gee egg ate ccc gaa cgc ttt ttc cct ggc aaa tgt gac 797 
Leu Tyr Ala Ala Arg lie Pro Glu Arg Phe Phe Pro Gly Lys Cys Asp' 
200 205 210 

ate tgg ttt cac tct cat cag ctg ttt cat ate ttt gtg gtt get gga 845 
lie Trp Phe His Ser His Gin Leu Phe His He Phe Val Val Ala Gly 

215 220 225 230 

get ttt gtt cac ttc cat ggt gtc tea aac etc cag gag ttt cgt ttc 893 
Ala Phe Val His Phe His Gly Val Ser Asn Leu Gin Glu Phe Arg Phe 

235 240 245 

atg ate ggc ggg ggc tgc agt gaa gag gat gca ctg tga tacctaccag 942 
Met He Gly Gly Gly Cys Ser Glu Glu Asp Ala Leu * 

250 255 

tctccaggga ctatgaccct aaaccagggc ctgcggcact tgcgggcctc cctgctggct 1002 

actgatgeca gtaccagagg agccccaaaa ctttgacagc ctcgtgggct ttgtgacggc 1062 

ccaggggctc tgcgtggtac atgactgaga agagaaaaac aaaaataaat catacctcaa 1122 

aggatggagt gcatcaattg ggagaaaagg agacatagee caaaccctgg cttattcttg 1182 

ggatctactg attgeggget ctgcaagacc cttggcaaac tggcttctga tccatatcat 1242 

atttatttgt agaagatggc gaaacagttt agctggtggt tctttcttct ccctttctct 1302 

ctctctatga caataataca aaccaattta ataaaggagt tgaaagaaaa aaaaaaaa 1360 



<210> 969 

<211> 1458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (273) . . (1151) 
<400> 969 

cgccgaccag gcctcgaacg ggatggcaga ggaggtgagg agggaggaag cgtccggagt 60 
ggggegggee cggactccga cccccggggc gcttcgagcc ccccagctgg tcaccgaggc 120 
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accgccgctt cacccaggcc agtagccgcc ccctcgcgca ccccggcccc gcctcacacg 180 

cgcgcccgag cgagccccgg gctcccctcg ggcccagcgt ggctgcaggg tgtcagtggt 240 

tctctcgggt ctcgggacag gtgagcaccc tg atg aag gcc acg gtc ctg atg 293 

Met Lys Ala Thr Val Leu Met 
1 5 

egg cag cct ggg egg gtg cag gag ate gtg ggc gcc etc cgc aag ggc 341 
Arg Gin Pro Gly Arg Val Gin Glu He Val Gly Ala Leu Arg Lys Gly 
10 15 20 

ggc gga gac egg tta cag gtg att tct gat ttt gac atg acc ttg age 38 9 

Gly Gly Asp Arg Leu Gin Val He Ser Asp Phe Asp Met Thr Leu Ser 
25 30 35 

agg ttt gca tat aat gga aag cga tgc cct tct tct tac aat att ctg 437 
Arg Phe Ala Tyr Asn Gly Lys Arg Cys Pro Ser Ser Tyr Asn He Leu 
40 45 50 55 

gat aat age aag ate ate agt gag gag tgt egg aaa gag etc aca gcg 485 
Asp Asn Ser Lys He He Ser Glu Glu Cys Arg Lys Glu Leu Thr Ala 

60 65 70 

i 
i 

etc ctt cac cac tat tac cca att gag ate gac cca cac egg acc gtc 533 
Leu Leu His His Tyr Tyr Pro He Glu He Asp Pro His Arg Thr Val 

75 80 85 

aag gag aag eta cct cat atg gtg gaa tgg tgg acc aaa gcg cac aat 581 
Lys Glu Lys Leu Pro His Met Val Glu Trp Trp Thr Lys Ala His Asn 
90 95 100 

etc eta tgt cag cag aag att cag aag ttt cag ata gcc cag gtg gtt 629 
Leu Leu Cys Gin Gin Lys He Gin Lys Phe Gin He Ala Gin Val Val 
105 110 115 

aga gag tec aat gca atg etc agg gag gga tat aag acc ttc ttc aac 677 
Arg Glu Ser Asn Ala Met Leu Arg Glu Gly Tyr Lys Thr Phe Phe Asn 
120 125 130 135 

aca etc tac cat aac aac att ccc ctt ttc ate ttt tct gcg ggc att 725 
Thr Leu Tyr His Asn Asn lie Pro Leu Phe He Phe Ser Ala Gly He 

140 145 150 

ggt gat ate ctg gaa gaa att ate cga cag atg aaa gtg ttc cac ccc 773 
Gly Asp He Leu Glu Glu He He Arg Gin Met Lys Val Phe His Pro 

155 160 165 

aac ate cac ate gtg tct aac tac atg gat ttt aat gaa gat ggt ttt 821 
Asn He His He Val Ser Asn Tyr Met Asp Phe Asn Glu Asp Gly Phe 
170 175 180 

etc cag gga ttt aag ggc cag ctg ata cac aca tac aac aag aac age 869 
Leu Gin Gly Phe Lys Gly Gin Leu He His Thr Tyr Asn Lys Asn Ser 
185 190 195 

tct gcg tgt gag aac tct ggt tac ttc cag caa ctt gag ggc aaa acc 917 
Ser Ala Cys Glu Asn Ser Gly Tyr Phe Gin Gin Leu Glu Gly Lys Thr 
200 205 210 215 

aat gtc ate ctg ctg gga gac tct ate ggg gac etc acc atg gcc gat 96 5 

Asn Val He Leu Leu Gly Asp Ser He Gly Asp Leu Thr Met Ala Asp 

220 225 230 
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99g gtt cct ggt gtg cag aac att etc aaa att ggc ttc ctg aat gac 1013 
Gly Val Pro Gly Val Gin Asn He Leu Lys He Gly Phe Leu Asn Asp 

235 240 245 

aag gtg gag gag egg egg gag cgc tac atg gac tec tat gac ate gtg 1061 
Lys Val Glu Glu Arg Arg Glu Arg Tyr Met Asp Ser Tyr Asp He Val 
250 255 260 

ct 9 9ag aag gac gag act ctg gat gtg gtc aac ggg eta ctg cag cac 1109 
Leu Glu Lys Asp Glu Thr Leu Asp Val Val Asn Gly Leu Leu Gin His 
265 270 275 

ate ctg tgc cag ggg gtc cag ctg gag atg caa ggc ccc tga aggegea 1158 
He Leu Cys Gin Gly Val Gin Leu Glu Met Gin Gly Pro * 
280 285 290 

ggctccagcc cggcctgcag gccgtggtga ggaggggege ctccccagag tctgctcccc 1218 

cgtgaacaca gagcagaggc cagggtggcc agcagtggct gggtccttcc gcgcccctcc 1278 

gtcctccttt ccctgagcac cttcatcacc agaggcttga aggaaccccg ccatgtggca 1338 

gggcacaggc actgttcctg gtgaaccttg gaccacagca tgtcagtgct ctagggattg 1398 

tctactccag ggattttctt caaaattttt aaacatggga agttcaaaca aaaaaaaaaa 1458 



<210> 970 
<211> 644 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (39) . . (500) 

<400> 970 

gggtcgaccc acgcgtccgc aatgetgetc tggggaac atg gag gag gac aac 53 

Met Glu Glu Asp Asn " 
1 5 

tgg agg tgg cat ttc tac gac ace gtg aag ggc tec gac tgg ctg ggg 101 
Trp Arg Trp His Phe Tyr Asp Thr Val Lys Gly Ser Asp Trp Leu Gly 

10 15 ~ 20 

gac cag gat gee ate cac tac atg acg gag cag gee ccc gee gee gtg 149 
Asp Gin Asp Ala He His Tyr Met Thr Glu Gin Ala Pro Ala Ala Val 

25 30 35 

gtc gag eta gaa aat tat ggc atg ccg ttt age aga act gaa gat ggg 197 
Val Glu Leu Glu Asn Tyr Gly Met Pro Phe Ser Arg Thr Glu Asp Gly 
40 45 50 

aag att tat cag cgt gca ttt ggt gga cag age etc aag ttt gga aag 245 
Lys He Tyr Gin Arg Ala Phe Gly Gly Gin Ser Leu Lys Phe Gly Lys 
55 60 65 

ggc ggg cag gee cat egg tgc tgc tgt gtg get gat egg act ggc cac 293 
Gly Gly Gin Ala His Arg Cys Cys Cys Val Ala Asp Arg Thr Gly His 
70 75 80 85 
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teg eta ttg cac acc tta tat gga agg tct ctg cga tat gat acc age 341 
Ser Leu Leu His Thr Leu Tyr Gly Arg Ser Leu Arg Tyr Asp Thr Ser 

90 95 100 

tat ttt gtg gag tat ttt gec ttg gat etc ctg atg gag aat ggg gag 389 
Tyr Phe Val Glu Tyr Phe Ala Leu Asp Leu Leu Met Glu Asn Gly Glu 

105 no 115 

tgc cgt ggt gtc ate gca ctg tgc ata gaa gtc gac gcg gee gcg aat 437 
Cys Arg Gly Val lie Ala Leu Cys lie Glu Val Asp Ala Ala Ala Asn 
120 125 130 

teg gat cct cga gag ate tct ttt ttt ggg ttt ggt ggg gta tct tea 4 85 

Ser Asp Pro Arg Glu lie Ser Phe Phe Gly Phe Gly Gly Val Ser Ser 
135 140 145 

tea teg aat aga tag ttgtatacat cagccgtcca aacttagtaa tcgtccacat 540 

Ser Ser Asn Arg * 

150 

aatcgtgaga tgcacgtgat ctcactatat gacagtgatc ttgataaege acacatcagt 600 
ggattgeata tataattagt agegtctcat gctttacaga tgea 644 



<210> 971 
<211> 5553 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (241) . . (3717) 
<400> 971 

aaagcacctg cagctcccaa agtacctgtg acccccagag tctccagagc tcccaaaaca 60 

cctgcagctc agaaggtgee caeggatgea gggccaacct tggatgtagc cagacttctg 120 

agtgaggtcc agcctacatc aagggctagt gtctccttac tgaagggeca ggggcaggct 180 

ggaaggcagg gtccccagtc cagtggcacc ttggccctca gcagtaagca ccagtttcag 240 

atg gag ggg etc ctg ggg get tgg gag ggg gee cca agg cag cca cct 288 
Met Glu Gly Leu Leu Gly Ala Trp Glu Gly Ala Pro Arg Gin Pro Pro 
15 10 15 

cgc cac ctg caa gcg aac age aca gtg acc age ttc cag agg tac cac 336 
Arg His Leu Gin Ala Asn Ser Thr Val Thr Ser Phe Gin Arg Tyr His 

20 25 30 

gag gee ctg aat aca ccc ttc gag ctg aac ctg tea ggg gaa cct gga 384 
Glu Ala Leu Asn Thr Pro Phe Glu Leu Asn Leu Ser Gly Glu Pro Gly 
35 40 45' 

aac cag ggg ttg egg cga gtg gtc ate gat ggc age agt gtg gee atg 432 
Asn Gin Gly Leu Arg Arg Val Val lie Asp Gly Ser Ser Val Ala Met 
50 55 60 

gtg cat ggc ctg cag cac ttc ttc tec tgc cga gga att gee atg gca 480 
Val His Gly Leu Gin His Phe Phe Ser Cys Arg Gly He Ala Met Ala 
65 70 75 80 
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gtg cag ttt ttc tgg aac egg gga cac cga gag gtc act gtg ttt gta 528 
Val Gin Phe Phe Trp Asn Arg Gly His Arg Glu Val Thr Val Phe Val 

85 90 95 

ccc acc tgg cag ctg aag aag aac egg agg gtg aga gag age cac ttt 576 
Pro Thr Trp Gin Leu Lys Lys Asn Arg Arg Val Arg Glu Ser His Phe 

100 105 110 

ctg acg aag eta cac teg etc aag atg ctt tea ate aca ccc tec cag 624 
Leu Thr Lys Leu His Ser Leu Lys Met Leu Ser lie Thr Pro Ser Gin 
115 120 125 

ctt gag aat ggc aag aag ate acc acc tac gat tat agg ttc atg gta 672 
Leu Glu Asn Gly Lys Lys lie Thr Thr Tyr Asp Tyr Arg Phe Met Val 
130 135 140 

aag ctg gca gag gag aca gat ggc ate att gtc acc aat gag cag att 720 
Lys Leu Ala Glu Glu Thr Asp Gly lie lie Val Thr Asn Glu Gin lie 
145 150 155 160 

cac ate ctg atg aat agt tec aag aaa ctg atg gtc aaa gat cgc ttg 768 
His lie Leu Met Asn Ser Ser Lys Lys Leu Met Val Lys Asp Arg Leu 

165 170 175 

ctg cct ttc acc ttt gcg ggg aat etc ttc atg gtg cct gat gac ccc 816 
Leu Pro Phe Thr Phe Ala Gly Asn Leu Phe Met Val Pro Asp Asp Pro 

180 185 190 

ctg ggc cgt gat ggc ccc acc ttg gat gag ttt ctg aag aag cca aac 864 
Leu Gly Arg Asp Gly Pro Thr Leu Asp Glu Phe Leu Lys Lys Pro Asn 
195 200 205 

a 99 ttg gac act gac att ggc aac ttc ctg aag gtg tgg aag acc ctt 912 
Arg Leu Asp Thr Asp lie Gly Asn Phe Leu Lys Val Trp Lys Thr Leu 
210 215 220 

cct ccc age tea gee agt gtc act gag ctg agt gat gac get gac tct 960 
Pro Pro Ser Ser Ala Ser Val Thr Glu Leu Ser Asp Asp Ala Asp Ser 
225 230 235 240 

ggg ccc ctg gag agt ctg ccg aat atg gaa gaa gtc agg gaa gag aag 1008 
Gly Pro Leu Glu Ser Leu Pro Asn Met Glu Glu Val Arg Glu Glu Lys 

245 250 255 

gag gag agg cag gat gag gag cag aga cag ggg cag ggc aca cag aag 1056 
Glu Glu Arg Gin Asp Glu Glu Gin Arg Gin Gly Gin Gly Thr Gin Lys 

260 265 270 

gcg get gag gag gac gac ctt gac tct teg ctg gcg tea gtg ttc agg 1104 
Ala Ala Glu Glu Asp Asp Leu Asp Ser Ser Leu Ala Ser Val Phe Arg 
275 280 285 

gtg gag tgc ccg tec ctt teg gag gag ate ctg egg tgc etc age etc 1152 
Val Glu Cys Pro Ser Leu Ser Glu Glu lie Leu Arg Cys Leu Ser Leu 
290 295 300 

cat gat ccc cct gat ggg gec ctg gac ate gac etc ctg cca ggg gca 1200 
His Asp Pro Pro Asp Gly Ala Leu Asp lie Asp Leu Leu Pro Gly Ala 
305 310 315 320 

get tct ccc tac ctg ggc ate ccc tgg gat gga aag get ccc tgc cag 1248 
Ala Ser Pro Tyr Leu Gly lie Pro Trp Asp Gly Lys Ala Pro Cys Gin 

325 330 335 
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cag gtt ctt gcc cac ctg gcc cag etc acc ate ccc age aac ttc acc 
Gin Val Leu Ala His Leu Ala Gin Leu Thr lie Pro Ser Asn Phe Thr 

340 345 350 



1296 



gca etc tec ttc ttc atg ggc ttc atg gac tec cac agg gat gcc ate 1344 
Ala Leu Ser Phe Phe Met Gly Phe Met Asp Ser His Arg Asp Ala lie 
355 360 365 ■ 

cct gac tat gaa gcc eta gtg ggc ccc ctg cac age etc etc aag cag 1392 
Pro Asp Tyr Glu Ala Leu Val Gly Pro Leu His Ser Leu Leu Lys Gin 
370 375 380 

aag cct gac tgg cag tgg gac cag gag cat gag gag gcc ttc ctg gcc 144 0 

Lys Pro Asp Trp Gin Trp Asp Gin Glu His Glu Glu Ala Phe Leu Ala 
385 390 395 400 

ctg aag cga gcc ctg gtg tct gcc etc tgc ctg atg gcc ccc aac tec 1488 
Leu Lys Arg Ala Leu Val Ser Ala Leu Cys Leu Met Ala Pro Asn Ser 

405 410 415 

cag ctg ccc ttc cgc ctg gag gtg acc gtg age cac gtg gcc ctg acg 1536 
Gin Leu Pro Phe Arg Leu Glu Val Thr Val Ser His Val Ala Leu Thr 

420 425 430 

gcc ate etc cat cag gag cac tea ggg agg aag cac ccc ata gcc tat 1584 
Ala lie Leu His Gin Glu His Ser Gly Arg Lys His Pro lie Ala Tyr 
435 440 445 

acc tea aaa ccc etc etc cct gat gag gag age cag ggc ccc cag tea 1632 
Thr Ser Lys Pro Leu Leu Pro Asp Glu Glu Ser Gin Gly Pro Gin Ser 
450 455 460 

ggg ggt gac age ccc tat get gtg gcc tgg gcc etc aag cat ttt tec 1680 
Gly Gly Asp Ser Pro Tyr Ala Val Ala Trp Ala Leu Lys His Phe Ser 
465 470 475 480 

cgc tgc att gga gac acc ccg gtg gtc ctg gac ctt tec tat gcc tec 172 8 

Arg Cys lie Gly Asp Thr Pro Val Val Leu Asp Leu Ser Tyr Ala Ser 

485 490 495 

egg acc act gcg gac cct gag gtg egg gag ggc cgc agg gtt tec aaa 1776 
Arg Thr Thr Ala Asp Pro Glu Val Arg Glu Gly Arg Arg Val Ser Lys 

500 505 510 

get tgg ttg ate cga tgg tec etc ttg gtt cag gac aaa ggc aag agg 1824 
Ala Trp Leu lie Arg Trp Ser Leu Leu Val Gin Asp Lys Gly Lys Arg 
515 520 525 

gcc ctg gaa ttg gcc etc etc cag ggc ctg ctg ggg gag aac cgc ctg 1872 
Ala Leu Glu Leu Ala Leu Leu Gin Gly Leu Leu Gly Glu Asn Arg Leu 
530 535 540 

etc acc ccc gcg gcc tec atg cct cgc ttc ttc cag gtt ctg ccg cct 1920 
Leu Thr Pro Ala Ala Ser Met Pro Arg Phe Phe Gin Val Leu Pro Pro 
545 550 555 560 

ttc tct gac ctg tec acg ttc gtc tgc ate cac atg teg ggc tac tgc 1968 
Phe Ser Asp Leu Ser Thr Phe Val Cys He His Met Ser Gly Tyr Cys 

565 570 575 

ttc tac cgt gag gat gag tgg tgt get ggc ttt ggt etc tat gtt eta 2016 
Phe Tyr Arg Glu Asp Glu Trp Cys Ala Gly Phe Gly Leu Tyr Val Leu 

580 585 590 
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teg ccc acc age ccc cct gtc tec ctt tec ttc tec tgc tec cct tac 2064 
Ser Pro Thr Ser Pro Pro Val Ser Leu Ser Phe Ser Cys Ser Pro Tyr 
595 600 605 

acg cca acc tat gee cac ctg gca gee gtg gee tgc ggc ctg gag cgc 2112 
Thr Pro Thr Tyr Ala His Leu Ala Ala Val Ala Cys Gly Leu Glu Arg 
610 615 620 

ttt ggc cag tec cca etc cca gtg gtt ttc etc act cac tgc aac tgg 2160 
Phe Gly Gin Ser Pro Leu Pro Val Val Phe Leu Thr His Cys Asn Trp 
625 630 635 640 

ate ttc age etc ctg tgg gag etc ctg ccc etc tgg agg get egg ggc 2208 
lie Phe Ser Leu Leu Trp Glu Leu Leu Pro Leu Trp Arg Ala Arg Gly 

645 650 655 

ttc etc tec tct gat ggg get cca etc cct cac cca age ctg etc tec 22 56 
Phe Leu Ser Ser Asp Gly Ala Pro Leu Pro His Pro Ser Leu Leu Ser 

660 665 670 

tac att ata tec etc acc tct ggc etc tea tec ctt ccg ttt ate tac 2304 
Tyr lie lie Ser Leu Thr Ser Gly Leu Ser Ser Leu Pro Phe lie Tyr 
675 680 685 

cga acc tec tac egg ggc tct ctg ttt get gtg aca gtg gac acc ctg 2352 
Arg Thr Ser Tyr Arg Gly Ser Leu Phe Ala Val Thr Val Asp Thr Leu 
690 695 700 

gee aag cag ggt gee cag ggg ggt ggg cag tgg tgg agt ttg cca aag 2400 
Ala Lys Gin Gly Ala Gin Gly Gly Gly Gin Trp Trp Ser Leu Pro Lys 
705 710 715 720 

gat gtg cca gee cct aca gtg agt ccc cat gee atg ggc aag agg ccc 2448 
Asp Val Pro Ala Pro Thr Val Ser Pro His Ala Met Gly Lys Arg Pro 

725 730 735 

aat ttg ctg gca tta cag ctg agt gac age acc ctg gee gac ate att 2496 
Asn Leu Leu Ala Leu Gin Leu Ser Asp Ser Thr Leu Ala Asp lie lie 

740 745 750 

gee agg ctg cag get ggg cag aaa ctg tct ggc tec tea ccg ttt agt 2544 
Ala Arg Leu Gin Ala Gly Gin Lys Leu Ser Gly Ser Ser Pro Phel Ser 
755 760 765 

tct gee ttt aac tea etc age etc gac aag gag agt ggc ctg ctt atg 2592 
Ser Ala Phe Asn Ser Leu Ser Leu Asp Lys Glu Ser Gly Leu Leu Met 
770 775 780 

ttc aag gga gat aag aag ccc agg gtc tgg gta gtc ccg acg caa etc 2640 
Phe Lys Gly Asp Lys Lys Pro Arg Val Trp Val Val Pro Thr Gin Leu 
785 790 795 800 

egg agg gat ctg att ttc tct gtg cat gac att ccc ttg ggg gee cac 2688 
Arg Arg Asp Leu lie Phe Ser Val His Asp lie Pro Leu Gly Ala His 

805 810 815 

cag agg ccc gaa gag acc tac aag aag ttg cgt ttg ctg ggg tgg tgg 2736 
Gin Arg Pro Glu Glu Thr Tyr Lys Lys Leu Arg Leu Leu Gly Trp Trp 

820 825 830 

cct ggg atg cag gag cat gtg aaa gat tac tgc agg age tgc ttg ttc 2784 
Pro Gly Met Gin Glu His Val Lys Asp Tyr Cys Arg Ser Cys Leu Phe 
835 840 845 
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tgc ate ccc cga aat etc ata ggc age gag ttg aag gtt att gag tec 2832 
Cys lie Pro Arg Asn Leu lie Gly Ser Glu Leu Lys Val lie Glu Ser 
850 855 860 

cca tgg ccc etc agg teg acc gec ccc tgg teg aac ctg cag ate gag 2880 
Pro'Trp Pro Leu Arg Ser Thr Ala Pro Trp Ser Asn Leu Gin lie Glu 
865 870 875 880 

gtg gtg S5 C cc 9 gtc acc ata a 9t g a g g a 9 ggc cat aag cat gta ctt 2 928 

Val Val Gly Pro Val Thr He Ser Glu Glu Gly His Lys His Val Leu 

885 890 895 

att gtg get gac cca aac acc agg tgg gtg gag gca ttc ccc ctg aag 2976 
He Val Ala Asp Pro Asn Thr Arg Trp Val Glu Ala Phe Pro Leu Lys 

900 905 910 

ccc tac aca cac acg get gtg gee cag gtg ctg ctt cag cat gtg ttt 3024 
Pro Tyr Thr His Thr Ala Val Ala Gin Val Leu Leu Gin His Val Phe 
915 920 925 

gca agg tgg ggt gtt cct gtg agg ctg gag gca gee cag ggg ccc cag 3072 
Ala Arg Trp Gly Val Pro Val Arg Leu Glu Ala Ala Gin Gly Pro Gin 
930 935 940 

ttt gee egg cac gtc ctt gtg age tgt ggg ctg gee ctg gga gee cag 312 0 

Phe Ala Arg His Val Leu Val Ser Cys Gly Leu Ala Leu Gly Ala Gin 
945 950 955 960 

gtg gec tec ctg agt egg gac etc cag ttc ccc tgc ctg acg age tea 3168 
Val Ala Ser Leu Ser Arg Asp Leu Gin Phe Pro Cys Leu Thr Ser Ser 

965 970 975 

ggg 9 cc tac tgg g aa ttc aa g a gg g cc etc aa g g a g ttc ate ttc ctg 3216 

Gly Ala Tyr Trp Glu Phe Lys Arg Ala Leu Lys Glu Phe He Phe Leu 

980 985 990 

cat ggg aag aag tgg gcg gcc tec ctg cct ttg ctg cac ctg gcc ttc 3264 
His Gly Lys Lys Trp Ala Ala Ser Leu Pro Leu Leu His Leu Ala Phe 
995 1000 1005 

a gg 9 CC tec tec act gat gcc aca ccg ttc aag gtc ctg acc ggg ggt 3312 
Arg Ala Ser Ser Thr Asp Ala Thr Pro Phe Lys Val Leu Thr Gly Gly 
1010 1015 1020 

gag tea agg etc acg gag ccc ctg tgg tgg gag atg age age gca aac 3360 
Glu Ser Arg Leu Thr Glu Pro Leu Trp Trp Glu Met Ser Ser Ala Asn 
1025 1030 1035 1040 

att gaa ggg etc aag atg gac gtc ttc ctg eta cag ctg gtg ggg gag 3408 
He Glu Gly Leu Lys Met Asp Val Phe Leu Leu Gin Leu Val Gly Glu 

1045 1050 1055 

ctg ctg gag etc cac tgg agg gtg get gac aag gcg agt gaa aag gcc 3456 
Leu Leu Glu Leu His Trp Arg Val Ala Asp Lys Ala Ser Glu Lys Ala 

1060 1065 1070 

gag aac agg cgt ttc aag egg gag age cag gag aag gag tgg aat gtg 3504 
Glu Asn Arg Arg Phe Lys Arg Glu Ser Gin Glu Lys Glu Trp Asn Val 
1075 1080 1085 

ggt gac cag gtc ctt ttg ctg tec etc ccc agg aat ggc age agt gcc 3552 
Gly Asp Gin Val Leu Leu Leu Ser Leu Pro Arg Asn Gly Ser Ser Ala 
1090 1095 1100 
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aaa tgg gtg ggt ccc ttc tat ate ggg gac egg ctg age ctg tea etc 3600 
Lys Trp Val Gly Pro Phe Tyr lie Gly Asp Arg Leu Ser Leu Ser Leu 
1105 1110 1115 1120 

tat agg ata tgg ggc ttc cca ace cca gag aag ctg ggg tgc ate tat 3648 
Tyr Arg lie Trp Gly Phe Pro Thr Pro Glu Lys Leu Gly Cys lie Tyr 

1125 1130 1135 

ccc age agt ctg atg aag gee ttt gee aag agt ggc ace ccg ctg tec 3696 
Pro Ser Ser Leu Met Lys Ala Phe Ala Lys Ser Gly Thr Pro Leu Ser 

1140 1145 1150 

ttc aag gtc ttg gag cag tga gc gggagcagcg ggggtgcccc ctgccccagg 3 749 

Phe Lys Val Leu Glu Gin * 
1155 



gccgtgggtt 


tetgetgeta 


ggcctccccc 


tgtcccagca 


gtgctctcag 


tccactgggg 


3809 


gccctcagtt 


gtgccttttg 


tagagaactt 


gcttcataaa 


getttgetga 


attgecttga 


3869 


actagggacc 


agcatcccca 


tggaaacatc 


cccagtttgg 


ggtacttgga 


gaatttgeca 


3929 


aaggctgtca 


gatatgggtc 


cctggcagtt 


ttacactggg 


aaatagagtg 


ctcctctagg 


3989 


ctataccagg 


ctcagtgtct 


tctccccaag 


tatcctcttt 


ccccttcaca 


tgtaggtgtg 


4049 


tggtggtgtg 


cacacacact 


cacgaaagaa 


tctatcttgg 


ccatgaaact 


gtggctgttg 


4109 


accttggaat 


tggaaccaca 


gtcctttccc 


atacagaaac 


cccaaatgtg 


ggctcctccc 


4169 


tccaacctgt 


tcttttgggg 


accctttgcc 


cttagagctg 


tcacagatga 


cataagectg 


4229 


ggcaggctgt 


ggggaggccg 


ctgcctccta 


gcctcacggt 


cagctttctc 


aagccaggtg 


4289 


tggcctgcac 


agctgtcagg gcagggctgg 


ccatcctccc 


aggectcaag 


ggcagtgtct 


4349 




ggatggccag 


ccacaagcca 


ccagcttgtc 


agcatgggaa 


gggcaagggg 


4409 


gaaatgggtt 


ggcctacctc 


atttgactcc 


agccaatgga 


gacaattcct 


gacccctgct 


4469 


ttgatggtgt 


tgaccccaca 


ggaatcaagg 


atettgatge 


caagtgtggc 


atctctacct 


4529 


gaagagctgc 


ttctgttaga 


cccaggggcc 


ccggcctctg 


ttttaagggg 


geagggegtc 


4589 


tgcaacagga 


gtggcacacg 


gtgaagtgct 


ggcatggctc 


tacctcccaa 


cccctcccaa 


4649 


ccccatccca 


aagcctacag 


tcctctgctc 


cttctacctc 


cactgtatcc 


tgcatcccag 


4709 


accctacaga 


ttgtgtgatt 


gcttcatctg 


tatcaccccc 


cgagtcctgt 


ggacctgcct 


4769 


tctgtgtaga 


gcaaaaccca 


ggctccctca 


cagccattct 


ttgeagagat 


cacccttgca 


4829 


gtgagtgtga 


gttccttcca 


ggtgtgtgcg 


cgtacactca 


ccctctgaat 


tgctgccgct 


4889 


gecaaggaag 


tgggctccag gtgaaggeca 


gtgccacgtc 


actctggctg 


gecttcttag 


4949 


tagtttcatt 


tetceggaag 


ctgagccagt 


ctcctggtct 


ageccaggtt 


gccagaacgc 


5009 


ttggcattgc 


agagtgetag 


agccagtgga 


gaacttgeca 


acttgattgt 


tttacagcag 


5069 


aggaaagagg 


atcacagagg 


gaaagtgatt 


cacccaaagt 


cacacagcaa 


gttcatggct 


5129 


gagctgagac 


caggattaag 


cttcctgact 


cccagttcac 


catgaaaagg 


gttctggcaa 


5189 
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caggttcaag 


ctggagaatc 


ctccaaaatg ctacacccac 


. — » i- /-t 4- <»i ^ ri/^a 

atccLCCcca 


aUL.CLt.CaLu 




tccctgatct 


tccagacaaa 


ctacctggat gttgccctta 


aaccacttcc 


s/r/i^rrt" a a <^ 
agC uy LUcLaC 




cctatccaga 


aaaatgattg 


agtgatagct gagaagtgga 


aagtgtggga 


tttttggcag 


r 1 >; q 


gtgctctctt 


tcctccgccc 


cccgcgccat cctttctctt 


cctcctctct 


gtaatggtat 


5429 


gtccagcctc 


actctccctc 


cctggtgctg tatgcgttcc 


ccctgttagc 


tacatttgtg 


5489 


atcacatacc 


cttcttttaa 


gtgaattttt ttcatttgat 


ttgtcaataa 


acgaatcaaa 


5549 


ctgg 










5553 



<210> 972 

<211> 1881 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1824) 

<400> 972 

atg gga agt gtc aca gtt egg tat ttc tgt tat ggg tgc ctt ttt aca 48 

Met Gly Ser Val Thr Val Arg Tyr Phe Cys Tyr Gly Cys Leu Phe Thr 

1 5 10 15 

tct gcg acc tgg aca gtt ttg ctt ttt gtt tat ttc aac ttc agt gaa 96 
Ser Ala Thr Trp Thr Val Leu Leu Phe Val Tyr Phe Asn Phe Ser Glu 

20 25 30 

gtg act cag cca ctt aag aat gtg ccc gtc aag ggg tct ggg ccc cac 144 
Val Thr Gin Pro Leu Lys Asn Val Pro Val Lys Gly Ser Gly Pro His 
35 40 45 

gga cca tct cca aaa aaa ttc tat ccc cgt ttc act cga ggc cca agt 192 
Gly Pro Ser Pro Lys Lys Phe Tyr Pro Arg Phe Thr Arg Gly Pro Ser 
50 55 60 

cga gtg etc gag cca cag ttc aaa gca aac aaa att gac gat gtg ata 240 
Arg Val Leu Glu Pro Gin Phe Lys Ala Asn ,Lys He Asp Asp Val He 
65 70 75 80 

gac agt cgt gtt gaa gat cca gaa gaa ggc cac ttg aaa ttc tct tct 288 
Asp Ser Arg Val Glu Asp Pro Glu Glu Gly His Leu Lys Phe Ser Ser 

85 90 95 

gaa tta ggt atg att ttt aat gaa cgc gat caa gag ttg aga gac ttg 336 
Glu Leu Gly Met He Phe Asn Glu Arg Asp Gin Glu Leu Arg Asp Leu 

100 105 HO 

ggc tat cag aaa cat get ttt aat atg ctt ate agt gac cgc ttg ggc 384 
Gly Tyr Gin Lys His Ala Phe Asn Met Leu He Ser Asp Arg Leu Gly 
115 120 125 

tac cac aga gat gtg cca gac aca agg aat gca gcg tgt aaa gaa aag 432 
Tyr His Arg Asp Val Pro Asp Thr Arg Asn Ala Ala Cys Lys Glu Lys 
130 135 140 
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ttc tac cca cct gac ctg cca get get agt gtt gtt ate tgt ttc tat 480 
Phe Tyr Pro Pro Asp Leu Pro Ala Ala Ser Val Val lie Cys Phe Tyr 
145 150 155 160 

aat gaa gcg ttt tct gee ttg ctt egg aca gtg cac agt gtc ata gac 52 8 

Asn Glu Ala Phe Ser Ala Leu Leu Arg Thr Val His Ser Val lie Asp 

165 170 175 

cgc acg cca gca cac ctg ctt cat gag ate ate ctt gtg gat gat gat 576 
Arg Thr Pro Ala His Leu Leu His Glu lie He Leu Val Asp Asp Asp 

180 185 190 

agt gac ttt gat gat ttg aaa gga gaa eta gat gaa tat gtc caa aaa 624 
Ser Asp Phe Asp Asp Leu Lys Gly Glu Leu Asp Glu Tyr Val Gin Lys 
195 200 205 

tac etc cct gga aaa att aaa gtc ata aga aat aca aag cgt gag ggg 672 
Tyr Leu Pro Gly Lys He Lys Val He Arg Asn Thr Lys Arg Glu Gly 
210 215 220 

ttg att cga ggg aga atg att ggc gcg gec cac gcg aca gga gaa gtc 72 0 

Leu lie Arg Gly Arg Met He Gly Ala Ala His Ala Thr Gly Glu Val 
225 230 235 240 

ctt gtg ttc ctg gac age cac tgt gaa gtg aat gtg atg tgg ctg cag 768 
Leu Val Phe Leu Asp Ser His Cys Glu Val Asn Val Met Trp Leu Gin 

245 250 255 

ccc ttg ctg gee gec ate cgt gag gac egg cac ace gtg gtg tgc cca 816 
Pro Leu Leu Ala Ala He Arg Glu Asp Arg His Thr Val Val Cys Pro 

260 265 270 

gtg att gac ate ate age gee gac acg ctg gee tac age teg tec cct 864 
Val He Asp He He Ser Ala Asp Thr Leu Ala Tyr Ser Ser Ser Pro 
275 280 285 

gtc gtc cgc gga ggg ttc aac tgg gga ctg cac ttc aaa tgg gat ctt 912 
Val Val Arg Gly Gly Phe Asn Trp Gly Leu His Phe Lys Trp Asp Leu 
290 295 300 

gtc ccc ctt tct gag eta gga cga gcg gag gga gee act gca cca ata 960 
Val Pro Leu Ser Glu Leu Gly Arg Ala Glu Gly Ala Thr Ala Pro He 
305 310 315 320 

aag tea cca aca atg get gga ggt ttg ttt gee atg aac aga cag tat 1008 
Lys Ser Pro Thr Met Ala Gly Gly Leu Phe Ala Met Asn Arg Gin Tyr 

325 330 335 

ttc cat gaa ctt gga cag tat gat agt ggc atg gat ate tgg gga gga 1056 
Phe His Glu Leu Gly Gin Tyr Asp Ser Gly Met Asp He Trp Gly Gly 

340 345 350 

gaa aat ttg gaa ata tea ttt egg ate tgg atg tgt ggc ggt aag etc 1104 
Glu Asn Leu Glu He Ser Phe Arg He Trp Met Cys Gly Gly Lys Leu 
355 360 365 

ttc ate ate cct tgc tct aga gta gga cac att ttc cga aaa agg cga 1152 
Phe He lie Pro Cys Ser Arg Val Gly His He Phe Arg Lys Arg Arg 
370 375 380 

cca tat gga tct ccc gaa ggc cag gac acc atg aca cac aac tct ttg 1200 
Pro Tyr Gly Ser Pro Glu Gly Gin Asp Thr Met Thr His Asn Ser Leu 
385 390 395 400 
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egg ctg gca cat gtc tgg ttg gat gaa tac aag gag cag tat ttt tec 1248 
Arg Leu Ala His Val Trp Leu Asp Glu Tyr Lys Glu Gin Tyr Phe Ser 

405 410 415 

tta aga cct gac ctg aag acg aaa age tat ggc aat ate agt gag cgt 1296 
Leu Arg Pro Asp Leu Lys Thr Lys Ser Tyr Gly Asn lie Ser Glu Arg 

420 425 430 

gtg gaa ctg aga aag aag ttg ggc tgt aaa tea ttt aaa tgg tat ttg 1344 
Val Glu Leu Arg Lys Lys Leu Gly Cys Lys Ser Phe Lys Trp Tyr Leu 
435 440 445 

gat aat gta tac cca gag atg cag ata tct ggg tec cac gec aaa ccc 13 92 

Asp Asn Val Tyr Pro Glu Met Gin lie Ser Gly Ser His Ala Lys Pro 
450 455 460 

caa caa ccc att ttt gtc aat aga ggg cca aaa cga ccc aaa gtc ctt 1440 
Gin Gin Pro lie Phe Val Asn Arg Gly Pro Lys Arg Pro Lys Val Leu 
465 470 475 480 

caa cgt gga agg etc tat cac etc cag ace aac aaa tgc ctg gtg gec 1488 
Gin Arg Gly Arg Leu Tyr His Leu Gin Thr Asn Lys Cys Leu Val Ala 

485 490 495 

cag ggc cgc cca agt cag aag gga ggt etc gtg gtg ctt aag gee tgt 1536 
Gin Gly Arg Pro Ser Gin Lys Gly Gly Leu Val Val Leu Lys Ala Cys 

500 505 510 

gac tac agt gac cca aat cag ate tgg ate tat aat gaa gag cat gaa 1584 
Asp Tyr Ser Asp Pro Asn Gin lie Trp lie Tyr Asn Glu Glu His Glu 
515 520 525 

ttg gtt tta aat agt etc ctt tgt eta gat atg tea gag act cgc tea 1632 
Leu Val Leu Asn Ser Leu Leu Cys Leu Asp Met Ser Glu Thr Arg Ser 
530 535 540 

tea gac ccg cca egg etc atg aaa tgc cac ggg tea gga gga tec cag 1680 
Ser Asp Pro Pro Arg Leu Met Lys Cys His Gly Ser Gly Gly Ser Gin 
545 550 555 560 

cag tgg ace ttt ggg aaa aac aat egg eta tac cag gtg teg gtt gga 1728 
Gin Trp Thr Phe Gly Lys Asn Asn Arg Leu Tyr Gin Val Ser Val Gly 

565 570 575 

cag tgc ctg aga gca gtg gat ccc ctg ggt cag aag ggc tct gtc gec 1776 
Gin Cys Leu Arg Ala Val Asp Pro Leu Gly Gin Lys Gly Ser Val Ala 

580 585 590 

atg gcg ate tgc gat ggc tec tct tea cag cag tgg cat ttg gaa ggt 1824 
Met Ala lie Cys Asp Gly Ser Ser Ser Gin Gin Trp His Leu Glu Gly 
595 600 605 

taaggtggat gctgtggcgg gaacgttgct teatcaggeg ttgcctccgg tgtggag 1881 



<210> 973 

<211> 5814 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
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<400> 973 
aggtcttaaa atggaaatat gaa 



atg ttt ttg aac ttt ggt cag tgt ggg 
Met Phe Leu Asn Phe Gly Gin Cys Gly 
1 5 



50 



ccc cct gca agt ctt tgt cag tec ate tea aga cct gtg cct gtc aga 
Pro Pro Ala Ser Leu Cys Gin Ser lie Ser Arg Pro Val Pro Val Arg 
10 15 20 25 



98 



ttt cac aat tat gga gat tat ttt aat gtt ttt ttc cct ttg atg gta 146 

Phe His Asn Tyr Gly Asp Tyr Phe Asn Val Phe Phe Pro Leu Met Val 

30 35 40 

ttg aat act ttt gaa aca gtg gca caa gaa tgg etc aac tct cca aat 194 

Leu Asn Thr Phe Glu Thr Val Ala Gin Glu Trp Leu Asn Ser Pro Asn 

45 50 55 

aga gag aat ttc tat cag ttg caa gta cga aaa ttt cct gee gat tat 242 
Arg Glu Asn Phe Tyr Gin Leu Gin Val Arg Lys Phe Pro Ala Asp Tyr 

60 65 70 

ata aaa tac tgg gag ttt gca gtt tat ctg gaa gaa tgt gaa ctg get 290 

lie Lys Tyr Trp Glu Phe Ala Val Tyr Leu Glu Glu Cys Glu Leu Ala 

75 80 85 

aaa cag ctt tat cca aag gaa aac gat ttg gtg ttt tta get cct gag 338 
Lys Gin Leu Tyr Pro Lys Glu Asn Asp Leu Val Phe Leu Ala Pro Glu 

90 95 100 105 

aga ata aat gaa gag aag aaa gat aca gag aga aat gac ata caa gat 386 

Arg lie Asn Glu Glu Lys Lys Asp Thr Glu Arg Asn Asp lie Gin Asp 

110 115 120 

etc cac gaa tat cat tct ggt tat gtt cat aaa ttt cgc cgc acg tea 434 
Leu His Glu Tyr His Ser Gly Tyr Val His Lys Phe Arg Arg Thr Ser 

125 130 135 

gtc atg cgt aat ggg aaa act gag tgt tac ctt tec ate cag act caa 482 

Val Met Arg Asn Gly Lys Thr Glu Cys Tyr Leu Ser lie Gin Thr Gin 

140 145 150 

gag aac ttt ccg gee aat tta aac gaa ctt gtg aat tgt att gta ate 53 0 

Glu Asn Phe Pro Ala Asn Leu Asn Glu Leu Val Asn Cys lie Val lie 

155 160 165 

agt tct ctg gta act aca caa agg aag ttg aaa gee atg tct ctg ttg 578 

Ser Ser Leu Val Thr Thr Gin Arg Lys Leu Lys Ala Met Ser Leu Leu 

170 175 180 185 

99t agt egg aac caa ctg get aga get gtt ctg aat cca aac cct atg 626 

Gly Ser Arg Asn Gin Leu Ala Arg Ala Val Leu Asn Pro Asn Pro Met 

190 195 200 

gac ttc tgt aca aaa gat tta ctg act aca aca tct gag aga att att 674 

Asp Phe Cys Thr Lys Asp Leu Leu Thr Thr Thr Ser Glu Arg lie lie 

205 210 215 

gcg tac tta aga gat ttc aat gaa gat caa aag aaa gca ata gaa act 722 

Ala Tyr Leu Arg Asp Phe Asn Glu Asp Gin Lys Lys Ala lie Glu Thr 

220 225 230 

gca tat get atg gtg aaa cac tea cca tea gtt gee aaa ate tgc ttg 770 
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Ala Tyr Ala Met Val Lys His Ser Pro Ser Val Ala Lys lie Cys Leu 
235 240 245 

att cat gga cca cct gga aca gga aaa tea aaa act att gtt ggc etc 818 
He His Gly Pro Pro Gly Thr Gly Lys Ser Lys Thr He Val Gly Leu 
250 255 260 265 

etc tat cgt eta ctg aca gag aac cag agg aag ggg cat tea gac gaa 866 
Leu Tyr Arg Leu Leu Thr Glu Asn Gin Arg Lys Gly His Ser Asp Glu 

270 275 280 

aac tec aat gee aaa ate aaa caa aac cgt gtc etc gtg tgt gca cct 914 
Asn Ser Asn Ala Lys He Lys Gin Asn Arg Val Leu Val Cys Ala Pro 

285 290 295 

tec aat gca get gtt gat gaa etc atg aaa aaa att ate ctt gaa ttc 962 
Ser Asn Ala Ala Val Asp Glu Leu Met Lys Lys He He Leu Glu Phe 
300 305 310 

aaa gaa aaa tgt aaa gac aag aag aat cct tta gga aac tgt gga gat 1010 
Lys Glu Lys Cys Lys Asp Lys Lys Asn Pro Leu Gly Asn Cys Gly Asp 
315 320 325 

ata aat tta gta cga ctg ggt cca gaa aag tct att aat agt gag gtt 1058 
He Asn Leu Val Arg Leu Gly Pro Glu Lys Ser He Asn Ser Glu Val 
330 335 340 345 

eta aag ttc agt ttg gac age caa gta aac cac aga atg aaa aaa gag 1106 
Leu Lys Phe Ser Leu Asp Ser Gin Val Asn His Arg Met Lys Lys Glu 

350 355 360 

tta cct tct cat gtt cag gcg atg cat aaa aga aag gaa ttt eta gat 1154 
Leu Pro Ser His Val Gin Ala Met His Lys Arg Lys Glu Phe Leu Asp 

365 370 375 

tat cag ctg gat gag ctt tec egg cag cga get eta tgc cga ggt gga 12 02 

Tyr Gin Leu Asp Glu Leu Ser Arg Gin Arg Ala Leu Cys Arg Gly Gly 
380 385 390 

egg gaa ata cag agg caa gaa tta gat gaa aac att tec aaa gtt tct 1250 
Arg Glu He Gin Arg Gin Glu Leu Asp Glu Asn He Ser Lys Val Ser 
395 400 405 

aag gaa agg cag gaa ctt get tct aaa att aaa gag gtt caa gga cgc 1298 
Lys Glu Arg Gin Glu Leu Ala Ser Lys He Lys Glu Val Gin Gly Arg 
410 415 420 425 

cca cag aaa aca cag agt ate ate ate tta gag tec cat ate ate tgc 1346 
Pro Gin Lys Thr Gin Ser He He He Leu Glu Ser His He He Cys 

430 435 440 

tgc acg ttg age aca agt ggt ggt tta eta ctt gag tct get ttc cgt 1394 
Cys Thr Leu Ser Thr Ser Gly Gly Leu Leu Leu Glu Ser Ala Phe Arg 

445 450 455 

ggg caa ggg ggt gtc ccc ttc age tgt gtc att gtt gat gag get gga 1442 
Gly Gin Gly Gly Val Pro Phe Ser Cys Val He Val Asp Glu Ala Gly 
460 465 470 



cag tct tgt gaa att gag act ctt act cca etc ate cat cgc tgc aat 
Gin Ser Cys Glu He Glu Thr Leu Thr Pro Leu He His Arg Cys Asn 
475 480 485 



1490 



aag etc ate eta gta gga gat cct aag cag etc cct ccg aca gtc ate 1538 
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Lys Leu lie Leu Val Gly Asp Pro Lys Gin Leu Pro Pro Thr Val lie 
490 495 500 505 

tct atg aaa gca cag gag tat ggc tac gac cag tea atg atg get cgc 1586 
Ser Met Lys Ala Gin Glu Tyr Gly Tyr Asp Gin Ser Met Met Ala Arg 

510 515 520 

ttc tgc aga ctg ctg gaa gag aat gta gaa cac aac atg ate age agg 1634 
Phe Cys Arg Leu Leu Glu Glu Asn Val Glu His Asn Met He Ser Arg 

525 530 535 

ctg ccc att eta cag etc act 1 gtt cag tac agg atg cat cca gac ata 1682 
Leu Pro He Leu Gin Leu Thr Val Gin Tyr Arg Met His Pro Asp He 
540 545 550 



tgc etc ttc cct tct aat tat gtt tat aac aga aac tta aaa aca aat 
Cys Leu Phe Pro Ser Asn Tyr Val Tyr Asn Arg Asn Leu Lys Thr Asn 
555 560 565 



1730 



aga cag aca gaa gee att cga tgt tea tea gat tgg cca ttt cag cca 1778 
Arg Gin Thr Glu Ala He Arg Cys Ser Ser Asp Trp Pro Phe Gin Pro 
570 575 580 585 

tac ctt gtg ttt gat gtt gga gat ggt tea gaa aga egg gat aat gac 1826 
Tyr Leu Val Phe Asp Val Gly Asp Gly Ser Glu Arg Arg Asp Asn Asp 

590 595 " 600 

tea tat ata aat gtt caa gaa ata aaa ctg gtg atg gaa ata att aag 1874 
Ser Tyr He Asn Val Gin Glu He Lys Leu Val Met Glu He He Lys 

605 610 615 

ctt att aaa gac aaa aga aag gat gtt agt ttt cga aac att ggc ata 1922 
Leu lie Lys Asp Lys Arg Lys Asp Val Ser Phe Arg Asn He Gly He 
^20 625 630 

ata act cat tac aag gec cag aag acg atg att cag aag gat ttg gac 1970 
He Thr His Tyr Lys Ala Gin Lys Thr Met He Gin Lys Asp Leu Asp 
635 640 645 

aaa gag ttc gat aga aaa gga cca gca gaa gta gac act gtg gat gca 2018 
Lys Glu Phe Asp Arg Lys Gly Pro Ala Glu Val Asp Thr Val Asp Ala 
650 655 660 665 

ttc cag ggt egg cag aag gat tgt gtt att gtt acg tgt gtc aga gca 2066 
Phe Gin Gly Arg Gin Lys Asp Cys Val He Val Thr Cys Val Arg Ala 

670 675 680 

aat age ate caa ggt tea att gga ttc ctg gca agt ttg cag aga ttg 2114 
Asn Ser He Gin Gly Ser He Gly Phe Leu Ala Ser Leu Gin Arg Leu 

685 690 695 

aat gtc ace ate aca cga gee aag tac age etc ttc ate etc gga cat 2162 
Asn Val Thr He Thr Arg Ala Lys Tyr Ser Leu Phe He Leu Gly His 
700 705 710 

ttg agg ace ctg atg gaa aac cag cat tgg aat cag ctg att cag gat 2210 
Leu Arg Thr Leu Met Glu Asn Gin His Trp Asn Gin Leu He Gin Asp 
715 720 725 

get cag aag cgt ggt gec att att aag acc tgt gac aaa aac tat aga 2258 
Ala Gin Lys Arg Gly Ala He He Lys Thr Cys Asp Lys Asn Tyr Arg 

735 740 745 

cat gat gca gtg aag att ctg aaa etc aag cct gtg ctg cag aga agt 2306 
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His Asp Ala Val Lys lie Leu Lys Leu Lys Pro Val Leu Gin Arg Ser 

750 755 760 

etc act cac cct cct acc ata gec cca gag ggg tec aga ccc cag ggt 2354 
Leu Thr His Pro Pro Thr lie Ala Pro Glu Gly Ser Arg Pro Gin Gly 

765 770 775 

ggt ttg ccc age age aag eta gac agt gga ttt gee aag aca tct gtt 2402 
Gly Leu Pro Ser Ser Lys Leu Asp Ser Gly Phe Ala Lys Thr Ser Val 
780 785 790 

get get tct eta tac cac aca ccc tct gac tec aag gaa att act ctt 2450 
Ala Ala Ser Leu Tyr His Thr Pro Ser Asp Ser Lys Glu lie Thr Leu 
795 800 805 

act gtt act tea aag gac cct gaa aga cct cct gtt cat gac caa ctt 2498 
Thr Val Thr Ser Lys Asp Pro Glu Arg Pro Pro Val His Asp Gin Leu 
810 815 820 825 

cag gac cca cga ctg ctg aag agg atg ggc att gag gtc aaa gga gga 2546 
Gin Asp Pro Arg Leu Leu Lys Arg Met Gly lie Glu Val Lys Gly Gly 

830 835 840 

ata ttc ctt tgg gat cca caa ccc teg age ccc cag cat cct gga gca 2594 
lie Phe Leu Trp Asp Pro Gin Pro Ser Ser Pro Gin His Pro Gly Ala 

845 850 855 

aca cct cct acg ggc gag ccg ggc ttc cct gtc gtt cac cag gac ctg 2642 
Thr Pro Pro Thr Gly Glu Pro Gly Phe Pro Val Val His Gin Asp Leu 
860 865 870 

age cat ata cag cag ccc get get gta gtg get get ctg age age cac 2690 
Ser His lie Gin Gin Pro Ala Ala Val Val Ala Ala Leu Ser Ser His 
875 880 885 

aaa cct ccc gtg egg ggc gaa cct cca get gee agt ccc gag get tec 2738 
Lys Pro Pro Val Arg Gly Glu Pro Pro Ala Ala Ser Pro Glu Ala Ser 
890 895 900 905 

acg tgt cag age aaa tgt gat gac ccg gaa gag gag etc tgt cac agg 2786 
Thr Cys Gin Ser Lys Cys Asp Asp Pro Glu Glu Glu Leu Cys His Arg 

910 915 920 

aga gag gee agg get ttc agt gaa ggg gag cag gag aag tgt ggt tec 2834 
Arg Glu Ala Arg Ala Phe Ser Glu Gly Glu Gin Glu Lys Cys Gly Ser 

925 930 935 

gag acc cat cac acc agg agg aac tct agg tgg gac aag agg aca ctg 2882 
Glu Thr His His Thr Arg Arg Asn Ser Arg Trp Asp Lys Arg Thr Leu 
940 945 950 

gag cag gag gac age agt tec aag aaa aga aag ctt tta tag gaaagee 2931 
Glu Gin Glu Asp Ser Ser Ser Lys Lys Arg Lys Leu Leu * 
955 960 965 

cagtgacatg ggccagcagc cacagcatat tgtaaactga agatgaccag ctcgtgggac 2991 

catctagata agcttgtttt ttgtaaggag tttgtgtgct gttggaaaac atggaaaatg . 3 051 

catccttaac acctgagcct ctggtcatct tcagtatttt ctgtcatttg caaaagcttt 3111 

cagagggcat tgtgtatccg taataatgtc cttgaagtca gagactggaa atgttgatct 3171 

cttagtcttc tatagacaag gaggtcagac tggagtgaat gttgtaaaag ttgaaatgta 3231 
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tatttgtata 


gcaaataaca 


aaatcctttt 


aaaatttaat 


ccccctgttt 


aaaatgttaa 


tcagttttca 


acagaacaaa 


aaaagatggg 


aggagggcgg 


gtcctttcaa 


ccattgttag 


aacagcctag 


cttggaataa 


gctgagttag 


tgctggtggg 


taaaaaaagc 


aaaaaccccc 


ccaaaaacct 


ggagtctcct 


cggttatgtt 


aggtaaagtc 


ttgctgacat 


ggtgcatttt 


agggtattat 


atttctgtga 


tgagttcatt 


tacctgtttc 


gctaaaattc 


ctaatcttct 


tgagagagaa 


gaatatggag 


tatcattcaa 


atgctcccag 


catattgtga 


gccttgtgtg 


tggttgccaa 


atgctagatt 


agcgctgggt 


cagctgtgga 


attgtcagac 


agatctaact 


agttttccag 


aaagcctggg 


cccaagggat 


tctgatcacc 


aggcagcttg 


ggaaccactg 


tttgggcggg 


aaagaagcac 


ccgatttaaa 


atgaagcgta 


ggaagagagt 


ggtagacttc 


ctgtgatctt 


cagaaatcat 


ctgtttagaa 


tatctgatag 


gtgtttccag 


ctactattag 


gggaaaaaat 


tggtcatggt 


gaatggagat 


cgaggaagct 


ctgcctgatt 


ttgtccagtt 


ttccaaatat 


ccacgcagtg 


gagaatgtac 


agttgacagt 


tgtaaaaact 


agggatctgt 


atatctcatt 


tgggggtagg 


aaaatagctg 


aagattcatg 


ttgtcatctg 


ctttttaagc 


aaaaaagggt 


tttgtgttag 


ataaagagct 


ttaaaaaaca 


actttcggtt 


gccaaaagtt 


ctgtgtctcc 


ctcactggtg 


tccagacggt 


caactgaata 


ggtgacttcc 


tggagtgctt 


tgtccccaga 


gtcagccact 


gagtttgtct 


ttggccatgc 


agtgtgcgac 


agttcaggac 


ctgtctgggt 


caagggctct 


atcagcttct 


tccatgtgcc 


ctttaagttt 


gctttcctgt 


tatcttgatg 


aagtgcccat 


ctgaccactt 


agggaatgta 


caaactccta 


agcttctaaa 


gttggggtca 


ggatgtctct 


cacgctgctc 


atgttaatac 


aataagtttt 


ctctaaaatg 


catattttgc 


cgccacacac 


gaagtttgat 


gcctgttctt 


acgttgtgtt 


cacctgttgg 


attctgcaag 


aattaatggt 


agaactagat 


catcctttct 


gtgacggcct 


ttcacagcgg 


aatgcagttg 


tacctcacat 
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ctagtagacc 


gcttttcttt 


3291 


ctttatatta 


ccaaaaaaaa 


. 3351 


agcaagacag 


ataattattt 


3411 


tcaggtgtct 


ctggctctat 


3471 


aggggacact 


ttgggcagca 


3531 


tagatagagt 


gcattggccc 


3591 


agtatgcaca 


tagttcccta 


3651 


tgaaagaata 


attcttgagc 


3711 


actggtgagg 


tacagacatt 


3771 


agaatcgcct 


cagcttacag 


3831 


aagctgtgtg 


ttcaacattt 


3891 


gggcaggcca 


aatagaatat 


3951 


accagaggag 


ttcagaactg 


4011 


ctacctggta 


aaaatacatg 


4071 


aggtgatagt 


gcttttgtgg 


4131 


cgggacaagg 


gaggggtggg 


4191 


aactggagta 


tcctaaacat 


4251 


aatgaatgct 


gtgcagcccc 


4311 


tgcattattt 


gacatttcct 


4371 


aaattctact 


tgagcagatt 


4431 


tgagcatttg 


atttcattac 


4491 


ctcctgaaac 


ccagggagca 


4551 


gcttcctctg 


tgggggtgga 


4611 


gggtagggat 


gggtcccatt 


4671 


tttgggaaga 


aatctcgtta 


4731 


tttagcagac 


acttgtagtg 


4791 


gggagggcat 


gggcaaaaac 


4851 


tattaacaca 


tgatttgaga 


4911 


tgaacaatat 


tatttccagt 


4971 


ttcaccactc 


agcagatctg 


5031 


aacagacgag 


cctgtgtcct 


5091 


tacttttgaa 


acttcactcg 
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ttccagttgg 


tacaagtatt 


tgccaaagcc 


atttcctatg 


ttcaccgtgg 


cccctcctga 


5211 


tgtggctgtc 


agcgcagcgt 


tgttgaacag 


ggctattctt 


tttacaaggt 


gtgaagtgtg 


5271 


gctcttcgct 


tcgtctttgc 


catggcatta 


aaagaaagtt 


ccctgtcttc 


tttcaatatt 


5331 


agttatttca 


aatgaatatg 


tgctacttaa 


aagcttgttt 


tgtttctttg 


tatataattt 


5391 


gccttggatt 


tattgtgcac 


agtttgttga 


gttgtatgtt 


tttgtgaatt 


atcaggagta 


5451 


aatttgacaa 


gtacatgtga 


ataacctcct 


gtaaatgaat 


tttataacaa 


aaatgtactg 


5511 


aactattttt 


taaagttgtg 


cagattagca 


attttttgct 


atagctttga 


cttttctatg 


5571 


ctgtgaatta 


atagctgcga 


tttggcaaac 


agccctgttg 


tctttgttaa 


accctaaatt 


5631 


ttaagaggaa 


atggcagaat 


taaaagcaga 


aacaagaaga 


tggacatgga 


ttagaggtta 


5691 


tgtattatga 


agtaaactac 


aaggtactaa 


catcatttcg tctgccattt ggtttgcttt 


5751 


atgctgaaat 


tacttggtgg 


ggatttgtgc 


aattcagata taaaaagttt 


cattatccaa 


5811 


aaa 












5814 


<210> 
<211> 
<212> 
<213> 


974 

1960 

DNA 

Homo sapiens 










<220> 
<221> 
<222> 


CDS 

(1115) . . (1882) 










<400> 
aaactggcta 


974 

agttggttgc 


tttttgggga 


ttagtcaaag agaccaaatc ccatatcctc 


60 


gtccgactcc 


tccgactctt 


ccttggcttc 


aaccttagct 


ggggctgcag 


cagcagcagg 


120 


agcagctgtg 


gtggcagcag 


ccacaggggc 


agcagccaca 


aaggcagatg gatcagccaa 


180 


gaaggccttg 


accttttcag 


caagtgggaa 


ggtgtaatcc 


gtctccacag acaaggccag 


240 


gactcgtttg 


tacccgttga 


tgatagaatg 


gggtactgat 


gcaacagttg ggtagccaat 


300 


ctgcagacag 


acactggcaa 


cattgcggac 


accctccagg 


aagcgagaat 


gcagagtttc 


360 


ctctgtgata 


tcaagcactt 


cagggttgta 


gatgctgcca 


ttgtcgaaca 


cctgctggat 


420 


gaccagccca 


aaggagaagg 


gggagatgtt 


gagcatgttc 


agcagcgtgg 


cttcgctggc 


480 


tcccactttg 


tctccagtct 


tgatcagctg 


cacatcactc 


aggatttcaa 


tggtgcccct 


540 


ggagatttta 


gtggtgatac 


ctaaagcctg 


gaaaaaggag gtcttctcgg gcccgagacc 


600 


agtgttctgg 


gctggcacag 


tgacttcaca 


tggggcaatg gcaccagcac 


gggcagcagc 


660 


tggcacctta 


ttggccagca 


acatgtccct 


gatctcagtg aggtcctcct 


tggtgaacac 


720 


aaagcccaca 


ttcccccgga 


tatgaggcag 


cagtttctcc 


agagctgggt 


tgttttccag 


780 
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gtgccctcgg atggccttgc gcatcatggt gttcttgccc atcagcacca cagccttccc 



gcgaagggac atgcggatct gctgcatctg cttggagccc acattgtctg ctcccacaat 

gaaacatttc ggataatcat coaatagttg gatgatctta aggaagtagt tggacttcca 

ggtcgccctg tcttccctgg gcatcacggc ggtgcgtcag ggattgccac gcagggttta 

aagacgatgt cacccacgcg tccgcccacg cgtccgctcg tggaagtgac atcgtcttta 

aaccctgcgt ggcaatccct gacgcaccgc cgtg atg ccc agg gaa gac agg 

Met Pro Arg Glu Asp Arg 

1 5 

12 c° C ^ C ttC Ctt aa$ * atC atc eta ttg gat 

Ala Thr Trp Lys Ser Asn Tyr Phe Leu Lys He lie Gin Leu Leu Asp 

x * 2 0 

a- l C9 f 33 t9t ttC att gtg g9a gca gac aat gtg ggc tec aaa 

Asp Tyr Pro Lys Cys Phe He Val Gly Ala Asp Asn U Sly ser III 

25 30 35 

Gin S 35 S 2g Mel £ Le'u 2° S? 9 gtg gtg Ctg 

^ u xxe Arg Met Ser Leu Arg Gly Lys Ala Val Val Leu 

45 50 

atg ggc aag aac acc atg atg cgc aag gec atc cga ggg'cac eta aaa 
Met Gly Lys Asn Thr Met Met Arg Lys Ala lie Arg Ty £s S £1 

60 6 = 70 

n Ca 9 ? fc Ct9 939 aaa ctg ct 9 cct cat atc egg ggg aat ata 
Asn Asn Pro Ala Leu Glu Lys Leu Leu Pro His He A?g G?y Itn ?al 

75 80 85 

ggc ttt gtg ttc acc aag gag gac etc arf rr=.^ =♦-„ 

Gly Phe Val Phe Thy t J, m ? 5 g 9 atc aQ 9 Sac atg ttg 

y Pne val Phe Thr Lys Glu Asp Leu Thr Glu He Arg Asp Met Leu 

95 100 

ctg gee aat aag gtg cca get get gec cgt get ggt gee att acc c ™ 
Leu Ala Asn Lys Val Pro Ala Ala Ala Arg Ala Ty Ala He Ala Pro 

no 115 

£ E £ £ £ £ E 2 £ £ £ 2 £ £ S 5 

125 130 
acc tec ttt ttc cag get tta ggt atc acc act aaa a hr 

Thr ser Pha Ph. 31n » leu « Ila £ « ™ £ tec ». 

145 150 

Thr rf! « ° Ct9 gt ° ° gC aat gtt 3CC agt gtc tgt ctg cag 

Thr lie Glu He Leu Gly Val Arg Asn Val Ala Ser Val c£ Leu oil 

155 WO 165 

att ggc tac cca act gtt gca tea gta ccc r-ah f-h _ 
tie «y Tyr Pro Tfcr va! La s.r £ Pro E £ £ £ £ £ 

175 180 

Tyr Lvs 111 111 r ^ ^ C r tg tCt 9tg gag acg 9at tac ace ttc cca 
Tyr Lys Arg Val Leu Ala Leu Ser Val Glu Thr Asp Tyr Thr Phe Pro 

190 1S5 

2 E £ £ £ £ S £ £ £ £ £ £ £ £ « 



640 
900 
960 
1020 
1080 
1132 



1180 



1228 



1276 



1324 



1372 



1420 



1468 



1516 



1564 



1612 



1660 



1708 



1756 
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200 205 210 

get get gee cct gtg get get gee ace aca get get cct get get get 1804 
Ala Ala Ala Pro Val Ala Ala Ala Thr Thr Ala Ala Pro Ala Ala Ala 
215 220 225 230 

gca gee cca get aag gtt gaa gee aag gaa gag teg gag gag teg gac 1852 
Ala Ala Pro Ala Lys Val Glu Ala Lys Glu Glu Ser Glu Glu Ser Asp 

235 240 245 

gag gat atg gga ttt ggt etc ttt gac taa t caccaaaaag caaccaactt 1903 





250 


255 


agccagtttt 


atttgeaaaa 


caaggaaata aaggcttact tctttaaaaa aaaaaaa 


<210> 


975 




<211> 


1313 




<212> 


DNA 




<213> 


Homo sapiens 


<220> 






<221> 


CDS 




<222> 


(547) . . (1239) 


<400> 


975 




tagatgtgtt 


accagagacg 


ageegcaaaa catttctcag tcttagtctc ttgtaaaata 


gaggtaataa 


gaaacacttt 


tcagtatttt gtgacatgta gaagtaagtg atggtggcat 


gcatcacact 


tggttaatag 


taggtcctgt tgttaagtct etaatggega taccctatgg 


cttctccaaa 


tggtgacctt 


gecaaattgt tttccaaagc gacatgtggc ttttttctcc 


caatccctca 


ttttaactct 


catggtaatt taacttttat atttttatta gatgeattta 


gtaacttgee 


tcatagtcat 


tttcttggaa attcaatttc ttctccacag ggtctctttt 


gagattaaag 


agagagaagt 


ggcaaattta ggatgttaga ataattttca tttaaaagta 


gatccttgtt 


tttattaccc 


tatcattaat gttttctgtt ttcctttatc agegagttae 


tgctcatttg 


attcatattg 


ccaaactgaa ctctcttgtt ttcttgcaag atgaaaggag 



1960 



60 
120 
180 
240 
300 
360 
420 
480 
540 

acaacc atg aat gag cca eta gac tat tta gca aat get tct gat ttc 588 
Met Asn Glu Pro Leu Asp Tyr Leu Ala Asn Ala Ser Asp Phe 
1 .5 10 

ccc gat tat gca get get ttt gga aat tgc act gat gaa aac ate cca 636 
Pro Asp Tyr Ala Ala Ala Phe Gly Asn Cys Thr Asp Glu Asn lie Pro 
15 20 25 30 

etc aag atg cac tac etc cct gtt att tat ggc att ate ttc etc gtg 684 
Leu Lys Met His Tyr Leu Pro Val lie Tyr Gly lie lie Phe Leu Val 

35 40 45 

gga ttt cca ggc aat gca gta gtg ata tec act tac att ttc aaa atg 732 
Gly Phe Pro Gly Asn Ala Val Val lie Ser Thr Tyr He Phe Lys Met 

50 55 60 

aga cct tgg aag age age ace ate att atg ctg aac ctg gee tgc aca 780 
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Arg Pro Trp Lys Ser Ser Thr lie lie Met Leu Asn Leu Ala Cys Thr 
65 70 75 

gat ctg ctg tat ctg acc age etc ccc ttc ctg att cac tac tat gcc 828 
Asp Leu Leu Tyr Leu Thr Ser Leu Pro Phe Leu lie His Tyr Tyr Ala 
80 85 90 

agt ggc gaa aac tgg ate ttt gga gat ttc atg tgt aag ttt ate cgc 876 
Ser Gly Glu Asn Trp lie Phe Gly Asp Phe Met Cys Lys Phe lie Arg 
95 100 105 HO' 

ttc age ttc cat ttc aac ctg tat age age ate etc ttc etc acc tgt 924 
Phe Ser Phe His Phe Asn Leu Tyr Ser Ser lie Leu Phe Leu Thr Cys 

115 120 125 

ttc age ate ttc cgc tac tgt gtg ate att cac cca atg age tgc ttt 972 
Phe Ser lie Phe Arg Tyr Cys Val lie lie His Pro Met Ser Cys Phe 

130 135 140 

tec att cac aaa act cga tgt gca gtt gta gcc tgt get gtg gtg tgg 1020 
Ser He His Lys. Thr Arg Cys Ala Val Val Ala Cys Ala Val Val Trp 
145 150 155 

ate att tea ctg gta get gtc att ccg atg acc ttc ttg ate aca tea 1068 
He He Ser Leu Val Ala Val He Pro Met Thr Phe Leu He Thr Ser 
160 165 170 

acc aac agg acc aac aga tea gcc tgt etc gac etc acc agt teg gat 1116 
Thr Asn Arg Thr Asn Arg Ser Ala Cys Leu Asp Leu Thr Ser Ser Asp 
175 180 185 190 

gaa etc aat act att aag tgg tac aac eta att ttg act gca act act 1164 
Glu Leu Asn Thr He Lys Trp Tyr Asn Leu He Leu Thr Ala Thr Thr 

195 200 205 

ttg cct ccc ctt ggt gat agt gac act ttg eta tac cac gat tat cca 1212 
Leu Pro Pro Leu Gly Asp Ser Asp Thr Leu Leu Tyr His Asp Tyr Pro 

210 215 220 

cac tct gac cca tgg act gca aac tga cagct gecttaagea gaaagcacga 1264 
His Ser Asp Pro Trp Thr Ala Asn * 
225 230 

aggctaacca ttctgetact cccggacgcg tgggtcgaca egggaatgt 1313 



<210> 976 

<211> 2751 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (58) . . (1482) 

<400> 976 

ggcttcgggg tgggcgccca gggtagggca ggtggccgcc gcgtggaggc agggaga 57 
atg cga etc tec aaa acc etc gtc gac atg gac atg gcc gac tac agt 105 
Met Arg Leu Ser Lys Thr Leu Val Asp Met Asp Met Ala Asp Tyr Ser 
15 10 15 

get gca ctg gac cca gcc tac acc acc ctg gaa ttt gag aat gtg cag 153 
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Ala Ala Leu Asp Pro Ala Tyr Thr Thr Leu Glu Phe Glu Asn Val Gin 

20 25 30 

gtg ttg acg atg ggc aat gac acg tec cca tea gaa ggc acc aac etc 201 
Val Leu Thr Met Gly Asn Asp Thr Ser Pro Ser Glu Gly Thr Asn Leu 
35 40 45 

aac gcg ccc aac age ctg ggt gtc age gee ctg tgt gee ate tgc ggg 249 
Asn Ala Pro Asn Ser Leu Gly Val Ser Ala Leu Cys Ala He Cys Gly 
50 55 60 

gac egg gee acg ggc aaa cac tac ggt gee teg age tgt gac ggc tgc 297 
Asp Arg Ala Thr Gly Lys His Tyr Gly Ala Ser Ser Cys Asp Gly Cys 
65 70 75 80 

sag ggc ttc ttc egg agg age gtg egg aag aac cac atg tac tec tgc 345 
Lys Gly Phe Phe Arg Arg Ser Val Arg Lys Asn His Met Tyr Ser Cys 

85 90 95 

aga ttt age egg cag tgc gtg gtg gac aaa gac aag agg aac cag tgc 3 93 

Arg Phe Ser Arg Gin Cys Val Val Asp Lys Asp Lys Arg Asn Gin Cys 

100 105 110 

cgc tac tgc agg etc aag aaa tgc ttc egg get ggc atg aag aag gaa 441 
Arg Tyr Cys Arg Leu Lys Lys Cys Phe Arg Ala Gly Met Lys Lys Glu 
115 120 ' 125 

gee gtc cag aat gag egg gac egg ate age act cga agg tea age tat 489 
Ala Val Gin Asn Glu Arg Asp Arg He Ser Thr Arg Arg Ser Ser Tyr 
130 135 . 140 

gag gac age age ctg ccc tec ate aat gcg etc ctg cag gcg gag gtc 537 
Glu Asp Ser Ser Leu Pro Ser He Asn Ala Leu Leu Gin Ala Glu Val 
145 150 155 160 

ctg tec cga cag ate acc tec ccc gtc tec ggg ate aac ggc gac att 585 
Leu Ser Arg Gin lie Thr Ser Pro Val Ser Gly He Asn Gly Asp He 

165 170 175 

egg gcg aag aag att gee age ate gca gat gtg tgt gag tec atg aag 633 
Arg Ala Lys Lys He Ala Ser lie Ala Asp Val Cys Glu Ser Met Lys 

180 185 190 

gag cag ctg ctg gtt etc gtt gag tgg gee aag tac ate cca get ttc 681 
Glu Gin Leu Leu Val Leu Val Glu Trp Ala Lys Tyr He Pro Ala Phe 
195 200 205 

tgc gag etc ccc ctg gac gac cag gtg gee ctg etc aga gee cat get 729 
Cys Glu Leu Pro Leu Asp Asp Gin Val Ala Leu Leu Arg Ala His Ala 
210 215 220 

ggc gag cac ctg ctg etc gga gee acc aag aga tec atg gtg ttc aag 777 
Gly Glu His Leu Leu Leu Gly Ala Thr Lys Arg Ser Met Val Phe Lys 
225 230 235 240 

gac gtg ctg etc eta ggc aat gac tac att gtc cct egg cac tgc ccg 825 
Asp Val Leu Leu Leu Gly Asn Asp Tyr He Val Pro Arg His Cys Pro 

245 250 255 

gag ctg gcg gag atg age egg gtg tec ata cgc ate ctt gac gag ctg 873 
Glu Leu Ala Glu Met Ser Arg Val Ser He Arg He fjeu Asp Glu Leu 

260 265 270 

gtg ctg ccc ttc cag gag ctg cac ate gat gac aat gag tat gee tac 921 
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Val Leu Pro Phe Gin Glu Leu His lie Asp Asp Asn Glu Tyr Ala Tyr 
275 280 285 

etc aaa gec ate ate ttc ttt gac cca gat gee aag ggg ctg age gat 969 
Leu Lys Ala lie He Phe Phe Asp Pro Asp Ala Lys Gly Leu Ser Asp 
290 295 300 

cca ggg aag ate aag egg ctg cgt tec cag gtg cag gtg age ttg gag 1017 
Pro Gly Lys He Lys Arg Leu Arg Ser Gin Val Gin Val Ser Leu Glu 
305 310 315 320 

gac tac ate aac gac cgc cag tat gac teg cgt ggc cgc ttt gga gag 1065 
Asp Tyr He Asn Asp Arg Gin Tyr Asp Ser Arg Gly Arg Phe Gly Glu 

325 330 335 

ctg ctg ctg ctg ctg ccc acc ttg cag age ate acc tgg cag atg ate 1113 
Leu Leu Leu Leu Leu Pro Thr Leu Gin Ser He Thr Trp Gin Met He 

340 345 350 

gag cag ate cag ttc ate aag etc ttc ggc atg gec aag att gac aac 1161 
Glu Gin He Gin Phe He Lys Leu Phe Gly Met Ala Lys He Asp Asn 
355 360 365 

ctg ttg cag gag atg ctg ctg gga ggg tec ccc age gat gca ccc cat 12 09 

Leu Leu Gin Glu Met Leu Leu Gly Gly Ser Pro Ser Asp Ala Pro His 
370 375 380 

gee cac cac ccc ctg cac cct cac ctg atg cag gaa cat atg gga acc 1257 
Ala His His Pro Leu His Pro His Leu Met Gin Glu His Met Gly Thr 
385 390 395 400 

aac gtc ate gtt gec aac aca atg ccc act cac etc age aac gga cag 1305 
Asn Val He Val Ala Asn Thr Met Pro Thr His Leu Ser Asn Gly Gin 

405 410 415 

atg tgt gag tgg ccc cga ccc agg gga cag gca gec acc cct gag acc 13 53 

Met Cys Glu Trp Pro Arg Pro Arg Gly Gin Ala Ala Thr Pro Glu Thr 

420 425 430 

cca cag ccc tea ccg cca ggt ggc tea ggg tct gag ccc tat aag etc 1401 
Pro Gin Pro Ser Pro Pro Gly Gly Ser Gly Ser Glu Pro Tyr Lys Leu 
435 440 445 

ctg ccg gga gee gtc gee aca ate gtc aag ccc etc tct gee ate ccc 1449 
Leu Pro Gly Ala Val Ala Thr He Val Lys Pro Leu Ser Ala He Pro 
450 455 460 

cag ccg acc ate acc aag cag gaa gtt ate tag caagccgc tggggcttgg 1500 
Gin Pro Thr He Thr Lys Gin Glu Val He * 
465 470 475 

gggctccact ggctcccccc agccccctaa gagagcacct ggtgatcacg tggtcaegge 1560 

aaaggaagac gtgatgccag gaccagtccc agagcaggaa tgggaaggat gaagggcccg 1620 

agaacatggc etaagggeca catcccactg ccacccttga cgccctgctc tggataacaa 1680 

gactttgact tggggagacc tctactgcct tggacaactt atctcatgtt gaagccactg 1740 

ccttcacctt caccttcatc catgtccaac ccccgacttc atcccaatgg acagccgcct 1800 

ggagatgact tgaggectta cttaaaccca gctcccttct tccctagcct ggtgcttctc 1860 

ctctcctagc ccctgtcatg gtgtccagac agagecctgt gaggctgggt ccaattgtgg 1920 
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cacttggggc 


accttgctcc 


tccttctgct 


gctgccccca 


cctctgctgc ctccctctgc 


1980 


tgtcaccttg 


ctcagccatc 


ccgtcttctc 


caacaccacc 


tctccagagg ccaaggaggc 


2040 


cttggaaacg 


attcccccag 


tcattctggg 


aacatgttgt 


aagcactgac tgggaccagg 


2100 


caccaggcag 


ggtctagaag 


gctgtggtga 


gggaagacgc 


ctttctcctc caacccaacc 


2160 


tcatcctcct 


tcttcaggga 


cttgggtggg 


tacttgggtg 


aggatccctg aaggccttca 


2220 


acccgagaaa 


acaaacccag 


gttggcgact 


gcaacaggaa cttggagtgg agaggaaaag 


2280 


catcagaaag 


aggcagacca 


tccaccaggc 


ctttgagaaa gggtagaatt ctggctggta 


2340 


gagcaggtga 


gatgggacat 


tccaaagaac 


agcctgagcc 


aaggcctcgt ggtagtaaga 


2400 


atctagcaag 


aattgaggaa 


gaatggtgtg 


ggagagggat 


gatgaagaga gagagggcct 


2460 


gctggagagc 


atagggtctg 


gaacaccagg 


ctgaggtcct 


gatcagcttc aaggagtatg 


2520 


cagggagctg 


ggcttccaga 


aaatgaacac 


agcagttctg 


cagaggacgg gaggctggaa 


2580 


gctgggaggt 


caggtggggt 


ggatgatata 


atgcgggtga gagtaatgag gcttggggct 


2640 


ggagaggaca 


agatgggtaa 


accctcacat 


cagagtgaca 


tccaggagga ataagtccca 


2700 


gggcctgtct 


ctaggtcgtc 


tgtaacgccg 


gccatgtcca 


gcgtcagtat g 


2751 



<210> 977 

<211> 6109 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (227) (2836) 
<400> 977 

cgggaagctg gggtcacttc ctgctccgtc ccagtcaccc tgaactggtc cccgggtcct 60 

cagcctggaa tcaccccttg agaaggaccc cagagtcctc ggcgcccagt ccgtcccccg 120 

aggcagggca ctgaaggggt taagtcccct ggggctggat tccgccttcc ggcttttccc 180 

agaccccaga gccggtccct ggaacactgc agtcctgagc tctggg atg gag ccc 235 

Met Glu Pro 
1 

gag act gcg ctg tgg ggc ccg gat ctg cag ggt ccg gaa cag age ccc 283 
Glu Thr Ala Leu Trp Gly Pro Asp Leu Gin Gly Pro Glu Gin Ser Pro 
5 10 15 

aac gat get cac aga ggt gcc gag agt gaa aac gaa gag gag age cct 331 
Asn Asp Ala His Arg Gly Ala Glu Ser Glu Asn Glu Glu Glu Ser Pro 
20 25 30 35 

egg cag gaa agt tct ggg gag gag ate ate atg gga gac ccg get cag 3 79 

Arg Gin Glu Ser Ser Gly Glu Glu lie lie Met Gly Asp Pro Ala Gin 

40 45 50 
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agt cca gaa tec aag gac tea aca gag atg tec ctg gag aga tec tec 427 

Ser Pro Glu Ser Lys Asp Ser Thr Glu Met Ser Leu Glu Arg Ser Ser 

55 60 65 

cag gac ccc tct gtc ccc cag aac ccc cca acc cca ctg ggt cac tec 4 75 

Gin Asp Pro Ser Val Pro Gin Asn Pro Pro Thr Pro Leu Gly His Ser 
70 75 80 

aat ccc ttg gac cac cag ate ccc ctg gac ccc cca gee ccg gag gta 523 

Asn Pro Leu Asp His Gin lie Pro Leu Asp Pro Pro Ala Pro Glu Val 
85 90 95 

gtc cct acc cca tct gac tgg acc aag gee tgc gag gee age tgg cag 571 

Val Pro Thr Pro Ser Asp Trp Thr Lys Ala Cys Glu Ala Ser Trp Gin 

100 105 110 115 

£$9 9£fc get etc acc aca tgg aac age ccc cca gtc gtc ccc gec aac 619 
Trp Gly Ala Leu Thr Thr Trp Asn Ser Pro Pro Val Val Pro Ala Asn * 

120 125 130 

gag ccc age ctg egg gag ctg gtg cag ggc cgc ccg gcg ggg gcg gag 667 
Glu Pro Ser Leu Arg Glu Leu Val Gin Gly Arg Pro Ala Gly Ala Glu 

135 140 145 

aag ccc tac ate tgc aac gag tgc ggc aag age ttc age cag tgg tec 715 

Lys Pro Tyr lie Cys Asn Glu Cys Gly Lys Ser Phe Ser Gin Trp Ser 
150 155 160 

aag ctg ctg egg cac cag cgc ate cac acg gga gag egg ccc aac acc 763 

Lys Leu Leu Arg His Gin Arg lie His Thr Gly Glu Arg Pro Asn Thr 
165 170 175 

tgc tec gag tgc ggc aag age ttc acg cag age teg cac ctg gtg cag 811 

Cys Ser Glu Cys Gly Lys Ser Phe Thr Gin Ser Ser His Leu Val Gin 

180 185 190 195 

cac cag cgc acg cac acc ggc gag aag ccc tac aag tgc ccc gac tgc 859 

His Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Asp Cys 

200 205 210 

ggc aag tgc ttc age tgg age tec aac ctg gtg cag cac cag cgc acg 907 

Gly Lys Cys Phe Ser Trp Ser Ser Asn Leu Val Gin His Gin Arg Thr 

215 220 225 

cac acg gga gaa gag ccc tac aag tgc acg gag tgc gag ata gee ttc 955 

His Thr Gly Glu Glu Pro Tyr Lys Cys Thr Glu Cys Glu lie Ala Phe 
230 235 240 

acc cag age acc aac etc ate aag cac cag cga tec cac acc ggc gag 1003 

Thr Gin Ser Thr Asn Leu He Lys His Gin Arg Ser His Thr Gly Glu 
245 250 255 

aag ccc tac aag tgc ggc gag tgc cgc egg get ttc tac cgc age teg 1051 

Lys Pro Tyr Lys Cys Gly Glu Cys Arg Arg Ala Phe Tyr Arg Ser Ser 

260 265 270 275 

gac etc ate cag cac cag gee acc cac aca ggc gag aaa ccc tac aag 1099 

Asp Leu He Gin His Gin Ala Thr His Thr Gly Glu Lys Pro Tyr Lys 

280 285 290 

tgc ccc gag tgc ggg aag cgc ttc ggc cag aac cac aac etc etc aag . 1147 

Cys Pro Glu Cys Gly Lys Arg Phe Gly Gin Asn His Asn Leu Leu Lys 

295 300 305 
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cac cag aag ate cac gcg ggc gag aag cca tac cgc tgc acc gag tgc 1195 
His Gin Lys lie His Ala Gly Glu Lys Pro Tyr Arg Cys Thr Glu Cys 
310 315 320 

ggg aag age ttc ate cag age teg gag ctg acc cag cac cag cgc acg 1243 
Gly Lys Ser Phe He Gin Ser Ser Glu Leu Thr Gin His Gin Arg Thr 
325 330 335 

cac aca ggc gag aag ccc tac gag tgc eta gag tgc ggc aag age ttc 12 91 

His Thr Gly Glu Lys Pro Tyr Glu Cys Leu Glu Cys Gly Lys Ser Phe 
340 345 350 355 

ggc cac age tec acc etc ate aag cac cag egg act cac ctg cgc gag 1339 
Gly His Ser Ser Thr Leu He Lys His Gin Arg Thr His Leu Arg Glu 

360 365 370 

gac ccg ttc aag tgc cca gtg tgc ggc aag acc ttc acc ctg age gee 1387 
Asp Pro Phe Lys Cys Pro Val Cys Gly Lys Thr Phe Thr Leu Ser Ala 

375 380 385 

acg ttg ctg egg cac cag cgc acg cac acg ggc gag egg ccc tac aag 1435 
Thr Leu Leu Arg His Gin Arg Thr His Thr Gly Glu Arg Pro Tyr Lys 
390 395 400 

tgc cca gag tgc ggc aag age ttc age gtc age tec aac etc ate aac 1483 
Cys Pro Glu Cys Gly Lys Ser Phe Ser Val Ser Ser Asn Leu He Asn 
405 410 415 

cac cag cgc ate cac cgc ggc gag egg ccc tac ate tgc gee gac tgc 1531 
His Gin Arg He His Arg Gly Glu Arg Pro Tyr He Cys Ala Asp Cys 
420 425 430 " 435 

ggc aag age ttc ate atg age tec acc ctt ate cgc cac cag cgc ate 15 79 

Gly Lys Ser Phe He Met Ser Ser Thr Leu He Arg His Gin Arg He 

440 445 450 

cac acc ggt gag aag ccc tac aag tgt tec gac tgc ggc aag age ttc 1627 
His Thr Gly Glu Lys Pro Tyr Lys Cys Ser Asp Cys Gly Lys Ser Phe 

455 460 465 

ate cgc age tec cac ctt ate cag cac cgc cgc acg cac acc ggc gag 1675 
He Arg Ser Ser His Leu He Gin His Arg Arg Thr His Thr Gly Glu 
470 475 480 

aag ccc tac aag tgc ccc gag tgc ggc aag age ttc age cag age tec 1723 
Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gin Ser Ser 
485 490 495 

aac ctt att acc cac gtc cgc acg cac atg gac gag aac ctg ttc gtg 1771 
Asn Leu He Thr His Val Arg Thr His Met Asp Glu Asn Leu Phe Val 
500 505 510 515 

tgc tec gac tgc ggg aag gee ttc ctg gaa gee cac gag ctg gag cag 1819 
Cys Ser Asp Cys Gly Lys Ala Phe Leu Glu Ala His Glu Leu Glu Gin 

520 525 530 

cac egg gtg ate cat gag agg ggg aag acc cca gcg cgt agg gee cag 1867 
His Arg Val He His Glu Arg Gly Lys Thr Pro Ala Arg Arg Ala Gin 

535 540 545 

ggc gac age ctg ctg ggg etc ggg gac ccc tec ctg ctg acc ccg ccg 1915 
Gly Asp Ser Leu Leu Gly Leu Gly Asp Pro Ser Leu Leu Thr Pro Pro 
550 555 560 
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cc 9 99 a 9 CC aa 9 cc 9 cac aa 9 tgt etc gtg tgc gga aag ggc ttc aac 1963 
Pro Gly Ala Lys Pro His Lys Cys Leu Val Cys Gly Lys Gly Phe Asn 
565 570 575 

gac gag ggc ate ttc atg caa cat cag agg ate cac ate gga gaa aac 2011 
Asp Glu Gly He Phe Met Gin His Gin Arg He His He Gly Glu Asn 
580 585 590 595 

ccc tac aaa aat gca gac ggc etc ate gca cac gca gee ccc aaa cct 2 059 

Pro Tyr Lys Asn Ala Asp Gly Leu He Ala His Ala Ala Pro Lys Pro 

600 605 610 

cct cag tta cga tec cca agg etc cct ttc aga ggg aat tec tac ccc 2107 
Pro Gin Leu Arg Ser Pro Arg Leu Pro Phe Arg Gly Asn Ser Tyr Pro 

615 620 625 

999 get gcg gag ggc aga gcg gag gee ccc gga cag ccc ctt aag ccg 2155 
Gly Ala Ala Glu Gly Arg Ala Glu Ala Pro Gly Gin Pro Leu Lys Pro 
630 635 640 

ccg gag ggt cag gag ggc ttc age cag agg egg ggg ctg ctg tec tec 2203 
Pro Glu Gly Gin Glu Gly Phe Ser Gin Arg Arg Gly Leu Leu Ser Ser 
645 650 655 

aag ace tac ate tgc tec cac tgc gga gag age ttc ctg gat cgc tct 2251 
Lys Thr Tyr He Cys Ser His Cys Gly Glu Ser Phe Leu Asp Arg Ser 
660 665 670 675 

gtg etc etc cag cat cag etc ace cac ggc aac gaa aag ccc ttt etc 22 99 

Val Leu Leu Gin His Gin Leu Thr His Gly Asn Glu Lys Pro Phe Leu 

680 685 690 

ttt cct gat tat aga att ggc eta ggg gaa ggc gca ggg ccc age ccc 2347 
Phe Pro Asp Tyr Arg He Gly Leu Gly Glu Gly Ala Gly Pro Ser Pro 

695 700 705 

ttc tta agt ggg aag ccc ttt aaa tgc cct gaa tgc aaa caa age ttt 2395 
Phe Leu Ser Gly Lys Pro Phe Lys Cys Pro Glu Cys Lys Gin Ser Phe 
710 715 720 

ggc etc age tct gag ctg ctg ctg cac cag aaa gtc cat gca ggc ggg 2443 
Gly Leu Ser Ser Glu Leu Leu Leu His Gin Lys Val His Ala Gly Gly 
725 730 735 

aag age tec cag aag agt cca gag ctg ggg' aag age tct tec gtc etc 24 91 

Lys Ser Ser Gin Lys Ser Pro Glu Leu Gly Lys Ser Ser Ser Val Leu 
740 745 750 755 

ctg gag cat etc agg age ccc ctg ggg gec aga ccc tac cgc tgc tea 2539 
Leu Glu His Leu Arg Ser Pro Leu Gly Ala Arg Pro Tyr Arg Cys Ser 

760 765 770 

gat tgc agg gee tec ttc etc gac cgc gtg gee etc ace egg cac caa 2587 
Asp Cys Arg Ala Ser Phe Leu Asp Arg Val Ala Leu Thr Arg His Gin 

775 780 785 

gaa ace cac ace cag gaa aaa ccc ccc aat ccc. gag gac ccc cct cca 2635 
Glu Thr His Thr Gin Glu Lys Pro Pro Asn Pro Glu Asp Pro Pro Pro 
- 790 795 800 

» 

gag gca gtc ace ctg tec aca gat cag gaa ggt gag ggc gag ace cct 2683 
Glu Ala Val Thr Leu Ser Thr Asp Gin Glu Gly Glu Gly Glu Thr Pro 
805 810 815 
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acc ccc aca gag age age age cat ggg gaa ggg caa aac ccc aaa acc 2731 

Thr Pro Thr Glu Ser Ser Ser His Gly Glu Gly Gin Asn Pro Lys Thr 
820 825 830 835 

eta gtg gaa gaa aag ccc tat ctg tgc ccc gag tgt gga gec ggc ttc 2779 

Leu Val Glu Glu Lys Pro Tyr Leu Cys Pro Glu Cys Gly Ala Gly Phe 

840 845 850 

aca gaa gtc gca gee etc ctg etc cat agg age tgc cac cca ggt gtc 2827 

Thr Glu Val Ala Ala Leu Leu Leu His Arg Ser Cys His Pro Gly Val 

855 860 865 

tec ctg tga aatgggt ctggagacca ggggcctcgc tctctccaga gaggaacact 2883 
Ser Leu * 
870 



ggattttttc 


ccccaaaaaa 


attacatggg 


gaagggagga 


taaccctatc 


agatggtagt 


2943 


ggagtggagg 


agaaagaacc 


ctgggaaaaa 


atagtgcttt 


tacatcagtg 


atgagaaacc 


3003 


ctataaaatt 


gttggtggga 


agcacttata 


aggcagtaga 


gaaaaactgt 


tgggttagaa 


3063 


accctataaa 


tatgtaggaa 


aaaaaaaagc 


cctttaagtc 


tgtagcagaa 


aaaccctata 


3123 


aaccatagtg 


gataaaagee 


ctattaattg 


taggaagagg 


tcccaatatg 


tctctgaaca 


3183 


accctataaa 


attgtatcaa 


aatccttagg 


aaaatcctat 


agggtegggg 


aagtaccgea 


3243 


atggcactga 


cccgggagta 


acgaccctca 


gatgatgeag 


aaaacacctc 


tccctcactg 


3303 


ttccacaatg 


ttctctccca 


gcagccctgg 


acagttctca 


tggaggaaga 


tgctcagctg 


3363 


ggggagtggt 


gtgggaactg 


ggtggaactg 


aaaaggaaga 


aaataggaga 


aaaataagtg 


3423 


accaggggct 


ctggagcccc 


cagaggagat 


aagacagaga 


ctaggaagaa 


aaggtcccac 


3483 


tcactgcact 


ggggtccttg 


gggtttgagg 


acaatgttag 


atgcattgtg 


tgttttaggg 


3543 


aaagaggect 


atggaatccc 


ttatcaaaac 


cccaaaatgg 


ggaagaaaaa 


acaaattggc 


3603 


aacrccttttt 


aaaacrctcraa 


or 1 1 1 crcrcicr t a 


caoaaacata 




era a i~ a nhrrarr 


J O D J 


aaaccaccac 


aaaaattagg 


gggaagcagg 


gggcagtttc 


tgttagattg 


ctttgagggg 


3723 


agcaaaccaa 


ggtggggaaa 


ctgctcacat 


ggaacccagc 


taactccagg 


ccccttcttg 


3783 


ettceggaag 


ettgegaaac 


tgeaagtage 


aggcaggtcc 


cagctctcag 


agtgcaaggg 


3843 


ttctccccac 


accaggcagg 


accacccttt 


ctccctgccc 


agecagggae 


ttctactctg 


3903 


caaggcctcc 


agggatggcg 


gttgcctccc 


accacattct 


caggtctcac 


cttcaggagg 


3963 


tttttcctga 


aatctaactg 


ccgccagtgg 


cagctcattt 


cctcaaattc 


tgtcctcagt 


4023 


ggagagggag 


aaccgctgct 


agtcgacctc 


caaagaataa 


agcccttcag 


agacttaggg 


4083 


cctgcgtgtg 


ggcctcccca 


gccttctcca 


agtcatcagg 


gecacagaat 


ttcttagaaa 


4143 


gctttgatta 


gccagcaact 


tgattttaaa 


cttcagctat 


tcatctttgt 


tggtagcaag 


4203 


gctgccccgc 


aggataaggc 


agccctcctc 


cctggtgggg 


atccagacac 


cccacagact 


4263 


gagecacagg 


tccctgaaga 


gtcegcagag 


gccgtatcac 


cctcttcacc 


ctggtacctg 


4323 



(- 
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gagccctcca gggttgtgag atccagccca atctcagcct tgagatggat gggatggatt 43 83 

ccactcactt ggctcccctc tcctccttgg ccagaaacct tcagaaggaa acagaaggat 4443 

gagaaagcct cccttgccag gcccatctca cctcccacac cacacagtta cacattcata 4503 

aacagccaag cctgctcaca ggcctgggca tatgtggctg gggagagact gttgccctat 4563 

gagatggtgg aagacagaaa actcttgaat gaaacatctg taacaagact cccactccct .4623 

aatcctggag accccttcaa aaggagagga ctctgctcag cgctgggtca gaaaggaagt 4683 

gcttgccaac cccagtaatg cgctgtcctg gagtaagagg actgagatgc cagctgtggg 4743 

gcccgtcagg agtcacgtct caagagaggg gtgacccaga tttttgcaaa gctgtggaag 4803 

agacctctaa ttccatgacc taaagtttca cacaaccttt atgcaaatcc ttcgccattt 4863 

gtctatcctg gccccagcag gatgaccctc acatttaaaa ggatcaaaat ctcaaacatt 4923 

gtgggaggaa aacgccaggc ctgctgggga gagggagaag gcaggcctca ggattgtgcg 4983 

gagaaccatg ttgccatctg cataacgccc cagcctatcc aagtgccagg aagggaagca 5043 

ctactgaggg gggtgctgcc tgtgggtctc ttcctaacag aacgccaacg aagggggtgc 5103 

cctgtaagaa tgagaagtct gccaagtcta aggagatgtc cccctcccca agatggtagc 5163 

agaaactgaa gttgtaaaga caaacctctc gcaaagccag aagcagatgc tctcaaaaac 5223 

aggcctaagg aatctgttcc cagaagaggc ctggggagca gcttttgggg ctcagaggcc 52 83 

agtctggggg gaggcaggca gtgtgactga aggccggcgc aggcctgttt cggactaggg 5343 

tgtagcatat ttagtaggat gctcacatgt tgtagggatg ggtgagggct aaggggcttg 5403 

gctcttgtac gggatggatg atgtgagcgc acagttcgta gggtcaggcg tcttgcggta 5463 

ggaaaggggc agggttcgat acctctgggg tgtggcgtgt tctctcttgc ccacctcccc 5523 

aagctccttt aaccaggagc ttccctccca gagtgagcta cgtcttggga ggattgaagc 5583 

agggaggtgg cagtggctag agttgctcag atcggctcag atgaaggccc aggggtcaaa 5643 

gcatttgctc accacaactg agtctggaag gcactgtgca gccaaaccct cttgtccaat 5703 

cacatgcagg ccccaggccc ctcagaaacg ccctggtgga gggaggagcc caacagatag 5763 

ggtcagggag tcagtgggga aagcagaggg gagagcttag agtgaaactt gaaactgcta 5823 

tggacatgga ggtcagatgg gaacttggaa ctgggcatga atcctgaatg gtggggaaac 5883 

ttgaagccat cacagccaag aggtggggtt ccatgacctg ccctgaggtc agcagctccc 5943 

agactccttt gccctcacta gggaagcccc agtcaccgga cttgtcccca tggagtgaag 6003 

agaggcccca tttttgagtg ttgtgtgtcc aaaacagtgt tgtgtcactg gtggtcatgt 6063 

tgcttagttg aagagaataa agggaataag atttaaaaaa aaaaaa 6109 

<210> 978 
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<211> 3657 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (645) . . (3254) 
<400> 978 

acggctaggt acgaggcctg gtgttagcag agttgagtcc actccgcacc ccaccctctg 60 

tctggtacag cttaccaaac caaagtgccc aaagccgtga catcccggcc ggcggctcgc 12 0 

aggcccccgc cctccgcacg tcacggccgc cgggtgcagt gccccctagg ggcccctggg 180 

acgaggagga agcgccaggt ccttcccgcc gccgccgccg ccgccgccgc cgcctgctcc 240 

cctggcacgc gccccgccgc cctcggcagc cgcagctccg tgtcccctga gaaccagccg 300 

tcccgcgcca tgggcacgcg tctgccgctc gtcctgcgcc agctccgccg cccgccccag 360 

cccccgggcc ctccgcgccg cctccgtgtg ccctgtcgcg ctagcagcag gcgcgcggcg 420 

gcaggcggct ggcgtgtggc cgggagggcc tgcttggaca gcggcggccg caggatggcc 48 0 

aggcccggag cagctgcagc cccggcggcc gaacgcccgc ggcgcgggac tccatcgtca 540 

gagaagtcat tcagaattca aaagaagttc taagtttatt gcaagaaaaa aaccctgcct 600 

tcaagccggt tcttgcaatt atccaggcag gtgacgacaa cttg atg cag gaa ate 656 

Met Gin Glu He 
1 

aac cag aat ttg get gag gag get ggt ctg aac ate act cac att tgc 704 
Asn Gin Asn Leu Ala Glu Glu Ala Gly Leu Asn He Thr His He Cys 
5 10 15 20 

etc cct cca gat age agt gaa gee gag att ata gat gaa ate tta aag 752 
Leu Pro Pro Asp Ser Ser Glu Ala Glu He He Asp Glu He Leu Lys 

25 30 35 

ate aat gaa gat ace aga gta cat ggc ctt gee ctt cag ate tct gag 800 
He Asn Glu Asp Thr Arg Val His Gly Leu Ala Leu Gin He Ser Glu 

40 45 50 

aac ttg ttt age aac aaa gtc etc aat gee ttg aaa cca gaa aaa gat 848 
Asn Leu Phe Ser Asn Lys Val Leu Asn Ala Leu Lys Pro Glu Lys Asp 
55 60 65 

gtg gat gga gta aca gac ata aac ctg ggg aag ctg gtg cga ggg gat 896 
Val Asp Gly Val Thr Asp He Asn Leu Gly Lys Leu Val Arg Gly Asp 
70 75 80 

gec cat gaa tgt ttt gtt tea cct gtt gee aaa get gta att gaa ctt 944 
Ala His Glu Cys Phe Val Ser Pro Val Ala Lys Ala Val He Glu Leu 
85 90 95 100 

ctt gaa aaa tea gta ggt gtc aac eta gat gga aag aag att ttg gta 992 
Leu Glu Lys Ser Val Gly Val Asn Leu Asp Gly. Lys Lys He Leu Val 

105 110 115 

Sftg ggg gee cat ggg tct ttg gaa get get eta caa tgc ctg ttc cag 1040 
Val Gly Ala His Gly Ser Leu Glu Ala Ala Leu Gin Cys Leu Phe Gin 

120 125 130 



2712 



WO 01/57190 



PCT/USO 1/04098 



aga aaa ggg tec atg aca atg age ate cag tgg aaa aca cgc cag ctt 1088 
Arg Lys Gly Ser Met Thr Met Ser He Gin Trp Lys Thr Arg Gin Leu 
135 140 145 

caa age aag ctt cac gag get gac att gtg gtc eta ggc tea cct aag 1136 
Gin Ser Lys Leu His Glu Ala Asp He Val Val Leu Gly Ser Pro Lys 
150 155 160 

cca gaa gag att ccc ctt act tgg ata caa cca gga act act gtt etc 1184 
Pro Glu Glu He Pro Leu Thr Trp He Gin Pro Gly Thr Thr Val Leu 
165 170 175 180 

aac tgc tec cat gac ttc ctg tea ggg aag gtt ggg tgt ggc tct cca 1232 
Asn Cys Ser His Asp Phe Leu Ser Gly Lys Val Gly Cys Gly Ser Pro 

185 190 195 

aga ata cat ttt ggt gga etc att gag gaa gat gat gtg att etc ctt 1280 
Arg He His Phe Gly Gly Leu He Glu Glu Asp Asp Val He Leu Leu 

200 205 210 

get gca get ctg cga att cag aac atg gtc agt agt gga agg aga tgg 1328 
Ala Ala Ala Leu Arg He Gin Asn Met Val Ser Ser Gly Arg Arg Trp 
215 220 225 

ctt cgt gaa cag cag cac agg .egg tgg aga ctt cac tgc ttg aaa ctt 13 76 

Leu Arg Glu Gin Gin His Arg Arg Trp Arg Leu His Cys Leu Lys Leu 
230 235 240 

cag cct etc tec cct gtg cca agt gac att gag att tea aga gga caa 1424 
Gin Pro Leu Ser Pro Val Pro Ser Asp He Glu He Ser Arg Gly Gin 
245 250 255 260 

act cca aaa get gtg gat gtc ctt gee aag gag att gga ttg ctt gca 1472 
Thr Pro Lys Ala Val Asp Val Leu Ala Lys Glu He Gly Leu Leu Ala 

265 270 275 

gat gaa att gaa ate tat ggc aaa age aaa gee aaa gta cgt ttg tec 1520 
Asp Glu He Glu He Tyr Gly Lys Ser Lys Ala Lys Val Arg Leu Ser 

280 285 290 

gtg eta gaa agg tta aag gat caa gca gat gga aaa tac gtc tta gtt 1568 
Val Leu Glu Arg Leu Lys Asp Gin Ala Asp Gly Lys Tyr Val Leu Val 
295 300 305 

get ggg ate aca ccc ace cct ctt gga gaa ggg aag age aca gtc ace 1616 
Ala Gly He Thr Pro Thr Pro Leu Gly Glu Gly Lys Ser Thr Val Thr 
310 315 320 

ate ggg ctt gtg cag get ctg ace gca cac ctg aat gtc aac tec ttt 1664 
He Gly Leu Val Gin Ala Leu Thr Ala His Leu Asn Val Asn Ser Phe 
325 330 335 340 

gee tgc ttg agg cag cct tec caa gga ccg acg ttt gga gtg aaa gga 1712 
Ala Cys Leu Arg Gin Pro Ser Gin Gly Pro Thr Phe Gly Val Lys Gly 

345 350 355 

gga gee gcg ggt ggt gga tat gee cag gtc ate ccc atg gag gag ttc 1760 
Gly Ala Ala Gly Gly Gly Tyr Ala Gin Val He Pro Met Glu Glu Phe 

360 365 370 

aac ctt cac ttg act gga gac ate cac gee ate acc get gee aat aac 1808 
Asn Leu His Leu Thr Gly Asp He His Ala He Thr Ala Ala Asn Asn 
375 380 385 
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ttg ctg get gec gec ate gac acg agg att ctt cat gaa aac acg caa 1856 

Leu Leu Ala Ala Ala He Asp Thr Arg He Leu His Glu Asn Thr Gin 

390 395 400 

aca gat aag get ctg tat aat egg ctg gtt cct tta gtg aat ggt gtc 1904 

Thr Asp Lys Ala Leu Tyr Asn Arg Leu Val Pro Leu Val Asn. Gly Val 

405 410 415 420 

aga gaa ttt tea gaa att cag ctt get egg eta aaa aaa ctg gga ata 1952 

Arg Glu Phe Ser Glu He Gin Leu Ala Arg Leu Lys Lys Leu Gly He 

425 430 435 

aat aag act gat ccg age aca ctg aca gaa gag gaa gtg agt aaa ttt 2000 

Asn Lys Thr Asp Pro Ser Thr Leu Thr Glu Glu Glu Val Ser Lys Phe 

440 445 450 

gee cgt etc gac ate gac cca tct ace ate acg tgg cag aga gta ttg 2048 

Ala Arg Leu Asp He Asp Pro Ser Thr He Thr Trp Gin Arg Val Leu 
455 460 465 

gat aca aat gac cga ttt eta cga aaa ata ace ate ggg cag gga aac 2096 

Asp Thr Asn Asp Arg Phe Leu Arg Lys He Thr He Gly Gin Gly Asn 

470 475 480 

aca gag aag ggc cat tac egg cag gcg cag ttt gac ate gca gtg gee 2144 

Thr Glu Lys Gly His Tyr Arg Gin Ala Gin Phe Asp He Ala Val Ala 

485 490 495 500 

age gag ate atg gcg gtg ctg gee ctg acg gac age etc gca gac atg 2192 

Ser Glu He Met Ala Val Leu Ala Leu Thr Asp Ser Leu Ala Asp Met 

505 510 515 

aag gca egg ctg gga agg atg gtg gtg gee agt gac aaa age ggg cag 224 0 

Lys Ala Arg Leu Gly Arg Met Val Val Ala Ser Asp Lys Ser Gly Gin 

520 525 530 

cct gtg aca gca gat gat ttg ggg gtg aca ggt get ttg aca gtt ttg 2288 

Pro Val Thr Ala Asp Asp Leu Gly Val Thr Gly Ala Leu Thr Val Leu 
535 540 545 

atg aaa gat gca ata aaa cca aac ctg atg cag ace ctg gaa ggg aca 2336 

Met Lys Asp Ala He Lys Pro Asn Leu Met Gin Thr Leu Glu Gly Thr 

550 555 560 

cct gtg ttc gtg cat gcg ggc cct ttt get aac att get cac ggc aac 23 84 

Pro Val Phe Val His Ala Gly Pro Phe Ala Asn He Ala His Gly Asn 

565 570 575 580 

tct tea gtg ttg get gat aaa att gec ctg aaa ctg gtt ggt gaa gaa 2432 

Ser Ser Val Leu Ala Asp Lys He Ala Leu Lys Leu Val Gly Glu Glu 

585 590 595 

gga ttt gta gtg ace gaa get ggc ttt ggt get gac ate gga atg gag 2480 

Gly Phe Val Val Thr Glu Ala Gly Phe Gly Ala Asp He Gly Met Glu 

600 605 610 



aaa ttc ttc aac ate aag tgc cga get tec ggc ttg gtg ccc aac gtg 
Lys Phe Phe Asn He Lys Cys Arg Ala Ser Gly Leu Val Pro Asn Val 
615 620 625 



2528 



gtt gtg tta gtg gca acg gtg cga get ctg aag atg cat gga ggc ggg 2576 
Val Val Leu Val Ala Thr Val Arg Ala Leu Lys Met His Gly Gly Gly 
630 635 640 
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cca agt gta acg get ggt gtt cct ctt aag aaa gaa tat aca gag gag 2624 
Pro Ser Val Thr Ala Gly Val Pro Leu Lys Lys Glu Tyr Thr Glu Glu 
645 650 655 660 

aac ate cag ctg gtg gca gac ggc tgc tgt aac etc cag aag caa att 2672 
Asn lie Gin Leu Val Ala Asp Gly Cys Cys Asn Leu Gin Lys Gin lie 

665 670 675 

eag ate act cag etc ttt ggg gtt ccc gtt gtg gtg get ctg aat gtc 2720 
Gin lie Thr Gin Leu Phe Gly Val Pro Val Val Val Ala Leu Asn Val 

680 685 690 

ttc aag ace gac ace cgc get gag att gac ttg gtg tgt gag ctt gca 2768 
Phe Lys Thr Asp Thr Arg Ala Glu lie Asp Leu Val Cys Glu Leu Ala 
695 700 705 

aag egg get ggt gee ttt gat gca gtc ccc tgc tat cac tgg teg gtt 2816 
Lys Arg Ala Gly Ala Phe Asp Ala Val Pro Cys Tyr His Trp . Ser Val 
710 715 720 

ggt gga aaa gga teg gtg gac ttg get egg get gtg aga gag get gcg 2864 
Gly Gly Lys Gly Ser Val Asp Leu Ala Arg Ala Val Arg Glu Ala Ala 
725 730 735 740 

agt aaa aga age cga ttc cag ttc ctg tat gat gtt cag gtt cca att 2912 
Ser Lys Arg Ser Arg Phe Gin Phe Leu Tyr Asp Val Gin Val Pro He 

745 750 755 

gtg gac aag ata agg ace att get cag get gtc tat gga gec aaa gat 296 0 

Val Asp Lys He Arg Thr He Ala Gin Ala Val Tyr Gly Ala Lys Asp 

760 765 770 



att gaa etc tct cct gag gca caa gee aaa ata gat cgt tac act caa 
He Glu Leu Ser Pro Glu Ala Gin Ala Lys He Asp Arg Tyr Thr Gin 
775 780 785 



ttg gtc gga acg atg age ace atg cca gga ctg ccc ace egg ccc tgc 
Leu Val Gly Thr Met Ser Thr Met Pro Gly Leu Pro Thr Arg Pro Cys 

840 845 850 

ttt tat gac ata gat ctt gat ace gaa aca gaa caa gtt aaa ggc ttg 
Phe Tyr Asp He Asp Leu Asp Thr Glu Thr Glu Gin Val Lys Gly Leu 
855 860 865 



3008 



cag ggt ttt gga aat ttg ccc ate tgc atg gca aag ace cac ctt tct 3056 
Gin Gly Phe Gly Asn Leu Pro He Cys Met Ala Lys Thr His Leu Ser 
790 795 800 

eta tct cac caa cct gac aaa aaa ggt gtg cca agg gac ttc ate tta 3104 
Leu Ser His Gin Pro Asp Lys Lys Gly Val Pro Arg Asp Phe He Leu 
805 810 815 820 

cct ate agt gac gtc egg gee age ata ggc get ggg ttc att tac cct 3152 
Pro He Ser Asp Val Arg Ala Ser He Gly Ala Gly Phe He Tyr Pro 

825 830 835 



3200 



3248 



ttc taa gtggacaagg ctctcacagg acccgatgca gactcctgaa acagactact 3304 
Phe * 
870 

etttgecttt ttgctgcagt tggagaagaa actgaatttg aaaaatgtct gttatgcaat 3364 
gctggagaca tggtgaaata ggecaaagat ttcttcttcg ttcaagatga attctgttca 3424 
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cagtggagta tggtgttcgg caaaaggacc tccaccaaga ctgaaagaaa ctaatttatt 3484 

tctgtttctg tggagtttcc attatttcta ctgcttacac tttagaatgt ttattttatg 3544 

gggactaagg gattaggagt gtgaactaaa aggtaacatt ttccactctc aagttttcta 3604 

ctttgtcttt gaactgaaaa taaacatgga tctagaaaac caaaaaaaaa aaa 3657 



<210> 979 
<211> 806 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> CDS 

<222> (341) . . (487) 

<400> 979 

accacgaggt cacggtaagg gtggaaccag gattctgccc ggatggggat ctggcatggg 60 

ggggtggggg gttgatttgg gaagcagagc acagcagccc aaatttgctt gtaatgtcgg 120 

cggctacaga ggaaaggcca agaatggaca gattaataaa gggccatcta caagccacga 180 

ataaggccat caccagaagc caaccccgcc agtccttgat ctaggacttc cagacttcaa 240 

aacttttcta gcctgctggc ctgccttcac tgtcctgggg gagacttgga gagaccaggt 3 00 

ggactggagt agactgttga gagacgctgg tctggtgaag atg tec agg aaa cca 355 

Met Ser Arg Lys Pro 
1 5 

cga gec tec age cca ttg tec aac aac cac cca cca aca cca aag agg 403 
Arg Ala Ser Ser Pro Leu Ser Asn Asn His Pro Pro Thr Pro Lys Arq 

« 15 20 

cga gga agt gga agg ttc cca aga caa ccc gga agg gaa aag gga ccc 451 
Arg Gly Ser Gly Arg Phe Pro Arg Gin Pro Gly Arg Glu Lys Gly Pro 

25 . 30 35 

ate aag gaa gtt cca gga aca aaa ggc tct ccc taa aaga ccgccgcttc 501 
lie Lys Glu Val Pro Gly Thr Lys Gly Ser Pro * 
40 45 

aaaaaaacct gaggaatgga gtgggccaac actatccagc cactctgacc agecgaacga. 561 

ggaactcaat caaaatgagc catageggga ccacaagggc aaggagacca ccaccttctc 621 

cagtctctct tcggacagcc agtaattccc gggcaaggee agagacttca agtctatctg 681 

aaaagtctcc agaggtctaa ccccagataa atagecaaca gggtgtagag tacattttac 741 

accccaaaga gtgtgcccca tggtgatgaa aataaagtga acatgttgca aactgaaaaa 801 
aaaaa 

806 



<210> 980 
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<211> 842 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (341) . . (523) 
<400> 980 

accacgaggt cacggtaagg gtggaaccag gattctgccc ggatggggat ctggcatggg 60 

ggggtggggg gttgatttgg gaagcagagc acagcagccc aaatttgctt gtaatgtcgg 120 

cggctacaga ggaaaggcca agaatggaca gattaataaa gggccatcta caagccacga 180 

ataaggccat caccagaagc caaccccgcc agtccttgat ctaggacttc cagacttcaa 240 

aacttttcta gcctgctggc ctgccttcac tgtcctgggg gagacttgga gagaccaggt 300 

ggactggagt agactgttga gagacgctgg tctggtgaag atg tec agg aaa cca 355 

Met Ser Arg Lys Pro 
1 5 

cga gcc tec age cca ttg tec aac aac cac cca cca aca cca aag agg 4 03 

Arg Ala Ser Ser Pro Leu Ser Asn Asn His Pro Pro Thr Pro Lys Arg 

10 15 20 

cga gga agt gga agg cat cct etc ate cct ggc cca gaa gcc eta tea 451 
Arg Gly Ser Gly Arg His Pro Leu lie Pro Gly Pro Glu Ala Leu Ser 

25 30 35 

aag ttc cca aga caa ccc gga agg gaa aag gga ccc ate aag gaa gtt 499 
Lys Phe Pro Arg Gin Pro Gly Arg Glu Lys Gly Pro He Lys Glu Val 
40 45 50 

cca gga aca aaa ggc tct ccc taa aagaccgccg cttcaaaaaa acctgaggaa 553 
Pro Gly Thr Lys Gly Ser Pro * 
55 60 

tggagtgggc caacactatc cagccactct gaccagccga acgaggaact caatcaaaat 613 

gagecatage gggaccacaa gggcaaggag accaccacct tctccagtct ctcttcggac 673 

agecagtaat tcccgggcaa ggecagagae ttcaagtcta tctgaaaagt ctccagaggt 73 3 

ctaaccccag ataaatagee aacagggtgt agagtacatt ttacacccca aagagtgtgc 793 

cccatggtga tgaaaataaa gtgaacatgt tgcaaactga aaaaaaaaa 842 



<210> 981 

<211> 1805 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (1517) 

<400> 981 

actgggaa atg tgc agg att ctg aat gat gag get gcc tgg aat gag ttg 50 
Met Cys Arg He Leu Asn Asp Glu Ala Ala Trp Asn Glu Leu 
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gcc aga get tgt eta cat cac atg gaa gtg gag ttt gca ate cgt gtt 98 
Ala Arg Ala Cys Leu His His Met Glu Val Glu Phe Ala He Arg Val 
15 20 25 30 

tat egg aga att gga aat gtt ggc ata gtg atg tec ttg gaa caa ata 146 
Tyr Arg Arg He Gly Asn Val Gly He Val Met Ser Leu Glu Gin He 

35 40 45 

aag gga ata gag gac tac aat ctt ttg gca gga cac ctt gcc atg ttt 194 
Lys Gly He Glu Asp Tyr Asn Leu Leu Ala Gly His Leu Ala Met Phe 

50 55 60 

acc aac gat tat aac ctg get cag gac ttg tac ctt gca tec age tgt 242 
Thr Asn Asp Tyr Asn Leu Ala Gin Asp Leu Tyr Leu Ala Ser Ser Cys 
65 70 75 

cct att get gcc ctg gag atg aga agg gat tta cag cat tgg gac agt 290 
Pro He Ala Ala Leu Glu Met Arg Arg Asp Leu Gin His Trp Asp Ser 
80 85 90 

get eta caa ctg gca aag cat ttg gcc cca gac cag ata cct ttt ata 338 
Ala Leu Gin Leu Ala Lys His Leu Ala Pro Asp Gin He Pro Phe He 
95 100 105 110 

tea aaa gaa tat get att cag ctt gaa ttc gcg ggt gat tat gta aat 386 
Ser Lys Glu Tyr Ala He Gin Leu Glu Phe Ala Gly Asp Tyr Val Asn 

115 120 125 

get ttg get cat tat gag aaa gga ata aca ggt gat aat aag gaa cat 434 
Ala Leu Ala His Tyr Glu Lys Gly He Thr Gly Asp Asn Lys Glu His 

130 135 140 

gat gaa get tgt ctg get gga gtg gcc cag atg tec ata aga atg gga 482 
Asp Glu Ala Cys Leu Ala Gly Val Ala Gin Met Ser He Arg Met Gly 
145 150 155 

gac ata cgt cga ggg gtt aac caa gcc etc aag cat ccc age agg gtc 530 
Asp He Arg Arg Gly Val Asn Gin Ala Leu Lys His Pro Ser Arg Val 
160 165 170 

ctt aaa aga gac tgt gga gcc ata ttg gag aat atg aag caa ttt tea 578 
Leu Lys Arg Asp Cys Gly Ala He Leu Glu Asn Met Lys Gin Phe Ser 
175 180 185 190 

gaa gcg gcc caa ctg tat gaa aaa ggt etc tac tac gat aaa gca gca 626 
Glu Ala Ala Gin Leu Tyr Glu Lys Gly Leu Tyr Tyr Asp Lys Ala Ala 

195 200 205 

tct gtt tac ate cgc tct aag aat tgg gca aaa gtt ggt gat ctt ctg 674 
Ser Val Tyr He Arg Ser Lys Asn Trp Ala Lys Val Gly Asp Leu Leu 

210 215 220 

ccc cac gtt tct tct cct aag ate cat ttg cag tat gcc aaa gcc aag 722 
Pro His Val Ser Ser Pro Lys He His Leu Gin Tyr Ala Lys Ala Lys 
225 230 ~ 235 

gaa gca gat gga aga tac aaa gaa get gtt gta get tat gaa aat gca 770 
Glu Ala Asp Gly Arg Tyr Lys Glu Ala Val Val Ala Tyr Glu Asn Ala 
240 245 250 

aaa cag tgg caa agt gta ate cgc ate tat ctg gat cac etc aat aat 818 
Lys Gin Trp Gin Ser Val He Arg He Tyr Leu Asp His Leu Asn Asn 
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cct gaa aaa get gtc aat att gtt aga gag acc cag tct ctg gat gga 866 
Pro Glu Lys Ala Val Asn lie Val Arg Glu Thr Gin Ser Leu Asp Gly 

275 280 285 

gec aaa atg gta gec agg ttt ttt eta cag ctt ggt gac tat ggg tct 914 
Ala Lys Met Val Ala Arg Phe Phe Leu Gin Leu Gly Asp Tyr Gly Ser 

290 295 300 

gec ate cag ttt ctt gtc atg tec aaa tgc aac aat gaa get ttc aca 962 
Ala He Gin Phe Leu Val Met Ser Lys Cys Asn Asn Glu Ala Phe Thr 
305 310 315 

ctg get cag caa cac aac aaa atg gaa ate tat gca gat att att ggt 1010 
Leu Ala Gin Gin His Asn Lys Met Glu He Tyr Ala Asp He He Gly 
320 325 330 

tct gaa gac act act aat gaa gac tat caa age att gec tta tac ttt 1058 
Ser Glu Asp Thr Thr Asn Glu Asp Tyr Gin Ser He Ala Leu Tyr Phe 
335 340 345 350 

gaa gga gaa aag aga tat ctt cag get gga aaa ttc ttc ttg ctg tgt 1106 
Glu Gly Glu Lys Arg Tyr Leu Gin Ala Gly Lys Phe Phe Leu Leu Cys 

355 360 365 

ggc caa tat tea cga gca ctt aaa cac ttc ctg aaa tgc cca age teg 1154 
Gly Gin Tyr Ser Arg Ala Leu Lys His Phe Leu Lys Cys Pro Ser Ser 

370 375 380 

gaa gat aat gtg gca at a gaa atg gca att gaa act gtt ggt cag gee 1202 
Glu Asp Asn Val Ala He Glu Met Ala He Glu Thr Val Gly Gin Ala 
385 390 395 

aaa gat gaa ctg ctg acc aat cag ctg ata gac cat etc ctg ggg gag 1250 
Lys Asp Glu Leu Leu Thr Asn Gin Leu He Asp His Leu Leu Gly Glu 
400 405 410 

aac gat age atg cct aag gat gee aag tac ctg ttc cgc ttg tac atg 1298 
Asn Asp Ser Met Pro Lys Asp Ala Lys Tyr Leu Phe Arg Leu Tyr Met 
415 420 425 430 

get ctg aag caa tac cga gaa get gee cag act gee ate ate att gee 1346 
Ala Leu Lys Gin Tyr Arg Glu Ala Ala Gin Thr Ala He He He Ala 

435 440 445 

aga gaa gag cag tct gca ggc aac tac egg aat gca cac gat gtt etc 1394 
Arg Glu Glu Gin Ser Ala Gly Asn Tyr Arg Asn Ala His Asp Val Leu 

450 455 460 

ttc agt atg tat gca gaa ctg aaa tec cag aag ate aaa att ccc tec 1442 
Phe Ser Met Tyr Ala Glu Leu Lys Ser Gin Lys He Lys He Pro Ser 
465 470 475 

gag atg gee acc aac etc atg att ctg cac age tat ata eta gta aga 1490 
Glu Met Ala Thr Asn Leu Met He Leu His Ser Tyr He Leu Val Arg 
480 485 490 

ttc atg tta aaa atg gag ate aca tga aaggg gctcgcatgc teattegggt 1542 
Phe Met Leu Lys Met Glu He Thr * 
495 500 

ggccaacaac atcagcaaat ttccatcaca cattgtaccc atectgaegt caactgtgat 1602 



2719 



WO 01/57190 " PCT/US01/04098 

tgagtgtcac agggcaggcc tgaagaactc tgctttcagc ttcgcagcta tgttgatgag 1662 

gcctgaatac cgcagcaaaa tagatgccaa atacaaaaag aagatcgagg gaatggtcag 1722 

gagacccgat atatctgaga tagaagaggc cacgactcca tgtccattct gcaaatttct 1782 

tctcccagag agagaactcc tea 1805 



<210> 982 

<211> 1252 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (231) . . (1202) 
<400> 982 

tattttgaag ctgtttaccc tcgcagctct ctgactggca cccctgcctg cctgcccggc 60 

cctgcacaac atgcagccct ccggcctcga gggtcccggc acgtttggtc ggtggcctct 120 

gctgagtctg ctgctcctgc tgetgetget ccagcctgta acctgtgcct acaccacgcc 180 

aggccccccc cagagccctc accacgctgg gcgcccccag agcccacacc atg ccg 236 

Met Pro 
1 

ggc acc tac get ccc teg acc aca etc agt agt ccc age acc cag ggc 2 84 

Gly Thr Tyr Ala Pro Ser Thr Thr Leu Ser Ser Pro Ser Thr Gin Gly 
5 10 15 

ctg caa gag cag gca egg gcc ctg atg egg gac ttc ccg etc gtg gac 332 
Leu Gin Glu Gin Ala Arg Ala Leu Met Arg Asp Phe Pro Leu Val Asp 
20 25 30 

ggc cac aac gac ctg ccc ctg gtc eta agg cag gtt tac cag aaa ggg 380 
Gly His Asn Asp Leu Pro Leu Val Leu Arg Gin Val Tyr Gin Lys Gly 
35 40 45 50 

eta cag gat gtt aac ctg cgc aat ttc age tac ggc cag acc age ctg 42 8 

Leu Gin Asp Val Asn Leu Arg Asn Phe Ser Tyr Gly Gin Thr Ser Leu 

55 60 65 

gac agg ctt aga gat ggc etc gtg ggc gcc cag ttc tgg tea gcc tat 476 
Asp Arg Leu Arg Asp Gly Leu Val Gly Ala Gin Phe Trp Ser Ala Tyr 

70 75 80 

gtg cca tgc cag acc cag gac egg gat gcc ctg cgc etc acc ctg gag 524 
Val Pro Cys Gin Thr Gin Asp Arg Asp Ala Leu Arg Leu Thr Leu Glu 
85 90 95 

cag att gac etc ata cgc cgc atg tgt gcc tec tat tct gag ctg gag 572 
Gin lie Asp Leu lie Arg Arg Met Cys Ala Ser Tyr Ser Glu Leu Glu 
100 105 110 

ctt gtg acc teg get aaa get ctg aac gac act cag aaa ttg gcc tgc 620 
Leu Val Thr Ser Ala Lys Ala Leu Asn Asp Thr Gin Lys Leu Ala Cys 
115 120 125 130 

etc ate ggt gta gag ggt ggc cac teg ctg gac aat age etc tec ate 668 
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Leu lie Gly Val Glu Gly Gly His Ser Leu Asp Asn Ser Leu Ser lie 

135 140 145 

tta cgt acc ttc tac atg ctg gga gtg cgc tac ctg acg etc acc cac 716 

Leu Arg Thr Phe Tyr Met Leu Gly Val Arg Tyr Leu Thr Leu Thr His 

150 155 160 

acc tgc aac aca ccc tgg gca gag age tec get aag ggc gtc cac tec 764 

Thr Cys Asn Thr Pro Trp Ala Glu Ser Ser Ala Lys Gly Val His Ser 
165 170 175 

ttc tac aac aac ate age ggg ctg act gac ttt ggt gag aag gtg gtg 812 

Phe Tyr Asn Asn lie Ser Gly Leu Thr Asp Phe Gly Glu Lys Val Val 
180 185 190 

gca gaa atg aac cgc ctg ggc atg atg gta gac tta tec cat gtc tea 860 

Ala Glu Met Asn Arg Leu Gly Met Met Val Asp Leu Ser His Val Ser 

195 200 205 210 



gat get gtg gca egg egg gec ctg gaa gtg tea cag gca cct gtg ate 908 
Asp Ala Val Ala Arg Arg Ala Leu Glu Val Ser Gin Ala Pro Val lie 

215 220 * 225 

ttc tec cac teg get gee egg ggt gtg tgc aac agt get egg aat gtt 956 
Phe Ser His Ser Ala Ala Arg Gly Val Cys Asn Ser Ala Arg Asn Val 

230 235 240 

cct gat gac ate ctg cag ctt ctg aag aag aac ggt ggc gtc gtg atg 1004 
Pro Asp Asp lie Leu Gin Leu Leu Lys Lys Asn Gly Gly Val Val Met 
245 250 255 

gtg tct ttg tec atg gga gta ata cag tgc aac cca tea gee aat gtg 1052 
Val Ser Leu Ser Met Gly Val lie Gin Cys Asn Pro Ser Ala Asn Val 
260 265 270 

tec act gtg gca gat cac ttc gac cac ate aag get gtc att gga tec 1100 
Ser Thr Val Ala Asp His Phe Asp His lie Lys Ala Val lie Gly Ser 
275 280 285 290 

aag ttc ate ggg att ggt gga gat tat gat ggg gee ggc aag tac agg 1148 
Lys Phe lie Gly lie Gly Gly Asp Tyr Asp Gly Ala Gly Lys Tyr Arg 

295 300 305 

aag aaa aca aag tgc aaa gee cct tgg agg aca agt tec egg atg age 1196 
Lys Lys Thr Lys Cys Lys Ala Pro Trp Arg Thr Ser Ser Arg Met Ser 

'310 315 320 

age tga gcagttcctg ccactccgac ctctcacgtc tgegtcagag acagagtctg 1252 
Ser * 



<210> 983 

<211> 1608 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (49) . . (1608) 



2721 



WO 01/57190 PCT/US01/04098 
<400> 983 

cgaggccgcc caacaccaac actggagaag aagaaaaaac ctcatttg atg gcg gaa 57 

Met Ala Glu 
1 



gat gaa cct tea ggg goc etc ttg aag ccg ctg gtt ttt cgc gtt gac 
Asp Glu Pro Ser Gly Ala Leu Leu Lys Pro Leu Val Phe Arg Val Ld 
5 10 15 

JS 3 r ^ C ° Cg 9Ct 9t9 gtg Caa agc 9 tc ctc ctg gag agg ggg tgq 
Glu Thr Thr Pro Ala Val Val Gin Ser Val Leu Leu Glu Arg lly 

25 30 35 

aat aag ttt gat aag eag gag cag aac gcg gag gac tgg aac ctg tac 
Asn Lys Phe Asp Lys Gin Glu Gin Asn Ala Glu Asp Trp Asn Leu Tyr 

40 45 50 

tgg agg aca tec tct ttc cga atg acc gaa cac aac agt gtt aaa ccg 
Trp Arg Thr Ser Ser Phe Arg Met Thr Glu His Asn Ser Val Lys Pro 

55 60 65 

tgg cag cag eta aac cac cac cct gga acc acc aag ctt acc agg aaa 
Trp Gin Gin Leu Asn His His Pro Gly Thr Thr Lys Leu Thr Arg Lys 
70 7 5 80 

f a « ~ 9t T ttg g '? c aaa cac ctg aag cac atg a s g a gg afc g ta t ggc act 

Asp Cys Leu Ala Lys His Leu Lys His Met Arg Arg Met Tyr Gly Thr 
85 90 95 

tec ctg tac cag ttc ate ccc ctg acg ttc gtc atg ccc aat gac tat 
Ser Leu Tyr Gin Phe He Pro Leu Thr Phe Val Met Pro Asn Asp Tyr 
100 105 110 y J 5 

It" 9 f 933 taC tfct ° ag gag agg ca 9 at 9 ctg ggc acc 

Thr Lys Phe Val Ala Glu Tyr Phe Gin Glu Arg Gin Met Leu Gly Thr 

120 125 130 

aag cat age tat tgg att tgc aag cct get gag tta tct cgt ggg agg 
Lys His Ser Tyr Trp He Cys Lys Pro Ala Glu Leu Ser Arg Gl? Ara 

135 140 145 

ggg ata eta att ttc agt gac ttt aaa gac ttc ate ttt gat gat atg 
Gly He Leu He Phe Ser Asp Phe Lys Asp Phe He Phe Asp Asp Met 
150 155 160 

%Z ril S? of 9 f aa tat atC tCC aat CCt tta ctt att ggc aga tat 
Tyr He Val Gin Lys Tyr He Ser Asn Pro Leu Leu He Gly Arg Tyr 

165 170 175 

aaa tgt gat etc cgc ate tat gtt tgt gtt act ggc ttt aag cct ttg 
Lys Cys Asp Leu Arg He Tyr Val Cys Val Thr Gly Phe Lys Pro Leu 
180 185 190 Y 195 

a * c a !r fc l at gtt tat cag gaa ggg ttg gtt c gg fctt gec acg gaa aag 

Thr He Tyr Val Tyr Gin Glu Gly Leu Val Arg Phe Ala Thr Glu Lys 

200 205 210 

ttt gac etc agt aat ttg caa aac aat tat gec cat ttg acc aac age 
Phe Asp Leu Ser Asn Leu Gin Asn Asn Tyr Ala His Leu Thr Asn Ser 

215 220 225 

age ate aat aaa tec ggg gec tct tat gag aag ate aaa gaa gtg att 
Ser He Asn Lys Ser Gly Ala Ser Tyr Glu Lys He Lys Glu Val He 
230 235 2 4o 



105 



153 



201 



249 



297 



345 



393 



441 



489 



537 



585 



633 



681 



1 

729 



777 
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ggt cat ggt tgt aaa tgg acg etc age aga ttt ttt tec tac ctt cgt 825 
Gly His Gly Cys Lys Trp Thr Leu Ser Arg Phe Phe Ser Tyr Leu Arg 
245 250 255 

age tgg gat gtg gac gat ctg ctt ttg tgg aag aaa ate cac cgc atg 873 
Ser Trp Asp Val Asp Asp Leu Leu Leu Trp Lys Lys lie His Arg Met 
260 265 270 275 

gtt att etc ace att etc gee att gca cca tct gtc ccc ttt get gee 921 
Val lie Leu Thr He Leu Ala He Ala Pro Ser Val Pro Phe Ala Ala 

280 285 290 

aat tgc ttt gag etc ttt ggg ttt gat att ttg att gat gac aac ttg 969 
Asn Cys Phe Glu Leu Phe Gly Phe Asp He Leu lie Asp Asp Asn Leu 

295 300 ~ 305 

aaa cca tgg ctt tta gag gtc aac tac age cca gee ttg ace ttg gat 1017 
Lys Pro Trp Leu Leu Glu Val Asn Tyr Ser Pro Ala Leu Thr Leu Asp 
310 315 320 

tgt tea aca gat gtg ttg gtg aag aga aaa ctt gtc cat gat att att 1065 
Cys Ser Thr Asp Val Leu Val Lys Arg Lys Leu Val His Asp He He 
325 330 * 335 

gac ctg att tac tta aat ggt eta aga aat gag ggg aga gaa gee agt 1113 
Asp Leu He Tyr Leu Asn Gly Leu Arg Asn Glu Gly Arg Glu Ala Ser 
340 345 350 355 

aat gee aca cat gga aat tec aac ate gac get gca aaa agt gac aga 1161 
Asn Ala Thr His Gly Asn Ser Asn He Asp Ala Ala Lys Ser Asp Arg 

360 365 370 

ggt ggg ctt gat get cct gac tgt ctt cct tat gat tct ctt teg ttc 1209 
Gly Gly Leu Asp Ala Pro Asp Cys Leu Pro Tyr Asp Ser Leu Ser Phe 

375 380 385 

aca age aga atg tac aac gag gat gac tct gtg gtg gag aaa get gtg 1257 
Thr Ser Arg Met Tyr Asn Glu Asp Asp Ser Val Val Glu Lys Ala Val 
390 395 400 

agt gtg cgt cct gaa get gca cct gee tec cag ctg gaa gga gag atg 1305 
Ser Val Arg Pro Glu Ala Ala Pro Ala Ser Gin Leu Glu Gly Glu Met 
405 410 415 

agt ggg cag gat ttt cat ctg tea aca agg gag atg cca caa age aag 1353 
Ser Gly Gin Asp Phe His Leu Ser Thr Arg Glu Met Pro Gin Ser Lys 
420 425 430 435 

ccc aag tta egg age agg cac acg cct cac aag aca etc atg ccc tac 1401 
Pro Lys Leu Arg Ser Arg His Thr Pro His Lys Thr Leu Met Pro Tyr 

440 445 450 

gcg tec etc ttc cag teg cac tec tgc aag ace aag ace tec ccg tgt 1449 
Ala Ser Leu Phe Gin Ser His Ser Cys Lys Thr Lys Thr Ser Pro Cys 

455 460 465 

gtc ctg tea gac cgt ggc aaa get cca gat ccc caa gca ggc aac ttt 1497 
Val Leu Ser Asp Arg Gly Lys Ala Pro Asp Pro Gin Ala Gly Asn Phe 
470 475 480 

gtt ctt gtt ttt cct ttc aat gaa gca act etc gga get tec agg aat 1545 
Val Leu Val Phe Pro Phe Asn Glu Ala Thr Leu Gly Ala Ser Arg Asn 
485 490 495 
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gga tta aat gtc aaa aga ata ate caa gag etc cag aaa eta atg aat 1593 
Gly Leu Asn Val Lys Arg lie lie Gin Glu Leu Gin Lys Leu Met Asn 
500 505 510 515 

aag caa cat tec taa 1608 
Lys Gin His Ser * 

520 



<210> 984 

<211> 1891 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (362) . . (1084) 
<220> 

<221> misc_f eature 
<222> (1) . . . (1891) 
<223> n = a,t,c or g 

<400> 984 

ctggtggaat tcgaagcaaa gggtgtagct gatgtgcaga ttgggattga atgtgggaat 60 

gagggtgtga tgggagtgat tggaaatatt gcagccctgc atagtctcca tcagggatgt 120 

gacaaagtgg ataatctcta ecaegtgaga aacttccaac attacttgea aatcagattt 180 

aatgaataaa ataaagctgt agcacttggc acattcattg ggacccttac ccaaacatta 240 

tcaatattgt gtacgttatc tttattatca ggtcacaaaa gatgtcataa aagaatttgc 300 

agatgaegge gtcaagtacc tggaactaag gagcacaccc agaagagaaa atgctactgg 360 

a atg act aaa aag act tat gtg gaa tct ata ctt gaa ggt ata aaa 406 
Met Thr Lys Lys Thr Tyr Val Glu Ser lie Leu Glu Gly He Lys 
15 10 15 

cag tec aaa caa gaa aac ttg gac att gat gtt agg tat ttg ata gca 454 
Gin Ser Lys Gin Glu Asn Leu Asp He Asp Val Arg Tyr Leu He Ala 

20 25 30 

gtt gac aga aga ggt ggc cct tta gta gee aag gag act gta aaa ctt 502 
Val Asp Arg Arg Gly Gly Pro Leu Val Ala Lys Glu Thr Val Lys Leu 

35 40 45 

gec gag gag ttc ttc ctt tct act gag ggt aca gtt ctt ggc ctt gac 550 
Ala Glu Glu Phe Phe Leu Ser Thr Glu Gly Thr Val Leu Gly Leu Asp 
50 55 60 

etc agt gga gac cct act gta gga caa gca aaa gac ttc ttg gaa cct 598 
Leu Ser Gly Asp Pro Thr Val Gly Gin Ala Lys Asp Phe Leu Glu Pro 
65 70 75 

ctt tta gaa get aag aaa gca ggt ctg aag tta gca ttg cat ctt tea 646 
Leu Leu Glu Ala Lys Lys Ala Gly Leu Lys Leu Ala Leu His Leu Ser 
80 85 90 95 
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gag att cca aac caa aaa aaa gaa aca caa ata etc ctg gat ctg ctt 694 
Glu He Pro Asn Gin Lys Lys Glu Thr Gin He Leu Leu Asp Leu Leu 

100 105 110 

cct gac aga ate ggg cat gga aca ttt etc aac tec ggt gag gga gga 742 
Pro Asp Arg He Gly His Gly Thr Phe Leu Asn Ser Gly Glu Gly Gly 

115 120 125 

tec ctg gat ctg gtg gac ttt gtg agg caa cat egg ata cca ctg gaa 790 
Ser Leu Asp Leu Val Asp Phe Val Arg Gin His Arg He Pro Leu Glu 
130 135 140 

etc tgt ttg acc tea aac gtc aaa agt cag aca gtt cca tct tat gac 83 8 

Leu Cys Leu Thr Ser Asn Val Lys Ser Gin Thr Val Pro Ser Tyr Asp 
145 150 155 

cag cac cat ttc gga ttc tgg tac age att gcc cat cct tct gtg ate 886 
Gin His His Phe Gly Phe Trp Tyr Ser He Ala His Pro Ser Val He 
160 165 170 175 

tgt act gat gat aag ggt gtt ttt gca aca cac ctt tct caa gag tac 934 
Cys Thr Asp Asp Lys Gly Val Phe Ala Thr His Leu Ser Gin Glu Tyr 

180 185 190 

cag ctg gca get gaa aca ttt aat ttg acc cag tct cag gtg tgg gat 982 
Gin Leu Ala Ala Glu Thr Phe Asn Leu Thr Gin Ser Gin Val Trp Asp 

195 200 205 

ctg tct tat gaa tec ate aac tac ate ttt get tct gac age acc aga 1030 
Leu Ser Tyr Glu Ser He Asn Tyr He Phe Ala Ser Asp Ser Thr Arg 
210 215 220 

tct gaa ctg agg aag aaa tgg aat cac ctg aag ccc aga gtg tta cat 1078 
Ser Glu Leu Arg Lys Lys Trp Asn His Leu Lys Pro Arg Val Leu His 
225 230 235 

att taa gctataatga ggtgaactac ttctgagtat gtgtttcaat caagttcctg 1134 

He * 

240 

1194 
1254 
1314 
1374 
1434 
1494 
1554 
1614 
1674 
1734 
1794 
1854 



ccatatccca 


cttagtaaaa 


cagtccacca 


ctcctttgaa 


gcatagcaac 


caagttcctt 


gggctctatc 


accagcacct 


tacacatggc 


agg tact cag 


taaatacgtg 


tcttcaactg 


actcacaagc 


tctcaggtgc 


ttactgggtg 


ggacttgact 


gttgttgcta 


attaaatccc 


cattccacca 


gtgattattg 


tgactcagca 


gtccttccct 


attagtgatc 


ataaaatttc 


agggaaatcg 


aagtttctca 


tcaggaaatg 


ttttggaatt 


actagtataa 


agttaggaaa 


gtggggaaat 


taggttactg 


ccgagacctt 


taagecttet 


aaacagcttt 


atattttatt 


gtgeataett 


taatcagact 


cccttcactc 


gctttaagtt 


tttaaaagta 


ttccccagcc 


ggatgtgatg 


gctcatgcct 


gtaatcccag 


cactttggga 


agecaaagtg 


ggcagattgc 


ttgatcctag 


gagttcagta 


geagectagg 


caacatggag 


aaaccctgtc 


tctacaaaaa 


caaaaaaaca 


aaaaaccgga 


aattagtcag 


gcacggtggt 


acacacctgt 


agtcccagcc 


accagggagg 


ctaaggtggg 


aggagacctg 


atcccagggg 


atgtttgagg 


ctgcagtgag 


ctggagtgca 


gtgacatgat 


cacagatcac 


tgeagcttte 


agttttaaaa 


cagcttttat 
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<210> 985 
<211> 133 
<212> PRT 

<213> Homo sapiens 



<400> 985 



Met 


Leu 

■*~-M >mm* V* 


Leu 


Arcr Met 


Ser 


Glu His Arcr 


Asn Glu Ala 


Leu Glv Asn Tvx 


j. 






c 

3 






j.u 


X D 


Leu 


Glu 


Met 


Arg Leu 


Lys 


Ser Ser Phe 


Leu Arg Gly 


Leu Gly Ser Trp 








20 




25 




30 


Lys 


Ser 


Asn 


Pro Leu 


Arg 


Leu Gly Gly 


Trp Thr He 


Leu Leu Thr Leu 






35 






40 




45 


Thr 


Met 


Gly 


Gin Gly 


Glu 


Pro Gly Gly 


Pro Gin Gly 


Asp Pro Trp Val 




50 








55 


60 




Pro 


His 


Glu 


Leu Leu 


Leu 


Pro Ser Leu 


Cys Asp Ser 


Ser His Ala Ser 


65 








70 




75 


80 


Ser 


Trp 


Gly 


Ser Gly 


Ser 


He Thr Cys 


Ala Trp Arg 


Gly Gly Asp Ser 














90 


95 


Ser 


Ser 


His 


Pro .Leu 


Val 


Ser Gly His 


He Leu Ser 


Asn Ser Pro Val 








100 




105 




110 


Ala 


Ala 


Val 


Met Cys 


Ser 


Ser Met Gly 


Thr His Leu 


Ser Pro Phe Lys 






115 






120 




125 


Gly 


Thr 


Leu 


Leu * 












130 




132 











<210> 986 

<211> 851 

<212> PRT 

<213> Homo sapiens 



<400> 986 



Lys 


Ala 


He 


Arg 


Met 


Phe 


Lys Cys Trp 


Ser 


Val Val 


Leu Val Leu Gly 


1 








5 






10 




15 


Phe 


He 


Phe 


Leu 


Glu 


Ser 


Glu Gly Arg 


Pro 


Thr Lys 


Glu Gly Gly Tyr 








20 






25 






30 


Gly 


Leu 


Lys 


Ser 


Tyr 


Gin 


Pro Leu Met 


Arg 


Leu Arg 


His Lys Gin Glu 






35 








40 






45 


Lys 


Asn 


Gin 


Glu 


Ser 


Ser 


Arg Val Lys 


Gly Phe Met 


He Gin Asp Gly 




50 










55 




60 




Pro 


Leu 


Gly 


Ser 


Cys 


Glu 


Asn Lys Tyr 


Cys 


Gly Leu 


Gly Arg His Cys 


65 










70 






75 


80 


Val 


Ala 


Ser 


Arg 


Glu 


Thr 


Gly Gin Ala 


Glu 


Cys Ala 


Cys Met Asp Leu 










85 






90 




95 


Cys 


Lys 


Arg 


His 


Tyr 


Arg 


Pro Val Cys 


Gly Ser Asp 


Gly Glu Phe Tyr 








100 






105 






110 


Glu 


Asn 


His 


Cys 


Glu 


Val 


His Arg Ala 


Ala 


Cys Leu 


Lys Lys Gin Lys 






115 








120 






125 


He 


Thr 


He 


Val 


His 


Asn 


Glu Asp Cys 


Phe 


Phe Lys 


Gly Asp Lys Cys 




130 










135 




140 




Lys 


Thr 


Thr 


Glu 


Tyr 


Ser 


Lys Met Lys 


Asn 


Met Leu 


Leu Asp Leu Gin 


145 










150 






155 


160 


Asn 


Gin 


Lys 


Tyr 


He 


Met 


Gin Glu Asn 


Glu 


Asn Pro 


Asn Gly Asp Asp 










165 






170 




175 


He 


Ser 


Arg 


Lys 


Lys 


Leu 


Leu Val Asp 


Gin 


Met Phe 


Lys Tyr Phe Asp 








180 






185 






190 


Ala 


Asp 


Ser 


Asn 


Gly 


Leu 


Val Asp He 


Asn 


Glu Leu 


Thr Gin Val He 






195 








200 






205 
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Lys Gin Glu Glu 
210 

Leu Leu Lys Tyr 
225 

Glu Phe Tyr Arg 

Gin Lys Leu Ser 

260 

Ser Cys Ala lie 
275 

Asn Asn lie lie 
290 

Gly Asp Asp Gly 
305 

Gly Asn Tyr Thr 

His He Phe Gin 

340 

. Ser Gin Ala Arg 
355 

Glu Gly He Pro 
370 

He Thr Pro Lys 
385 

Glu Val His He 

Cys He Ala Lys 

420 

Phe Val Glu Asp 
435 

Glu Glu Gly Leu 
450 

Gly He Lys Val 
465 

Lys Pro Ser Glu 

Ala Glu Gly Asp 

500 

Val Lys Asp Lys 
515 

Leu He Val Asp 
530 

Asp Pro Val Pro 
545 

Trp Val Leu Ser 

Val He Thr Leu 

580 

Gin Pro Val Gly 
595 

Thr Thr Thr Leu 
610 

Lys Asp Glu Ala 
625 

He Lys Thr He 

Ala Tyr Thr His 

660 

Ser Thr Gly Ala 
675 

Ser Val He Gly 
690 

Pro Asp Gly His 
705 



Leu 


Gly 


Lys Asp 






215 


Asp 

XT 


Asp 


Phe Asn 




230 




Ala 


Phe 


Gin Val 


245 






He 


Thr 


Ala Ala 


Gin 


Gly 


Thr Leu 




• 


280 


Leu 


Asn 


Asn Leu 






295 


Ser 


Leu 


Tyr He 




310 




Cys 


Tyr 


Ala Asp 


325 






Val 


Asn 


Val Pro 


Glu 


Pro 


Gly Val 






360 


Lys 


Pro 


Gin Leu 






375 


Leu 


Ser 


Lys Gin 




390 




Ser 


Asn 


Val Arg 


405 






Asn 


Glu 


Ala Gly 


Ser 


Ala 


Arg Lys 






440 


Gly 


He 


Gly Asn 
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180 

Lys Arg 
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Arg Lys Glu 
195 

Glu Glu Arg 

210 
Asn Arg Pro 
225 

Glu Pro Val 

Val Pro Thr 

Leu Val Trp 
275 

Ser Ser Asp 

290 
Ala Arg Glu 
305 

Trp Val His 



Lys Ser 

Asn Glu 

Leu Lys 
245 
Thr Glu 
260 

Ser Lys 
Pro Gin 
Tyr His 



Glu Glu Leu 

Lys Gin Lys 
355 

Asp He Gly 

370 
Glu Arg He 
385 

Glu Ala Leu 



Glu Lys 
325 
Leu Ala 
340 

He Arg 
He Ala 
Glu Gin 



Ala Ser Glu His 

185 

Lys Lys Ser Asn 
200 

His Lys He Pro 
215 

Arg Val Asp Thr 
230 

Glu Glu Ala Pro 

Val Ser Thr Gly 

265 

Val Gly Thr Tyr 
280 

Leu Glu Val His 
295 

Val Gin Phe Phe 
310 

Arg Val Arg Glu 



Ser Ser 
170 

Thr Lys 

Lys His 

Lys Leu 

Val Ser 
235 
Val Gin 
250 

Val Lys 
Pro Trp 
Thr Lys 



Ser Gin 
405 

Lys Lys Thr Arg Arg 

420 

Gly Glu 



Thr Asn Ala 
435 

Arg His Ser 

450 
Pro Val Lys 
465 

Ala Ser He 

Met Ser Pro 

Thr Gly Asp 
515 

He Gly Asn 

530 
He Ser Thr 
545 

Ser Pro Glu 



Gin Arg 

He Ala 

Thr Met 
465 
Val Val 
500 

Gly Lys 
Lys Thr 
Pro Asn 



Glu Ala Thr Lys 

345 

Lys Pro Arg Pro 
360 

His Ala Glu Lys 
375 

Tyr Thr Phe He 
390 

Ala Lys Lys Ser 

Pro Arg Ser Val 

425 

Val Ala Ser Ser 
440 

Arg His Thr Ser 
455 

Trp Lys Thr Ala 
470 

His Lys Gly Ser 



Ser Asn 
315 
Tyr Lys 
330 

Gin Ala 

Gin Arg 

Ala Leu 

Tyr He 
395 
Val Ala 
410 

Leu Asn 



Leu Cys 

Ser Lys 

Asp Ser 
205 
Glu Pro 
220 

Glu Lys 

Pro He 

Phe Gin 

Trp Pro 
285 
He Asn 
300 

Gin Pro 



Gly Asp Leu 

175 
His Glu Ser 
190 

Ser Arg Ser 

Glu Glu Gin 

Pro Arg Glu 
240 

Leu Ser Ser 

255 
Val Gly Asp 
270 

Cys Met Val 
Thr Arg Gly 



Gly His 
Ser Asn 



Glu Arg Ala 
320 

Lys Gin Tyr 

335 
His Ser Glu 
350 

Ala Gin Trp 



Glu Arg 
365 

Lys Met Thr Arg Glu 
380 

Asp Lys 



Ser Lys 
Thr Gin 



Leu Ser 
Ala Glu 



Ala Thr 
565 

Gin Arg Arg Ser He 

580 

Lys Lys 



Val Val Pro 
595 

Gin Ala Thr 

610 
Val Gin Gly 
625 

Glu Glu Thr 



Val Lys 

Ser Val 

Val Asp 
645 



Lys He Glu Gin 

505 

Phe He Asp Gin 
520 

Glu He, Ser Val 
535 

Gin Arg Asn Glu 
550 

Ser Gly Ser Thr 

Arg Thr Arg Ser 

585 

Lys lie Lys Lys 
600 

Thr Gly Leu Gin 
615 

Arg Phe Ser Asp 
630 ' 
* 



Ala Ala 
475 
Leu Asp 
490 

Val Phe 

Phe Val 

Arg Gly 

Lys Pro 
555 
Gly Ser 
570 

Glu Ser 



Ser Thr 
445 
Glu Glu 
460 

Arg Lys 
Leu Gin 
Ala Leu 



Gin Pro Glu 
400 

Thr Glu Val 

415 
Pro Glu Gin 
430 

Glu He Arg 

Glu Pro Pro 

Ser Leu Pro 
480 

Lys Cys Asn 

495 
Gin Asn Ala 
510 

Thr Lys Gly 



Tyr Ser 
525 

Gin Asp Arg Leu He 
540 

Thr Gin 



Val Glu 
Glu Lys 



Glu Gin 

Lys Gly 

Ser Ser 
635 



Val Glu 
605 
Ser Ala 
620 

Val Ser 



Ser Val Ser 
560 

Lys Lys Gin 

575 
Ser Thr Glu 
590 

Thr Val Pro 

Asp Arg Gly 

Ala Ala He 
640 
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<210> 994 

<211> 456 

<212> PRT 

<213> Homo sapiens 



<400> 994 



Met 


Ser 


Ser 


Ser 


1 








Lys 


Leu 


Asn 


Ser 








20 


Thr 


His 


Asp 


Leu 






35 




Ala 


Gin 


His 


Val 




50 






Thr 


Asn 


Gin Lys 


65 








Val 


Met 


Arg 


Leu 


Phe 


Ser 


Gin 


Ser 








100 


Phe 


Phe 


Leu 


Ser 






115 




Asp 


Gly 


Arg 


Leu 




130 






Glv 


Gin 


Trp Asp 


145 








Pro 


Lvs 


Lys 


Cys 


Met 




Asp 


He 








180 


Ara 


Asn 


Leu 


Val 






195 




Gin 


Asp 


Val 


Met 




210 






Gly 


Asn 


Pro 


Pro 


225 








Asn 


Tyr 


Gin Lys 


His 


Val 


Lys 


Pro 








260 


Asp 


Pro 


Arg 


Pro 






275 




Leu 


Ser 


Asn 


Met 




290 






He 


Asp 


Phe 


Leu 


305 








Ala 


Val 


Trp 


Phe 


Gly 


Leu 


Ser Asp 








340 


Ser 


Leu 


Lys 


Asn 






355 




Leu 


Met 


Thr 


His 




370 






Gin 


Asp 


Gly Ala 


385 








Asp 


His 


Gly His 


Glu 


Tyr 


Val 


Tyr 








420 


Val 


Leu 


Ala 


Val 






435 





Gly 


Leu 


Asn 


Ser 


5 








Asp 

XT 


Pro 


Gin 


Phe 


Leu 


Asp 


He 


Cys 








40 


Phe 


Gin 


His 


Ala 






55 




Ser 


Ser 


Gly Arg 




70 






Pro 


Phe 


Met 


Lys 


85 








Tvr 


Leu 


Phe 


Phe 


Ala 


Phe 


Val 


Asp 








120 


Val 


Gin 


Phe 


Leu 






135 




Met 


Leu 


Val 


Asn 




150 






Phe 


Pro 


Glu 


Ser 


165 

\J 








Leu 


Asn 


His 


Lys 


His 


Ser Gly Ala 








200 


Met 


Glu 


Glu 


He 






215 




Glu 


Thr 


Phe 


Thr 




230 






He 


Gly Pro 


He 


245 








Leu 


Phe 


Asn 


Met 


Gin 


His 


Lys 


Tyr 








280 


Val 


Gly Gly Arg 






295 




Lys 


Lys 


Met 


Val 




310 






Glv 


Cys 


Asp 


Val 


325 








Met 


Asn 


Leu Tyr 


Met 


Asn 


Lys 


Ala 








360 


Ala 


Met 


Thr 


Phe 




i 


375 




Phe 


Thr 


Lys 


Trp 




390 






Lys 


Gly Tyr 


Leu 


405 








Glu 


Val 


Val 


Val 


Leu 


Glu 


Gin 


Glu 



440 



Glu Lys Val Ala 
10 

Val Leu Ala Gin 
25 

Leu Lys Arg Ala 

Val Pro Gin Glu 

60 

Cys Trp lie Phe 
75 

Lys Leu Asn lie 
90 

Trp Asp Lys Val 
105 

Thr Ala Gin Arg 

Leu Met Asn Pro 

140 

lie Val Glu Lys 
155 

Tyr Thr Thr Glu 
170 

Met Arg Glu Phe 
185 

Thr Lys Gly Glu 

Phe Arg Val Val 

220 

Trp Glu Tyr Arg 
235 

Thr Pro Leu Glu 
250 

Glu Asp Lys lie 
265 

Asn Lys Leu Tyr 

Lys Thr Leu Tyr 

300 

Ala Ala Ser He 
315 

Gly Lys His Phe 
330 

Asp His Glu Leu 
345 

Glu Arg Leu Thr 

Thr Ala Val Ser 

380 

Arg Val Glu Asn 
395 

Cys Met Thr Asp 
410 

Asp Arg Lys His 
425 

Pro lie lie Leu 



Ala 


Leu He 


Gin 




15 




Asn 


Val Gly 


Thr 




30 




Thr 


Val Gin 


Arg 


45 






Gly 


Lys Pro 


lie 


Ser 


Cys Leu 


Asn 






80 


Glu 


Glu Phe 


Glu 




95 




Glu 


Arg Cys 


Tyr 




110 




Lys 


Glu Pro 


Glu 


125 






Ala 


Asn Asp 


Gly 


Tvr 


Gly Val 


lie 






160 

■1* W V 


Ala 


Thr Arg 


Arg 




175 




Cys 


lie Arg 


Leu 




190 




lie 


Ser Ala 


Thr 


205 






Cys 


He Cys 


Leu 


Asp 


Lys Asp 


Lys 






240 


Phe 


Tyr Arg 


Glu 




255 




Cys 


Leu Val 


Asn 




270 




Thr 


Val Glu 


Tyr 


285 






Asn 


Asn Gin 


Pro 


Lys 


Asp Gly 


Glu 






320 


Asn 


Ser Lys 


Leu 




335 




Val 


Phe Gly 


Val 




350 




Phe 


Gly Glu 


Ser 


365 






Glu 


Lys Asp 


Asp 


Ser 


Trp Gly 


Glu 






400 


Glu 


Trp Phe 


Ser 




415 




Val 


Pro Glu 


Glu 




430 




Pro 


Ala Trp 


Asp 



445 
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<210> 995 

<211> 85 

<212> PRT 

<213> Homo sapiens 



<400> 995 
Met Arg Leu Arg 
1 

Thr Thr lie Leu 

20 

Lys Met Ser Phe 
35 

Ser Pro Phe Tyr 
50 

Lys Phe Tyr Leu 
65 

Lys Lys Met Thr 

84 



Phe Asn Asn Asp 
5 

Ser Ser Ala lie 

Glu Arg Cys Thr 

40 

Pro Arg Val Asp 
55 

Lys Cys Tyr Phe 
70 

* 



Arg Met Lys Thr 
10 

Leu Thr Phe Leu 
25 

Ala Arg Asn Lys 

Asn Tyr Cys Thr 

60 

Ser Leu Asn Thr 
75 



Thr lie Lys Glu 
15 

Thr Tyr Leu Met 
30 

Met Phe Val Asn 
45 

Ser Ser Trp Lys 

lie Lys Lys Glu 

80 



<210> 996 

<211> 801 

<212> PRT 

<213> Homo sapiens 



<400> 996 



Met 


Leu 


lie 


Gin 


Ser 


Glu Lys 


Lys 


Thr 


Gin Leu Ser Lys 


Thr Glu Ser 


l 








5 










10 


15 


Val 


Lys 


Glu 


Ser 


Glu 


Ser 


Leu 


Met 


Glu 


Phe Ala Gin Pro 


Glu He Gin 








20 










25 




30 


Pro 


Gin 


Glu 


Phe 


Leu 


Asn Arg Arg Tyr 


Met Thr Glu Val 


Asp Tyr Ser 






35 










40 




45 




Asn 


Lys 


Gin 


Gly 


Glu 


Glu 


Gin 


Pro 


Trp 


Glu Ala Asp Tyr 


Ala Arg Lys 




50 










55 






60 




Pro 


Asn 


Leu 


Pro 


Lys 


Arg 


Trp Asp Met 


Leu Thr Glu Pro 


Asp Gly Gin 


65 










70 








75 


80 


Glu 


Lys 


Lys 


Gin 


Glu 


Ser 


Phe 


Lys 


Ser 


Trp Glu Ala Ser 


Gly Lys His 










85 










90 


95 


Gin 


Glu 


Val 


Ser 


Lys 


Pro 


Ala 


Val 


Ser 


Leu Glu Gin Arg 


Lys Gin Asp 








100 










105 




110 


Thr 


Ser 


Lys 


Leu 


Arg 


Ser 


Thr 


Leu 


Pro 


Glu Glu Gin Lys 


Lys Gin Glu 






115 










120 




12 5 




lie 


Ser 


Lys 


Ser 


Lys 


Pro 


Ser 


Pro 


Ser 


Gin Trp Lys Gin 


Asp Thr Pro 




130 










135 






140 




Lys 


Ser 


Lys 


Ala 


Gly 


Tyr 


Val 


Gin 


Glu 


Glu Gin Lys Lys 


Gin Glu Thr 


145 










150 








155 


160 


Pro 


Lys 


Leu 


Trp 


Pro 


Val 


Gin 


Leu 


Gin 


Lys Glu Gin Asp 


Pro Lys Lys 










165 










170 


175 


Gin 


Thr 


Pro 


Lys 


Ser 


Trp 


Thr 


Pro 


Ser 


Met Gin Ser Glu 


Gin Asn Thr 








180 










185 




190 


Thr 


Lys 


Ser 


Trp 


Thr 


Thr 


Pro 


Met 


Cys 


Glu Glu Gin Asp 


Ser Lys Gin 






195 










200 




205 




Pro 


Glu 


Thr 


Pro 


Lys 


Ser 


Trp 


Glu 


Asn 


Asn Val Glu Ser 


Gin Lys His 




210 










215 






220 




Ser 


Leu 


Thr 


Ser 


Gin 


Ser 


Gin 


He 


Ser 


Pro Lys Ser Trp 


Gly Val Ala 


225 










230 








235 


240 
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Thr 


Ala 


Ser 


Leu 


He 


Pro 


Asn 


Asp 










245 








Thr 


Glu 


Pro 


Lys 


Asp 


Val 


Pro 


Lvs 








260 










Ser 


Ser 


Thr 


Leu 


Pro 


Lys 


Asp 


Pro 






275 










280 


Asp 


Leu 


Met 


Thr 


Gin 


He. 


Gin 


Glv 




290 










295 




Val 


Leu 


Asp 


Phe 


Asp 


Lys 


Pro 


Ser 


305 










310 






Pro 


Ser 


Ala 


Thr 


Pro 


Gly Ser 


Pro 










325 








Ser 


Ser 


Gin 


Ser 


Asp 


Phe 


Lieu 

J— J w IX 


Gin 








340 










Pro 


Val 


Thr 


Cvs 


Ser 






Ala 






355 










360 

W \J w 


Ser 


Ser 


Glv 


Ser 


Glu 


Thr 


Glu 


Phe 

X7 liw 




370 










375 




Ala 


He 


Pro 

A* X» 


Piro 


Glv 


Lys 


Gin 


Pro 

f -L. 


385 










390 






Pro 


Met 


Ala 


Lvs 


Glv 


Ser 


Glu 


Gin 










405 








Ser 

W X, 


Ser 


Ser 


Val 


Thr 

X 111. 


He 


Asn 


Thr 

X 111 








420 










Val 


Phe 


Asn 


Val 


nun 


Ala 


Pro 


ix 






435 










440 


Lvs 


Glu 

«M M 


Ser 


Pro 

x. x» 


Tvr 


Ser 


Pro 


Glv 




450 










455 




Ser 


Thr 

a * x x» 


Gin 


Thr 


Pro 

XT X* » 


Pro 


Gin 


w y *j 


465 










470 






Gin 


Thr 


Val 


His 

X X^k fc^ 


Ser 


Gin 


Glu 


Thr 










485 

*x u «■/ 








lie 


Gin 


Val 


Ser 


Asn 


Gly Ser 


Leu 








500 










Val 

V <— I .x. 


Phe 


Pro 




x7 x. 


Thr 


Gin 


Pro 






515 

—J *X* mJ 










52 0 

J V 


Arg 


Gly 

J: 


Cys 


Thr 


Arcr 


Gly Gly 


Arcr 




530 










535 




Pro 


Gly 


Gly 


Tvr 


Lvs 


Gly Phe 


Asp 


545 










550 






Ser 


Asn 


Glv 


Asn 


Tvr 


Ser 


Gin 


Leu 










565 








Glv 


Ala 


Pro 


Tvr 

* j 


Ser 


Gin Arg 


Cvs 








580 










Leu 


Leu 


Gly 


LVS 


Ala 


Arg 


He 


He 






595 










600 

W W w 


Gly 


His 


Leu 


Val 


Val 


His 


Glu 


Gin 




610 










615 




Arq 


Asp 


Asn 


Glu 


Thr 


Phe 


Asn 


Ser 


625 










630 






Arg 


Ser 


Met 


Thr 


Pro 


Val 


Asp 


Val 










645 








He 


Leu 


Pro 


Val 


His 


Val 


Tyr 


Pro 








660 










Phe 


Ser 


Ala 


Ala 


Ara 


Thr 


Ser 


Asn 






675 










680 

W W 


Pro 


He 


Val 


Phe 


Asp 


Leu 


Leu 


Leu 

XjJ W 




690 










695 




Leu 


Gin 


Leu 


Gly 


Arg 


Phe 


Asn 


Cys 


705 










710 






He 


Phe 


His 


Met 


Leu 


Lys 


Leu 


Ala 










72 5 








Leu 


Met 


Lys 


Asn 


Glu 


Glu 


Val 


Leu 



740 



Gin 

will 






Pro Arg Lys 


XJC IX 


A an 
nail 




250 










9 55 
6 j j 




Pro 

XT X- w 


Val 

V d-L 


His 


Gin 


Pro 


Val 


\3x y 


Cqv- 
O CI 


265 










270 






Val 


T.PU 




Lvs 


Glu 


xj y 


Tien 

XJC LX 


Gl n 










285 








Thr 
x iii> 


Cvs 


Ann 


Phe 

X. 44W 


Met 


Gin 

W X X A 


Gin 

OX IX 


Cpr 

0 CX 








300 










Ser 


Ala 


lie 


Pro 


Thr 

X X X Xa 


Ser 


Gin 

VUl 


Prn 






"^1 5 












Val 


Ala 


•>7CX 


Lvs 

xjy 0 


Glu 


Gin 




T.ei 1 

XJC U. 




330 










115 
jj j 




Glu 

\3 JL IX 


Pro 


X1C IX 


Gin 


Ala 

XX-*> VhX 


Thr 

X XXX 


cpr 

OCX 


ocx 


14 5 
j *± -j 










350 






\- y o 




V CLX 


X llX> 


Thr* 


Ion 


Gl n 


AT a 
Ala 










365 








Mc»f- 
nc L. 


1, 111. 


Gov 

OCX 


Glu 


Thr 

X 11X 


XT X W 




Al a 
nla 








380 

■m*t W W 










lJ C J. 


Cpr- 
OCX 


XJC u. 


Ala 


O WX 


Prn 


A an 
noil 


Prn 
















Ann 
*1 u u 


vjiy 


IrXXC 




OCX 


Pr*o 


Pro 


Ala 


C /-\ >» 
OCx7 




41 0 










AT 
ftXO 






sr JL \j 




Gin 

wXll 


Ala 


Met 


wXXX 


x ILL 












430 

^x ^ V 














Gl u 

w X. U 


V7X1X 


Glu 


11 e 

XXC 










445 








iyr 


noil 


m n 


OCX 


Phe 

rue 


T 1 V\ v- 

X XXX 


1 XXX 


Aid 








460 










m n 

VJJLU 


IiCU 


XT J_ <J 


Ser 


He 


His 


vdl 


ulU 






fr / D 










A Q A 


Ala 




iyr 


His 


Pro 


Asp 




x Ixx7 














4 




ala 


irxxc 




Pro 


Ala 


Gin 


X XXX 


Ion 
.Moll 


fi c: 










510 






c He 


v dx 


a en 


Ser Arg Gly 


Qor 
OCX 


Val 










525 








lieu 


xxc 


1 XIX 


Asn 


Ser 


Tyr 


Axy 


OCX 








540 










± XIX 


xyr 


a itt 
*»xg 


Gly Leu Pro 


OCX 


lie 






5 5 c; 










Do U 


Hi n 

VJXIX 


XT X Id 


n 

oxxx 


Ala Arg Glu 


T*\/"r* 

iyr 


Cor 
OCX 




D / U 










s; 1 ^ 




Leu 


Glu 


Thr 

X 111. 


Ser 


Glu 


Pro 


Leu 

XJ ^ IX 


X X 


5fl 5 










590 






Car 
OCX 


O CI 


0 v 


Val 


He 


Ser 


V7X u 


ul lx 










605 








He 


A r-rr 


Glu 


Val 


Ser 


Ser 


Prn 

X x> ^ 


w J. LX 








620 










Glv 


Ren 


•J w X 


Gly Gin Gly 


AST*) 


Car 

OCX 






5 

O O 3 










D *± U 


Pr*o 


Val 

v ax 


Thr* 

X XXX 


Asn 


Pro 


Ala 


Ala 


Thr 




O J w 










5 5 

u O O 






Drn 
nu 


Gin 

will 


Gin 


Met 


Arg 


Val 


Ala 


DO J 










670 








nXA 


Prrt 


Gly Thr Leu 


A est"* 


(31 n 

V3X1X 










685 








Ron 
fiD i 1 


rioii 


T.pn 
J— 1 vx 


Gly Glu Thr 


Phe 

X7 11C 


AflTi 








700 










Pro 


Val 


Asn 


Gly Thr Tyr 


Val 


Phe 






715 










720 


Val 


Asn 


Val 


Pro 


Leu 


Tyr 


Val 


Asn 




730 










735 




Val 


Ser 


Ala 


Tyr Ala Asn 


Asp 


Gly 


745 










750 
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Ala Pro Asp His 
755 

Gin Gly Asp Gin 
770 

Ser Ser Trp Lys 
785 



Glu Thr Ala Ser 

760 

lie Trp Leu Arg 
775 

Tyr Ser Thr Phe 
790 



Asn His Ala lie 

Leu His Arg Gly 

780 

Ser Gly Tyr Leu 
795 



Leu Gin Leu Phe 
765 

Ala lie Tyr Gly 

Leu Tyr Gin Asp 

800 



<210> 997 

<211> 711 

<212> PRT 

<213> Homo sapiens 



<400> 997 



VIKS U 


T i^ii 


Tie 




Cot" 
OCX 


VJX LI 


T .va 
xjy 0 


xjy t> 


X XXX. 


vTXJL-l 


Xjtr U 


Ser Lys 


Thr 


Glu 


Ser 


X. 








D 










■LU 










15 




VcLJL 


T .xyo 
Liya 


m 11 


OCX 

z u 


V3XU 


oexr 


T Qtt 

xicU 


rie u 


ulU 
ZD 


D>1 £S 

rile 


Ala 


Gin 


Pro 


Glu 
30 


He 


Gin 


rro 




m n 

oi. IX 


flic 


T an 

lieu 




Arg 


Arg 


ryr 




ixir 


Glu Val 


Asp Tyr 


Ser 






OD 










ft u 










45 








San 


T Are 

.uys 


VJXIl 


uiy 


ulU. 


ul Li 




rrxVO 


irp 


uXU 


M.JL ct 


Asp Tyr 


Ala Arg Lys 
























60 










ir X. Kj 


Aon 


T .£31 1 




Xjy 0 




lrp 




L. 


T .01 1 
Xjc LI 


X III. 


Glu 


Pro 


Asp Gly Gin 












/ U 




















80 


Glu 


Lys 


Lys 


Gin 


Glu 


Ser 


Phe 


Lys 


Ser 


Trp 


Glu 


Ala 


Ser 


Gly Lys 


His 




















on 










95 




Gin 


Glu 


Val 


Ser 


Lys 


Pro 


Ala 


Val 


Ser 


Leu 


Glu 


Gin Arg 


Lys 


Gin Asp 








1 nn 










1UD 










110 






X I -L-L 




T.\7Q 

j_j y s 


JUC IX 


2\ Y*fT 

Arg 


0 ~ X 


xxix. 


T.pii 
XJC LI 


Dm 
tr X 


UX LX 


V3X LI 


Gin 


Lys 
125 


Lys 


Gin 


Glu 


lie 


Ser 

-L J u 


Lys 


Ser 


Lys 


Pro 


Ser 

X J J 


Pro 


Ser 


Gin 


Trp 


Lys 
140 


Gin 


Asp 


Thr 


Pro 


Lys 


Ser 


Lys 


Ala 


Gly 


Tyr 


Val 


Gin 


Glu 


Glu 


Gin 


Lys 


Lys 


Gin 


Glu 


Thr 


j. *± j 










± J u 










1 cc 










160 


Pro 


Lys 


Leu 


Trp 


Pro 


Val 


Gin 


Leu 


Gin 


Lys 


Glu 


Gin Asp 


Pro Lys 


Lys 










16 5 










170 










175 




Gin 


Thr 

r 


Pro 


Lys 
180 


Ser 


Trp 


Thr 


Pro 


Ser 
185 


Met 


Gin 


Ser 


Glu 


Gin 
190 


Asn 


Thr 


Thr 


Lys 


Ser 


Trp 


Thr 


Thr 


Pro 


Met 


Cys 


Glu 


Glu 


Gin Asp 


Ser 


Lys 


Gin 






195 










200 










205 








Pro 


Glu 


Thr 


Pro 


Lys 


Ser 


Trp 


Glu 


Asn 


Asn 


Val 


Glu 


Ser 


Gin Lys His 




210 










215 










220 










Ser 


Leu 


Thr 


Ser 


Gin 


Ser 


Gin 


He 


Ser 


Pro 


Lys 


Ser 


Trp 


Gly Val Ala 


225 










230 










235 










240 


Thr 


Ala 


Ser 


Leu 


lie 


Pro 


Asn 


Asp 


Gin 


Leu 


Leu 


Pro Arg 


Lys 


Leu 


Asn 










245 










250 










255 




Thr 


Glu 


Pro 


Lys 


Asp 


Val 


Pro 


Lys 


Pro 


Val 


His 


Gin 


Pro 


Val 


Gly Ser 








260 










265 










270 






Ser 


Ser 


Thr 
275 


Leu 


Pro 


Lys 


Asp 


Pro 
280 


Val 


Leu 


Arg 


Lys 


Glu 
285 


Lys 


Leu 


Gin 


Asp 


Leu 
290 


Met 


Thr 


Gin 


He 


Gin 
295 


Gly 


Thr 


Cys 


Asn 


Phe 
300 


Met 


Gin 


Glu 


Ser 


Val 


Leu 


Asp 


Phe 


Asp 


Lys 


Pro 


Ser 


Ser 


Ala 


lie 


Pro 


Thr 


Ser 


Gin 


Pro 


305 










310 










315 










320 


Pro 


Ser 


Ala 


Thr 


Pro 
325 


Gly 


Ser 


Pro 


Val 


Ala 
330 


Ser 


Lys 


Glu 


Gin 


Asn 
335 


Leu 


Ser 


Ser 


Gin 


Ser 
340 


Asp 


Phe 


Leu 


Gin 


Glu 
345 


Pro 


Leu 


Gin 


Val 


Phe 
350 


Asn 


Val 


Asn 


Ala 


Pro 

355 


Leu 


Pro 


Pro 


Arg 


Lys 
360 


Glu 


Gin 


Glu 


lie 


Lys 
365 


Glu 


Ser 


Pro 
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Tvr Ser 


C X \J 


Glv 


^70 






Pro Pro 


Gin 


v-y o 


-J U -J 






Ser Gin 


Glu 


Thr 


Ser Asn 


Glv 


Ser 






*Jt ^ V 


Arg Pro 


Thr 


Gin 




435 




Thr Arcr 


Glv 

oxy 


Glv 

vjxy 


*± J u 






Tvr Lvs 


Glv 


Phe 


4fi R 






21 art TS/T" 


ocx 


V7X11 


x y x i^cx 


Gin 


Arcr 
■"x.y 








Ser Gly 


Gly 


Pro 




515 




ulll val 


OCX 


OCX 








Coy* {Til i/ - 
ocJL j_ y 


m n 


oxy 








'PHt* Sen 


Prn 

lr x \j 


riX CI 


Gin Rl n 












Pro Gly 


Thr 


Leu 




595 




JjcU o-Ly 


ox Ll 


lllx 










lllx 


iyr 


D Z D 






Val Pro 


-DC: Ll 


lyx 




nla 








660 


Ala lie 


Leu 


Gin 




675 




Arg Gly 


Ala 


He 


690 






Tyr Leu 


Leu 


Tyr 



705 



Tyr Asn Gin Ser 
375 

Gin Leu Pro Ser 
390 

Ala Ala Asn Tyr 
405 

Leu Ala Phe Tyr 

Pro Phe Val Asn 

440 

Arg Leu He Thr 
455 

Asp Thr Tyr Arg 
470 

Leu Gin Phe Gin 
485 

Asp Asn Phe Gin 

Arg Ala Asn Ser 

520 

Pro Glu Arg Asp 
535 

Asp Ser Arg Ser 
550 

Ala Thr He Leu 
565 

Val Ala Phe Ser 

Asp Gin Pro Tyr 

600 

Phe Asp Leu Gin 
615 

Val Phe He Phe 
630 

Val Asn Leu Met 
645 

Asp Gly Ala Pro 

Leu Phe Gin Gly 

680 

Tyr Gly Ser Ser 

695 
Gin Asp * 
710 



tr lie x llx 


X 11X 


AXCt 






JOU 


He His 


Val 


Glu 




395 




His Pro 


Asn 


Glv 








Pro Ala 


Gin 


Thr 

■x. 11^ 


425 






Ser Arg 


Gly 


Ser 


Asn Ser 


Tyr 


Arcr 






460 


Gly Leu Pro 


Ser 




475 




Ala Arg 


Glu 


Tvt 
iyx 


490 






Gin Cys 


Tyr 




505 






Arg Ala Gly 


ixp 


Asn Glu 


Thr 


rue 






c;4 n 


Met Thr 


Pro 


Val 




555 




Pro Val 


His 


Val 


570 






Ala Ala 


Arg 


T'Vir 

1 11X 


585 






Gly Val Asp 


DC LI 


Leu Gly Arg 


XT I1C 








His Met 


Leu 


Lys 




635 




Lys Asn 


Glu 


vj J_ IX 


650 






Asp His Glu 


Thr 


665 






Asp Gin 


He 


Trp 


Trp Lys 


Tyr 


Ser 



700 



Ser Thr Gin Thr 

Gin Thr Val His 

400 

Thr He Gin Val 
415 

Asn Val Phe Pro 
430 

Val Arg Gly Cys 
445 

Ser Pro Gly Gly 

He Ser Asn Gly 

480 

Ser Gly Ala Pro 

495 

Arg Gly Gly Thr 
510 

Ser Asp Ser Ser 
525 

Asn Ser Gly Asp 

Asp Val Pro Val 

560 

Tyr Pro Leu Pro 
575 

Ser Asn Leu Ala 
590 

Leu Leu Asn Asn 
605 

Asn Cys Pro Val 

Leu Ala Val Asn 

640 

Val Leu Val Ser 
655 

Ala Ser Asn His 
670 

Leu Arg Leu His 
685 

Thr Phe Ser Gly 



<210> 998 

<211> 457 

<212> PRT 

<213> Homo sapiens 



<400> 998 
Met Glu Ala Ser 
1 

Ser Val Gin Gin 

20 

Leu Ser Asn Glu 
35 

Leu Ser Val Phe 
50 

Gly Leu Ala Tyr 
65 



Trp Gly Ser Phe 
5 

Pro Glu Glu Ala 

Leu His Arg Gin 

40 

Asn Leu Met Asn 
55 

Val Met Ala Asn 
70 



Asn Ala Glu Arg 
10 

Glu Ala Glu Glu 
25 

Arg Ser Pro Gly 

Ala He Met Gly 

60 

Thr Gly Val Phe 
75 



Gly Trp Tyr Val 
15 

Leu Ser Pro Leu 
30 

Val Ser Phe Gly 
45 

Ser Gly He Leu 

Gly Phe Ser Phe 

80 
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Leu 


Leu 


Leu 


Thr 


Val 
85 


Ala 


Leu Leu 


Ala 


Ser 
90 


Tyr 


Ser 


Val 


His 


Leu 
95 


Leu 


Leu 


Ser 


Met 


Cys 
100 


He 


Gin 


Thr Ala 


Val 
105 


Thr 


Ser 


Tyr 


Glu 


Asp 
110 


Leu 


Gly 


Leu 


Phe 


Ala 


Phe 


Gly Leu Pro Gly 


Lys 


Leu 


Val 


Val 


Ala 


Gly 


Thr 


He 






115 








120 










125 








He 


He 


Gin 


Asn 


He Gly Ala Met 


Ser 


Ser 


Tyr 


Leu 


Leu 


He 


He 


Lys 




130 










135 








140 










Thr 


Glu 


Leu 


Pro 


Ala 


Ala 


He Ala 


Glu 


Phe Leu Thr Gly 


Asp 


Tyr 


Ser 


145 










150 








155 










160 


Arg 


Tyr 


Trp 


Tyr 


Leu Asp Gly Gin 


Thr 


Leu 


Leu 


He 


He 


He 


Cys 


Val 










165 








170 










175 




Gly 


He 


Val 


Phe 


Pro 


Leu 


Ala Leu 


Leu 


Pro 


Lys 


He Gly 


Phe 


Leu 


Gly 








180 








185 










190 






Tyr 


Thr 


Ser 
195 


Ser 


Leu 


Ser 


PH*=» Phe 

nic rue 

200 


Phe 


Met 


Met 


Phe 


Phe 
205 


Ala 


Leu 


Val 

• 


Val 


He 
210 


He 


Lys 


Lys 


Trp 


Qp-r T "1 p 

215 


Pro 


Cys 


Pro 


Leu 
220 


Thr 


Leu 


Asn 


Tyr 


Val 


Glu 


Lys 


Gly 


Phe 


Gin 


OCX 


Asn 


Val 


Thr Asp Asp 


Cys 


Lys 


Pro 


225 










230 








235 










240 


Lys 


Leu 


Phe 


His 


Phe 


Ser 


T .ire 1 i 

Liyb uiu 


Ser 


Ala Tyr Ala Leu 


Pro 


Thr 


Met 










245 








250 










255 




Ala 


Phe 


Ser 


Phe 


Leu Cys 


nis x 1.11. 


Ser 


He 


Leu 


Pro 


He 


Tyr 


Cys 


Glu 








260 








265 










270 






Leu 


Gin 


Ser 
275 


Pro 


Ser 


Lys 


i-tjf £3 r\L y 

280 

Kj \J 


Met 


Gin 


Asn 


Val 


Thr 
285 


Asn 


Thr 


Ala 


He 


Ala 
290 


Leu 


Ser 


Phe 


Leu 


lie jl y jl 
j -j • 


Phe 


He 


Ser 


Ala 
300 


Leu 


Phe 


Gly 


Tyr 


Leu 


Thr 


Phe 


Tyr 


Asp 


Lys 


V CtX \JJ. u 


Ser 


Glu 


Leu 


Leu 


Lys 


Gly 


Tyr 


Ser 


305 










310 








315 










320 


Lys 


Tyr 


Leu 


Ser 


His 
325 


Asp 


val val 


Val 


Met 
330 


Thr 


Val 


Lys 


Leu 


Cys 
335 


He 


Leu 


Phe 


Gly 


Val 
340 


Leu 


Leu 


Thr Val 


Pro 
345 


Leu 


He 


His 


Phe 


Pro 
350 


Ala 


Arg 


Lvs 


Ala 


Val 

355 


Thr 


Met 


Met 


Phe Phe 
360 


Ser 


Asn 


Phe 


Pro 


Phe 
365 


Ser 


Trp 


lie 


Arg 


His 
370 


Phe 


Leu 


He 


Thr 


Leu Ala 
375 


Leu 


Asn 


He 


He 
380 


He 


Val- 


Leu 


Leu 


Ala 


He 


Tyr 


Val 


Pro Asp 


He Arg 


Asn 


Val 


Phe Gly Val 


val 


Gly 


Ala 


385 










390 








395 










400 


Ser 


Thr 


Ser 


Thr 


Cys 


Leu 


He Phe 


He 


Phe Pro Gly Leu 


Phe 


Tyr 


Leu 










405 








410 










415 

J. 




Lys 


Leu 


Ser 


Arg 


Glu Asp 


Phe Leu 


Ser 


Trp 


Lys 


Lys 


Leu 


Gly 


Ala 


Phe 








420 








425 










430 






Val 


Leu 


Leu 


He 


Phe Gly 


He Leu 


Val 


Gly Asn Phe 


Ser 


Leu 


Ala 


Leu 






435 








440 










445 








He 


He 
450 


Phe 


Asp 


Trp 


He 


Asn Lys 
455 456 


* 

















<210> 999 

<211> 1002 

<212> PRT 

<213> Homo sapiens 



<400> 999 
Met Glu Ala Ala His Ala Lys Thr 

1 5 
Gly Val Ser Glu Thr Thr Gly Leu 

20 

Leu Glu Lys Tyr Gly Leu Asn Glu 
35 40 



Thr Glu Glu Cys Leu Ala Tyr Phe 

10 15 
Thr Pro Asp Gin Val Lys Arg Asn 

25 30 
Leu Pro Ala Glu Glu Gly Lys Thr 

45 
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Leu 


Trp 


Glu 


Leu Val 


He 


Glu 


Gin 


Phe 

Mm 


Glu 


ASTD 


Leu 

Ami %A 


Leu 


Val 


Arcr 


He 




50 








55 










60 










Leu 


Leu 


Leu 


Ala Ala 


Cvs 


He 


Ser 

+m» 


Phe 


Val 


Leu 


Ala 


Trp 


Phe 


Glu 


Glu 


65 








70 










75 










80 


Gly 


Glu 


Glu 


Thr He 


Thr 


Ala 


Phe 


Val 


Glu 


Pro 


Phe 


Val 


He 


Leu 


Leu 








85 










90 










95 




lie 


Leu 


He 


Ala Asn 


Ala 


He 


Val 


Gly 


Val 


Trp 


Gin 


Glu 


Arq 


Asn 


Ala 








100 








105 










110 

1^ W 






Glu 


Asn 


Ala 


He Glu 


Ala 


Leu 


Lys 


Glu 


Tyr 


Glu 


Pro 


Glu 


Met 


Gly 


Lvs 






115 








120 










125 








Val 


Tyr 


Arq 


Ala Asp 


Arq 


Lvs 


Ser 


Val« 


Gin 


Arq 


He 


Lvs 


Ala 


Arq 


Asp 




130 








135 










140 










He 


Val 


Pro 


Gly Asp 


He 


Val 


Glu 


Val 


Ala 


Val 


Gly 


Asp 


Lvs 


Val 


Pro 


145 








150 










155 










160 

m%m W W 


Ala 


Asp 


He 


Arq He 


Leu 


Ala 


He 


Lvs 


Ser 


Thr 


Thr 


Leu 


Arq 


Val 


Asp 








165 










170 










175 




Gin 


Ser 


He 


Leu Thr 


Gly 


Glu 


Ser 


Val 


Ser 


Val 


He 


Lvs 


His 


Thr 


Glu 








180 

v*m V 








185 

A* \mf mm* 










190 






Pro 


Val 


Pro 


Asp Pro 


Arq 


Ala 


Val 


Asn 


Gin 


Asp 


Lvs 


Lvs 


Asn 


Met 


Leu 

*J V 






195 

^ tjf wj 








200 

M W W 










205 

t< U J 








Phe 


Ser 


Glv 


Thr Asn 


He 


Ala 


Ala 


Gly 


Lvs 


Ala 

* ill" 


Leu 


Glv 


He 


Val 


Ala 




210 








215 

mm -ms- m*t 










220 










Thr 


Thr 


Glv 


Val Gly 


Thr 


Glu 


He 


Glv 


Lvs 


He 


Ara 


Asp 


Gin 


Met 


Ala 


225 

4m* 








230 










235 










240 


Ala 


Thr 


Glu 


Gin Asp 


Lvs 


Thr 


Pro 


Leu 


Gin 


Gin 


Lys 


Leu 


Asp 


Glu 


Phe 








245 










250 

t< J W 










255 

*j <j 




Glv 


Glu 

Vp* \_A 


Gin 

ah A* 


Leu Ser 


Lvs 


Val 


He 

mkm 1*- *w 


Ser 


Leu 


He 


Cvs 


Val 


Ala 


Val 


Tro 








260 








265 










270 






Leu 


He 


Asn 


He Gly 


His 


Phe 


Asn 


Asp 


Pro 


Val 


His 


Glv 


Glv 


Ser 

^m* ^m> 


Trp 

mm fmf 






275 








280 










285 
£1 0 j 








Phe 


Ara 


Glv 


Ala He 


Tvr 
j 


Tvr 

JT 


Phe 


Lvs 


He 


Ala 


Val 


Ala 


Leu 


Ala 


Val 




290 








295 










300 

J W w 










Ala 


Ala 


He 

•1* -J— *w 


Pro Glu 


Glv 


Leu 

■LJV 1*4, 


Pro 


Ala 


Val 


He 

-X X G 


Thr* 


Till? 




J-J w U 


Ala 


305 

J V J 








310 

•J w 










315 










320 


Leu 


Glv 


Thr 


Arq Arcr 


Met 


Ala 


Lvs 


Lvs 


Asn 


Ala 


He 


Val 

w VAX 


Arcr 


Ser 


Leu 








325 










330 

-J w 










33 5 




Pro 


Ser 


Val 


Glu Thr 


Leu 


Gly 


Cvs 


Thr 


Ser 


Val 


He 


Cvs 


Ser 


Asp 


Lys 








340 








345 










350 

~J w 






Thr 


Gly 


Thr 


Leu Thr 


Thr 


Asn 


Gin 


Met 


Ser 


Val 


Cys 


LVS 


Met 


Phe 


He 






355 








360 

•w' V-* v 










365 








He 


Asp 


Lvs 


Val Asp 


Glv 


Asp 


He 


Cvs 


Leu 


Leu 


Asn 


Glu 


Phe 


Ser 


He 




370 








375 










380 

J U W 










Thr 


Glv 


Ser 


Thr Tvr 

mlm ■ O MM *m J m^ 


Ala 


Pro 


Glu 


Glv 


Glu 


Val 


Leu 


Lvs 


Asn 


Asn 


Lvs 


385 








390 










395 










400 


Pro 


Val 


Arq 


Pro Gly 


Gin 


Tvr 


Asp 


Gly 


Leu 


Val 


Glu 


Leu 


Ala 


Thr 


He 








405 










410 










415 




Cys 


Ala 


Leu 


Cys Asn 


Asp 


Ser 


Ser 


Leu 


Asp 


Phe 


Asn 


Glu 


Ala 


Lys 


Glv 








420 








425 










430 






Val 


Tyr 


Glu 


Lys Val 


Gly 


Glu 


Ala 


Thr 


Glu 


Thr 


Ala 


Leu 


Thr 


Thr 


Leu 






435 








440 










445 








Val 


Glu 


Lys 


Met Asn 


Val 


Phe 


Asn 


Thr 


Asp 


Val 


Arq 


Ser 


Leu 


Ser 


Lys 




450 








455 










460 










Val 


Glu 


Arg 


Ala Asn 


Ala 


Cys 


Asn 


Ser 


Val 


He 


Arq 


Gin 


Leu 


Met 


Lys 


465 








470 










475 










480 


Lys 


Glu 


Phe 


Thr Leu 


Glu 


Phe 


Ser 


Arq 


Asp 


Arq 


Lvs 


Ser 


Met 


Ser 


Val 








485 










490 










495 




Tyr 


Cys 


Ser 


Pro Ala 


Lvs 


Ser 


Ser 


Arg 


Ala 


Ala 


Val 


Glv 


Asn 


Lvs 


Met 








Ron 








DUD 
















Phe 


Val 


Lys 


Gly Ala 


Pro 


Glu 


Gly 


Val 


He 


Asp 


Arg 


Cys 


Asn 


Tyr 


Val 






515 


• 






520 










525 








Arg 


Val 


Gly 


Thr Thr 


Arg 


Val 


Pro 


Leu 


Thr 


Gly 


Pro 


Val 


Lys 


Glu 


Lys 




530 








535 










540 










He 


Met 


Ala 


Val He 


Lys 


Glu 


Trp 


Gly 


Thr 


Gly 


Arg 


Asp 


Thr 


Leu 


Arg 


545 








550 










555 










560 
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Cvs Leu 


Ala 


Leu 


Ala 


Jk X AJ* 


Arcr 


Ast> 


Thr 


Pro Pro Lvs 


Arg 


Glu 


Glu Met 








565 

J U J 










570 






575 


Val Leu 


Asd 


Asn 


Ser 


Ala 


Arg 


Phe 


Leu 


Glu Tvr Glu 


Thr Asp 


Leu Thr 






580 

J O 










585 






590 




Phe Val 

XT xAW V J_ 


Glv 


Val 


Val 


Glv 

vjx jr 


Met 


Leu 


Asn 


Pro Pro Arcr 

't- X* X- A* X X X, ^ij 


Lys 


Glu 


Val Thr 




59 5 

z> z> j 










600 

\J V w 






605 






Glv Ser 

vj jl- y wshjl 


lie 

JU V^ 


Gin 


Leu 


Cvs 


Arcr 


ASTD 


Ala 


Glv He Ara 


Val 


He 


Met He 


61 0 










615 

W _J 






620 

W m*M K> 








Thr Glv 


Asn 


Asn 


Lvs 


Glv 


Thr 


Ala 


He 


Ala He Cvs 


Arg Arg 


He Gly 


69 5 

u Z J 








630 








635 

\J w *J 






640 


lie Phe 


Glv 


Glu 


Asn 


Glu 

^» 


Glu 


Val 


Ala 


Asd Arcr Ala 

X X X m+m\m X X mA+ 


Tyr 


Thr 


Glv Arcr 








645 










650 






655 

W +mW 


Glu Phe 


AST5 


As 13 


Leu 


Pro 


Leu 


Ala 


Glu 


Gin Arcr Glu 


Ala 


Cys 


Arg Arg 






66 0 

DO U 










665 

W W mm* 






670 




Ala C*vs 


PvQ 


Phe 

IT 11^ 


Ala 

«1CI 


Arcr 


Val 


Glu 

Nvl 


Pro 


Ser His Lvs 


Ser 


Lys 


He Val 




O / -3 










680 






685 






filu Tvr 

VJX IX X Jr J. 




Gin 


Ser 


Tvr 

xy x 


Asr> 


Glu 


He 


Thr Ala Met 


Thr Gly 


Asd Glv 


690 

O _7 VJ 










695 

\J ~s —J 






700 








Val Asn 

va± null 


Asn 


Ala 


Pro 


Ala 


Leu 


Lvs 


Lvs 


Ala Glu He 


Gly He 


Ala Met 


705 








71 0 
/ x w 








71 5 

/ X J 






720 


f3l v Say* 

OX. QGL 


ox y 


Thr 

x in 


Ala 

i-i.x CI 


Val 

v ax 


Ala 


Lvci 

XJ jr O 


Thr 

X Hi. 


Ala Ser Glu 

A±a uci uiu 


Met 


Val 


Leu Ala 








77 5 










730 






735 




noil 


file 


OCX 


TVir 

J. 11X 


Tie 

X X c 


Val 

V dX 


Al a 


Ala Val Gl u 

irxXCL Val V3XU 


Glu Gly 


Arcr Al a 

rvx jtxx a 






7AO 










745 






750 




Tl p Tvr 
x xc iyi 


A cm 

Moll 


11 


Met 




Gin 


Phe 


He 

X X c 


Arcr Tvr Leu 

ru. ^ x y x> ucu 


He 


Ser 


Ser Asn 




Tec 










760 






765 






Val Glv 


Glu 

VJX VX 


Val 


Val 

v c\ j^. 


Cvs 


He 


Phe 


Leu 

XJ W 


Thr Ala Ala 

J» llXi X*JUU4 X X^tte W*> 


Leu Gly 


Leu Pro 


77ft 










775 






780 








Glu Ala 


Leu 

JJC IX 


lie 

X X. w 


PlTO 

X. J» \_ / 


Val 


Gin 

W <Jm x x 


Leu 

XJ^ 


Leu 

juc *x 


Trn Val Asn 


Leu 


Val 


Thr Asd 


78 5 








790 








795 


9 




800 

O W v 


wijr XJdX 


Pro 


Ala 


Thr 


Ala 


Tien 

iJW %X 


Glv 
oxy 


Phe 


Asn Pro Pro 


Asp 


Leu 


Asr> He 








ft 05 




• 






810 
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Pro 


Asn 


Thr 


Tyr 


Ser Trp lie Arg 








260 










265 








270 


Arg 


Thr 


Asp 


Asn 


Thr 


Thr 


Tyr 


He 


lie 


Lys 


His 


Gly Pro Arg Leu Glu 






275 










280 










285 


Val 


Ala 


Ser 


Glu 


Lys 


Val 


Ala 


Gin Lys 


Thr 


Met 


Asp 


Tyr Val Cys Cys 




290 










295 










300 




Ala 


Tyr 


Asn 


Asn 


He 


Thr 


Gly 


Arg 


Gin 


Asp 


Glu 


Thr 


His Phe Thr Val 


305 










310 










315 




320 


He 


He 


Thr 


Ser 


Val 


Gly 


Met 


Cys 


Asp 


He 


Gin 


Gly Arg Asp Pro Asn 










325 










330 






335 


Lys 


Thr 


* 























338 



<210> 1002 
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<211> 266 
<212> PRT 
<213> Homo sapiens 



<400> 1002 



Met 


Ser 


Glu 


Glu 


Val 


Thr 


Tyr 


Ala 


1 








5 








Glu 


Met 


Glu 


Lys 


He 


Pro. 


Glu 


He 








20 










Pro 


Ala 


Pro 


Ser 


His 


Val 


Trp 


Arg 






35 










40 


Leu 


Cys 


Leu 


Leu 


Leu 


Leu 


He 


Gly 




50 










55 




His 


Val 


Thr 


Leu 


Lys 


He 


Glu 


Met 


65 










70 






lie 


Ser 


Glu 


Glu 


Leu 


Gin 


Arcr 


Asn 










85 








Met 


Asn 


lie 


Ser 


Asn 


Lys 


He 


Arcr 








100 










lie 


Ala 


Thr 


Lvs 

2 » 


Leu 


Cvs 


Arcr 


Glu 






115 










120 

*i w 


Lys 


Cys 


Lys 

2 


Pro 


Cys 

2 


Pro 


Arcr 


Arcr 




130 










135 
j. j j 




Tyr 


Phe 


Leu 


Ser 


AST) 


Asp 


Val 


Gin 


145 










150 

*L. .J \J 






Cys 


Ala 


Ala 


Gin 


Asn 


Ala 


Ser 


Leu 










165 








Leu 


Glu 


Phe 


He 


Lys 


Ser 


Gin 


Ser 








180 










Leu 


Ser 


Pro 


Glu 


Glu 


Asp 


Ser 


Thr 






195 










200 


lie 


Asn 


Ser 


Ser 


Ala 


Trp 


Val 


He 




210 










215 




Met 


Tyr 


Cys 


Gly 


Tyr 


He 


Asn 


Arg 


225 










230 






Thr 


Tyr 


Lys 


Gin 


Arg 


Met 


He 


Cys 










245 








Leu 


Gly 


Ser 


Thr 


Tyr 


Phe 


Arg 


Glu 



260 



Asp 


Leu 


Gin 


Phe 


Gin 


Asn 


Ser 


Ser 




10 










15 




Gly 


Lys 


Phe 


Gly Glu Lys Ala Pro 


25 










30 






Pro 


Ala 


Ala 


Leu 


Phe 


Leu 


Thr 


Leu 










45 








Leu 


Gly Val 


Leu 


Ala 


Ser 


Met 


Phe 








60 










Lvs 


Lys 


Met 


Asn 


Lys 


Leu 


Gin 


Asn 






75 










80 


He 


Ser 


Leu 


Gin 


Leu 


Met 


Ser 


Asn 




90 










95 




Asn 


Leu 


Ser 


Thr 


Thr 


Leu 


Gin 


Thr 


105 

J. V J 










110 






Leu 


Tyr 


Ser 


Lys 


Glu 


Gin 


Glu 


His 










125 








Trr> 


He 


Trp 


His 


Lys Asp 


Ser Cys 








140 












Trp 


Gin 


Glu 


Ser 


Lys 


Met 


Ala 






155 










160 


Leu 


Lys 


He 


Asn 


Asn 


Lys 


Asn 


Ala 




170 










175 




Arg 


Ser 


Tyr 


Asp Tyr Trp Leu Gly 


185 










190 






Arg 


Gly Met 


Arg Val 


Asp Asn 


He 










205 








Arg 


Asn 


Ala 


Pro 


Asp 


Leu 


Asn 


Asn 








220 










Leu 


Tyr Val 


Gin Tyr Tyr His 


Cys 






235 










240 


Glu 


Lys 


Met 


Ala 


Asn 


Pro 


Val 


Gin 




250 










255 





Ala * 



265 



<210> 1003 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 1003 



Met 


Tyr 


Gin 


Val 


Pro 


Leu 


Pro 


Leu 


Asp 


Arg 


Asp 


Gly Thr Leu Val Arg 


1 








5 










10 








15 




Leu 


Arg 


Phe 


Thr 
20 


Met 


Val 


Ala 


Leu 


Val 
25 


Thr 


Val 


Cys 


Cys Pro 
30 


Leu 


Val 


Ala 


Phe 


Leu 
35 


Phe 


Cys 


He 


Leu 


Trp 
40 


Ser 


Leu 


Leu 


Phe 


His Phe 
45 


Lys 


Glu 


Thr 


Thr 
50 


Ala 


Thr 


His 


Cys 


Gly 
55 


Val 


Pro 


Asn 


Tyr 


Leu 
60 


Pro Ser 


Val 


Ser 


Ser 


Ala 


He 


Gly 


Gly 


Glu 


Val 


Pro 


Gin 


Arg 


Tyr 


Val 


Trp Arg 


Phe 


Cys 


65 










70 










75 








80 


He 


Gly 


Leu 


His 


Ser 
85 


Ala 


Pro 


Arg 


Phe 


Leu 
90 


Val 


Ala 


Phe Ala 


Tyr 
95 


Trp 


Asn 


His 


Tyr 


Leu 
100 


Ser 


Cys 


Thr 


Ser 


Pro 
105 


Cys 


Ser 


Cys 


Tyr Arg 
110 


Pro 


Leu 
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Cys Arg Leu Asn Phe 
115 

Val Leu Thr Tyr Val 
130 

Ala Phe lie Val Phe 
145 

Cys He Leu Trp Arg 

165 

Arg Lys Ser Tyr Ser 

180 

Ser Phe Phe Ser Ala 
195 

Glu Ala Gly Val Tyr 
210 

Leu Thr Asn Met Ala 
225 

Lys Glu Leu Leu He 

245 



Gly Leu Asn Val Val 
120 

Ser Ser Ser Glu Asp 
135 

He Ala Ser Ser Leu 
150 

Leu Thr Lys Lys His 

170 

Trp Lys Gin Arg Leu 

185 

Leu Ala Val Tyr Phe 
200 

Thr He Phe Ala He 
215 

Phe His Met Thr Ala 
230 

Thr Ser Gin Pro Glu 

250 



Glu Asn Leu Ala Leu Leu 
125 

Phe Thr He His Glu Asn 
140 

Gly His Met Leu Leu Thr 
155 160 
Thr Val Ser Gin Glu Asp 

175 

Phe He He Asn Phe He 

190 

Arg His Asn Met Tyr Cys 
205 

Leu Glu Tyr Thr Val Val 
220 

Trp Trp Asp Phe Gly Asn 
235 240 
Glu Lys Arg Phe 

254 



<210> 1004 
<211> 468 
<212> PRT 

<213> Homo sapiens 



<400> 1004 
Met Arg Pro Gin 
1 

Leu Leu Leu Leu 

20 

Arg Phe Asp Pro 
35 

Trp Phe Asp Gin 
50 

Ser Val Pro Ser 
65 

Glu Lys He Pro 

Ser Phe Lys Tyr 

100 

Asn Ala Asn Gin 
115 

He Val Leu Thr 
130 

Glu Tyr Ser Trp 
145 

He Val Lys Glu 

Phe Gly Leu Tyr 

180 

Glu Asp Glu Ser 
195 

Thr Leu Pro Glu 
210 

Leu Trp Ser Asp 
225 

Thr Gly Phe Leu 

Val Val Thr Asn 

260 

Gly Phe Tyr Thr 
275 



m ii 


Leu 


Pro 




5 








Leu 


Pro 


Pro 


Pro 


Thr 


Trp Glu 


Ser 








40 


Ala 


Lys 


Phe 


Gly 






55 




Phe 


Gly Ser 


Glu 




70 






Lys 


Tyr Val 


Glu 


85 








Glu 


Asp 


Phe 


Gly 


Trp 


Ala Asp 


He 








120 


Ser 


Lys 


His 


His 






135 




Asn 


Trp Asn 


Ala 




150 






Leu 


Glu 


Val 


Ala 


165 








Tyr 


Ser 


Leu 


Phe 


Ser 


Ser 


Phe 


His 








200 


Leu 


Tyr 


Glu 


Leu 






215 




Gly 


Asp 


Gly 


Gly 




230 






Ala 


Trp 


Leu 


Tyr 


245 








Asp 


Arg 


Trp 


Gly 


Cys 


Ser 


Asp 


Arg 



280 



Leu Ala Phe Pro 
10 

Pro* Cys Pro Ala 
25 

Leu Asp Ala Arg 

He Phe He His 

60 

Trp Phe Trp Trp 
75 

Phe Met Lys Asp 
90 

Pro Leu Phe Thr 
105 

Phe Gin Ala Ser 

Glu Gly Phe Thr 

140 

He Asp Glu Gly 
155 

He Arg Asn Arg 
170 

Glu Trp Phe His 
185 

Lys Arg Gin Phe 

Val Asn Asn Tyr 

220 

Glu Pro Asp Gin 
235 

Asn Glu Ser Pro 
250 

Ala Gly Ser He 
265 

Tyr Asn Pro Gly 



Leu 


Leu 


Leu 


Leu 






15 




His 


Ser 


Ala 


Thr 




30 






Gin 


Leu 


Pro 


Ala 


45 








Trp 


Gly Val 


Phe 


Tyr 


Trp Gin 


Lys 








80 


Asn 


Tyr 


Pro 


Pro 






95 




Ala 


Lys 


Phe 


Phe 




110 






Gly 


Ala 


Lys 


Tyr 


125 








Leu 


Trp Gly 


Ser 


Pro 


Lys Arg 


Asp 








160 


Thr 


Asp 


Leu 


Arg 






175 




Pro 


Leu 


Phe 


Leu 




190 






Pro 


Val 


Ser 


Lys 


205 








Gin 


Pro 


Glu 


Val 


Tyr 


Trp 


Asn 


Ser 








240 


Val 


Arg Gly 


Thr 






255 




Cys 


Lys 


His 


Gly 




270 






His 


Leu 


Leu 


Pro 



285 
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±xvp 


VJX IX 






MtQ f~ Tiny T "1 Aqr> T.vro 


JJC LX 


OCX, 


Trri 


Gl v 






9 Qft 

A _7 U 












inn 










Arcr 


Arcr 


Glu 


Ala 


Gly 


He 


Ser Asd Tvr Leu Thr 


lie 

JL JL 


Glu 

JL VX 


Glu 

VJ -i- w& 


Leu 

w u. 


Val 


J u J 










Tin 

J -L U 


"*1 R 










«J> Z< VJ 1 


XJ Jf o 


Gin 

UJ.U 


Leu 


Val 


Glu 


Thr 

X XXX 


Val Ser Pvq Glv Glv 


fieri 
noil 


Leu 




Met 

1 1C L- 


Asn 
*i»jii 










325 












7 7 R 
j j j 




lie 


Glv 


Pro 


Thr 


Leu 




Glv Thr He Ser Val 


Val 


Phe 


Glu 

%J W*- 


Glu 


Arcr 








340 






74 R 

O r± 






7 RO 
j jy 






LIC IX 


Arcr 


Gin Met Gly 


Ser 


Trrj Tieil TjVS Val A c*TI 


Glv 

VJ JL Y 


Glu 

VJ JL LA 


Ala 


He 

■J- JL ^ 


Tvr 






355 








^ fin 

J D U 




J U -J 








Glu 


X 11X 


His 


Thr 


Trp 


Arg 


c Gl Ti Aqti A Qn Tlrr* 
uci ux xx nou nojj x xxx 


Val 

V d JL 


Thr 

x xxx> 


Pro 


A<5n 

«wL* 


Val 

V EXJL 




"370 










>j> / .j 


J o u 










iL r 




Thr 


Ser 


Lys 


Pro 


TiVQ Gl n IiVQ TiPii Val 
xj jr s vjxu xjy o ucu v ax 


Tvr* 


Ala 

JL GX 


He 

JL XC 


Phe 


Tien 


J O «J 










390 


'IOC 










400 

"X w \J 


Lvs 


Trr> 
AJ -r 


Pro 


Thr 


Ser Gly 


Gin Leu PVif=> Leu Glv 

vj xii ucu rue ucu vj jl, y 


His 

XX JL O 


Pro 

.fc JL VJ 1 


Lvs 


Ala 


He 










405 




4.1 n 








41 R 

TX J 




Leu 




Ala 


Thr 


Glu 


Val 


Lys Leu Leu Gly His 


Gly 


Gin 


Fro 


Leu 


Asn 








420 






425 






430 






Trp 


He 


Ser 


Leu 


Glu 


Gin 


Asn Gly He Met Val 


Glu 


Leu 


Pro 


Gin 


Leu 






435 








440 




445 








Thr 


He 


His 


Gin 


Met 


Pro 


Cys Lys Trp Gly Trp 


Ala 


Leu 


Ala 


Leu 


Thr 




450 










455 


460 










Asn 


Val 


He 


* 



















465 467 



<210> 1005 
<211> 362 
<212> PRT 

<213> Homo sapiens 



<400> 1005 



Met 


Glu 


Thr 


Gly Ala 


Ala 


Glu Leu Tyr Asp Gin 


Ala 


Leu 


Leu 


Gly 


He 


1 








5 




10 








15 




Leu 


Gin 


His 


Val 


Gly 


Asn 


Val Gin Asp Phe Leu 


Arg 


Val 


Leu 


Phe 


Gly 








20 






25 






30 






Phe 


Leu 


Tyr 


Arg 


Lys 


Thr 


Asp Phe Tyr Arg Leu 


Leu 


Arg 


His 


Pro 


Ser 






35 








40 




45 








Asp 


Arg 


Met 


Gly Phe 


Pro 


Pro Gly Ala Ala Gin 


Ala 


Leu 


Val 


Leu 


Gin 




50 










55 


60 










Val 


Phe 


Lys 


Thr 


Phe 


Asp 


His Met Ala Arg Gin 


Asp 


Asp 


Glu 


Lys 


Arg 


65 










70 


75 










80 


Arg 


Gin 


Glu 


Leu 


Glu 


Glu 


Lys He Arg Arg Lys 


Glu 


Glu 


Glu 


Glu 


Ala 










85 




90 








95 




Lys 


Thr 


Val 


Ser 


Ala 


Ala 


Ala Ala Glu Lys Glu 


Pro 


Val 


Pro 


Val 


Pro 








100 






105 






110 






Val 


Gin 


Glu 


He 


Glu 


He 


Asp Ser Thr Thr Glu 


Leu 


Asp 


Gly 


His 


Gin 






115 








120 




125 








Glu 


Val 


Glu 


Lys 


Val 


Gin 


Pro Pro Gly Pro Val 


Lys 


Glu 


Met 


Ala 


His 




130 










135 


140 










Gly 


Ser 


Gin 


Glu 


Ala 


Glu 


Ala Pro Gly Ala Val 


Ala 


Gly 


Ala 


Ala 


Glu 


145 










150 


155 










160 


Val 


Pro 


Arg 


Glu 


Pro 


Pro 


lie Leu Pro Arg He 


Gin 


Glu 


Gin 


Phe 


Gin 










165 




170 








175 




Lys 


Asn 


Pro 


Asp 


Ser 


Tyr 


Asn Gly Ala Val Arg 


Glu 


Asn 


Tyr 


Thr 


Trp 








180 






185 






190 






Ser 


Gin 


Asp 


Tyr 


Thr 


Asp 


Leu Glu Val Arg Val 


Pro 


Val 


Pro 


Lys 


His 






195 








200 




205 








Val 


Val 


Lys 


Gly Lys 


Gin 


Val Ser Val Ala Leu 


Ser 


Ser 


Ser 


Ser 


He 




210 










215 


220 










Arg 


Val 


Ala 


Met 


Leu 


Glu 


Glu Asn Gly Glu Arg 


Val 


Leu 


Met 


Glu 


Gly 


225 










230 


235 










240 
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T ,\ra Tie\1 
u y S3 Lieu 


j- iii. 


in £3 ±jya 11c nou 


TVit* 


Glu 

VJ JL U. 


iJ C J- 


Ser* Tien 




Li ^11 


Glu 






B I J 






-j \j 






255 
j j 




Pro Glv 


Lvs 


Cvs Val Leu Val 


Asn 


Leu 

XJ V V* 


Ser 


Lys Val 


Gly Glu 


Tvr 


Trn 






2£ft 




265 






270 






Tttd Asn 


Ala 


Tie Leu Glu Glv 


Glu 

VpJ JL \p*. 


Glu 


Pro 

x x. 


He Asp 


He Asp 


Lvs 


He 
















285 






Asn Lva 


Glu 


Arcr Ser Met Ala 


Thr 


Val 


Asp 


Glu Glu 


Glu Gin 


Ala 


Val 






995 








300 








TjAll Ran 




Leu Thr Phe Asn 


Tvr 


His 


Gin 


Lys Leu Gin Gly 


Lvs 


Pro 


"2 A C 












315 






ion 


Gin Ser 


His 


Glu Leu Lys Val 


His 


Glu 


Met 


Leu Lys 


Lys Gly 


Trp 


Asp 






325 






330 






335 




Ala Glu 


Gly 


Ser Pro Phe Arg 


Gly 


Gin 


Arg 


Phe Asp 


Pro Ala 


Met 


Phe 






340 




345 






350 






Asn He 


Ser 


Pro Gly Ala Val 


Gin 


Phe 


* 












355 




360 


361 













<210> 1006 
<211> 507 
<212> PRT 

<213> Homo sapiens 



<400> 1006 



Met 


Asp 


Asp 


Tyr Met 


Val 


Leu 


Arg 


Met 


He 


Gly Glu Gly Ser 


Phe 


Gly 


1 








5 










1 0. 










i 5 




Arg Ala 




Leu 


Val 


Gin 


His 


Glu 


C ^ v* 


Car 


Asn 


Gin 


Met 


Phe 


Ala 


Met 








20 










9 5 










30 






Lys 


Glu 


He 


Arg 


Leu 


Pro 


Lys 


Ser 


Phe 


Ser 


Asn 


Thr 


Gin 
45 


Asn 


Ser 


Arg 


Lys 


Glu 
50 


Ala 


Val 


Leu 


Leu 


Ala 
55 


Lys 


Met 


Lys 


His 


Pro 
60 


Asn 


He 


Val 


Ala 


Phe 


Lys 


Glu 


Ser 


Phe 


Glu 


Ala 


Glu 


Gly 


His 


Leu Tyr 


He 


Val 


Met 


Glu 


65 










70 










75 










80 


Tyr 


Cys 


Asp 


Gly Gly 


Asp 


Leu 


Met 


Gin 


Lys 


He 


Lys 


Gin 


Gin 


Lys 


Gly 










85 










90 










95 




Lys 


Leu 


Phe 


Pro 


Glu 


Asp Met 


He 


Leu 


Asn 


Trp 


Phe 


Thr 


Gin 


Met 


Cys 








100 










105 










110 






Leu Gly 


Val 


Asn, 


His 


He 


His 


Lys 


Lys 


Arg 


Val 


Leu 


His 


Arg 


Asp 


He 






115 










120 










125 








Lys 


Ser 


Lys 


Asn 


lie 


Phe 


Leu 


Thr 


Gin 


Asn 


Gly Lys Val 


Lys 


Leu 


Gly 




130 










135 










140 










Asp 


Phe 


Gly 


Ser 


Ala 


Arg Leu 


Leu 


Ser 


Asn 


Pro 


Met 


Ala 


Phe 


Ala 


Cys 


145 










150 










155 










160 


Thr 


Tyr 


Val 


Gly Thr 


Pro 


Tyr 


Tyr 


Val 


Pro 


Pro 


Glu 


He 


Trp 


Glu 


Asn 










165 










170 










175 




Leu 


Pro 


Tyr 


Asn 


Asn 


Lys 


Ser 


Asp 


He 


Trp 


Ser Leu Gly Cys 


He 


Leu 








180 










185 










190 






Tyr 


Glu 


Leu 
195 


Cys 


Thr 


Leu 


Lys 


His 
200 


Pro 


Phe 


Gin 


Ala 


Asn 
205 


Ser 


Trp 


Lys 


Asn 


Leu 
210 


He 


Leu 


Lys 


Val 


Cys 
215 


Gin 


Gly 


Cys 


He 


Ser 
220 


Pro 


Leu 


Pro 


Ser 


His 


Tyr 


Ser 


Tyr 


Glu 


Leu 


Gin 


Phe 


Leu 


Val 


Lys 


Gin 


Met 


Phe 


Lys 


Arg 


225 










230 










235 










240 


Asn 


Pro 


Ser 


His 


Arg 


Pro 


Ser 


Ala 


Thr 


Thr 


Leu 


Leu 


Ser Arg 


Gly 


He 










245 










250 










255 




Val 


Ala 


Arg 


Leu 
260 


Val 


Gin 


Lys 


Cys 


Leu 
265 


Pro 


Pro 


Glu 


He 


He 
270 


Met 


Glu 


Tyr Gly 


Glu 


Glu 


Val 


Leu 


Glu 


Glu 


He 


Lys 


Asn 


Ser 


Lys 


His 


Asn 


Thr 






275 










280 










285 








Pro 


Arg 
290 


Lys 


Lys 


Thr 


Asn 


Pro 
295 


Ser 


Arg 


He 


Arg 


He 
300 


Ala 


Leu 


Gly 


Asn 
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Glu 


Ala 


Ser 


Thr 


Val 


Gin 


305 










310 


Thr 


Asp 


Leu 


Glu 


Ser 


lie 










325 




Arg 


val 


Asn 


Arg 


Glu 


Glu 








340 






Ala 


Ser 


Ser 


Pro 


Asn 


Leu 






355 








Asn 


Thr 


Ala 


Leu 


Thr 


Ala 




370 










Leu 


Thr 


Ala 


Glu 


Asp 


Asp 


385 










390 


Asn 


Thr 


Thr 


Arcr 


Lys 


Gin 










405 




Asn 


lie 


Leu 


Lys 


Asn 


Ala 








420 






lie 


Tyr 


Arg 


Pro 


Gly 


Ser 






435 








Glu 


Thr 


Glu 


Ala 


Ser 


Asp 




450 










Leu 


Asp 


Pro 


Glu 


Arg. 


Leu 


465 










470 


Phe 


Glu 


Glu 


Glu 


Asp 


Asp 










485 




Arcr 


Ala 


Gly 


Trp 


Gin 


Glv 








500 








<210> 1007 








<211> 895 








<212> PRT. 








<213> Homo 


sapiens 




<400> 1007 






Met 


Asn 


Pro 


Gly 


Phe 


Asp 


1 








5 




Glu 


Leu 


lie 


Gin 


Arg 


lie 








20 






Ala 


Arg 


Asn 


Val 


Asn 


Thr 






35 








Leu 


Glu 


Pro 


Gly 


Glu 


Asp 




50 










Met 


Lys 


Asp 


Cys 


Lys 


His 


65 










70 


Leu 


Arg 


Arg 


Asp 


Lys 


Leu 










85 




Ser 


Leu 


Gin 


Asp 


lie 


Tyr 








100 






lie 


Ala 


Tyr 


Val 


Ser 


Arg 






115 








Ser 


Lys 


Gly 


Lys 


Met 


His 




130 










Thr 


Asp 


Asn 


Gly 


His 


Val 


145 










150 


lie 


Thr 


Ala 


Thr 


lie 


Ala 










165 




Trp 


Met 


Ala 


Pro 


Glu 


Val 








180 






Gin 
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Gly lie Gin lie lie Gin He Glu Asp Lys Thr Thr He He Asn Asn 

835 840 845 

Thr Pro Tyr Gin He Phe Tyr Lys Pro Gin Leu Ser Val Cys Asn Pro 

850 855 860 

His Ser Gly Lys Glu Tyr Phe Arg Val Pro Asp Ser Ala Thr Phe Ser 
865 870 875 880 

He Cys Pro Gly Gly Glu Gin Pro Ala Met Lys Ser Ser Ser Leu Pro 

885 890 895 

Cys Trp Asp Leu Met Pro Asp He Ser Gin Ser Val Leu Asp Ala Ser 

900 905 910 

Leu Leu Gin Lys Gin He Met Leu Gly Phe Ser Pro Ala Pro Gly Ala 

915 920 925 

Asp Ser Ser Gin Cys Trp Ser Leu Pro Ala He Val Arg Pro Glu Phe 
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Pro Arg Gin Ser Val Ala Val Pro Leu Gly Asn Phe Arg Glu Asn Gly 
945 950 955 960 

Phe Cys Thr Arg Ala He Val Leu Thr Tyr Gin Glu His Leu Gly Val 

965 970 975 

Thr Tyr Leu Thr Leu Ser Glu Asp Pro Ser Pro Arg Val He He His 
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Asn Arg Cys Pro Val Lys Met Leu He Lys Glu Asn He Lys Asp He 
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Pro Lys Phe Glu Val Tyr Cys Lys Lys He Pro Ser Glu Cys Ser He 

1010 1015 1020 

His His Glu Leu Tyr His Gin He Ser Ser Tyr Pro Asp Cys Lys Thr 
1025 1030 1035 1040 

Lys Asp Leu Leu Pro Ser Leu Leu Leu Arg Val Glu Pro Leu Asp Glu 

1045 1050 1055 

Val Thr Thr Glu Trp Ser Asp Ala He Asp He Asn Ser Gin Gly Thr 

1060 1065 1070 

Gin Val Val Phe Leu Thr Gly Phe Gly Tyr Val Tyr Val Asp Val Val 

1075 1080 1085 

His Gin Cys Gly Thr Val Phe He Thr Val Ala Pro Glu Gly Lys Ala 
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Gly Pro He Leu Thr Asn Thr Asn Arg Ala Pro Glu Lys He Val Thr 
1105 1110 1115 1120 

Phe Lys Met Phe He Thr Gin Leu Ser Leu Ala Val Phe Asp Asp Leu 

1125 1130 1135 

Thr His His Lys Ala Ser Ala Glu Leu Leu Arg Leu Thr Leu Asp Asn 

1140 1145 1150 

He Phe Leu Cys Val Ala Pro Gly Ala Gly Pro Leu Pro Gly Glu Glu 
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Pro Val Ala Ala Leu Phe Glu Leu Tyr Cys Val Glu He Cys Cys Gly 
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Asp Leu Gin Leu Asp Asn Gin Leu Tyr Asn Lys Ser Asn Phe His Phe 
1185 1190 1195 1200 

Ala Val Leu Val Cys Gin Gly Glu Lys Ala Glu Pro He Gin Cys Ser 

1205 1210 1215 

Lys Met Gin Ser Leu Leu He Ser Asn Lys Glu Leu Glu Glu Tyr Lys 
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Glu Lys Cys Phe He Lys Leu Cys He Thr Leu Asn Glu Gly Lys Ser 

1235 1240 1245 

He Leu Cys Asp He Asn Glu Phe Ser Phe Glu Leu Lys Pro Ala Arg 
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Leu Tyr Val Glu Asp Thr Phe Val Tyr Tyr He Lys Thr Leu Phe Asp 
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Leu Val Asn Pro Val Lys Leu Arg Lys Leu Val lie Gin Pro Val Asn 

1315 1320 1325 

Leu Leu Val Ser He His Ala Ser Leu Lys Leu Tyr He Ala Ser Asp 
1330 1335 1340 
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His Thr Pro Leu Ser Phe Ser Val Phe Glu Arg Gly Pro lie Phe Thr 
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Thr Ser Cys His Leu Ala Pro Ser Cys Ser Ser Met Gin He Pro Cys 

1700 1705 1710 

Pro Val Val Ala Ala Glu Pro Pro Pro Ser Thr Val Lys Thr Tyr His 

1715 1720 1725 

Tyr Leu Val Asp Pro His Phe Ala Gin Val Phe Leu Ser Lys Phe Thr 

1730 1735 1740 

Met Val Lys Asn Lys Ala Leu Arg Lys Gly Phe Pro * 
1745 1750 17551756 



<210> 1011 
<211> 769 
<212> PRT 

<213> Homo sapiens 



<400> 1011 

Met Ser Phe Ser Met Gly Gin Leu Leu Pro Thr Leu Gly His Leu Asp 
15 10 15 



2757 



WO 01/57190 



PCT/US01/04098 



Ser 


LVS 


Pro 


Ser 








20 


Thr 


Ser 


Ala 


Asp 






35 




Thr 


lie 


Gly 


Lys 




50 






Leu 


Thr 


Glv 


Lvs 


65 








Asn 


Ser 


Ser 


Ser 


Val 


Leu 


Asn 


His 








100 


Glu 


Lys 


Thr 


Leu 






115 




Phe 


Asp 


Tvr 


Leu 




130 






Ala 


Lvs 


Phe 


Arcr 


145 








Phe 


lie 

JL JL 


Val 


His 


Asp 


Met 


Asn 


lie 








ISO 

JL U U 


Phe 


Gly 


Asn 


Lys 






195 




Pro 


Glu 


Leu 


Phe 




210 

£u ~L W 






Trr> 


Ser 


Leu 


Glv 


225 








Phe 




Glv 


Gin 


Lvs 


Tvr 


Arcr 


lie 

mlm J- 








260 


Lys 


Lys 


Phe 


Leu 






275 




lie 

J 


Met 


Lvfl 


Asn 




290 
-j \j 






Lys 


Pro 


Tvr 


Val 


7 05 








Glu 


Leu 


Met 


Val 


Leu 


Val 


Glv 


Gin 








340 
*j i \j 


Gly 


Tyr 


Lys 


Ser 






355 




■ct-l- y 


Pro 


Spit 
fc-j ^ ±. 


Ala 




370 






Arg 


Tyx 


Arg 


Ser 


385 








Gin 


Ala 


Gly 

-* 


Pro 


Gin 


Ser 


Asn 


Asn 








420 


Gly 


Arg 


Lys 


Ala 






435 




Glv 


Leu 


Glu 


Arcr 




450 






Leu 

XJ V* IX 


Ser 

U Vi ■*. 


Thr 


Ser 


46 b 








Ala 


Ser 


Leu 


Gly 


Met 


Pro 


Gly 


Ser 








500 


Ala 


Ala 


Arg 


Pro 






515 





Ser 


T .UQ 


Ser 




Glu 


Gin 


Pro 

XT J. V* 


His 








40 


Gly 


Asn 


Phe 


Ala 






55 




Glu 


Val 


Ala 


Val 




70 






Leu 


Gin 


Lvs 


Leu 

JtJJ Uk 


85 








Pro 


Asn 


He 


Val 


Tyr 


Leu 


Val 


Met 








120 


Val 


Ala 


His 


Gly 






135 




Gin 


lie 

Jk ^L. 


Val 


Ser 




150 






Arcr 


Asd 


Leu Lys 


ID J 








XJJr O 


lie 

JL JLm G 


Ala Asp 


Leu 


Sen 


Thr 


Phe 








200 


Gin 


Gly 


Lys 


Lys 






215 




Val 

V CIX 


Tie 

IXC 


Leu Tyr 




970 






Asn 


Leu 


Lys 


Glu 


245 

*± J 








XT X. VJ 




Tyr Met 


lie 


Tien 


Asn 


Pro 








280 


Arg 


Trp 


Met 


Asn 






295 




Glu 


Pro 


Leu 


Pro 




7*1 0 

J X v 






Ser 


Met 


Gly Tyr 


79 5 
-j <t. o 








Arcr 
■«x y 


Tvr 


Asn 


Glu 


w wx. 


Glu 


Leu 


Glu 








360 


Asp 


Leu 


Thr 


Asn 






375 




Val 


Ser 


Ala 


Asn 




390 

~J -s V 






Pro 


lie 


Pro 


Thr 


405 








Ala 


Glu 


Asn 


Lys 


Ser 


Ser 


Thr 


Ala 








440 


Lys 


Lys 


Thr 


Thr 






455 




Thr 

X 41L 




Arg 


Ser 




470 






Gin 


Ala 


Ser 


He 


485 








Arg 


Ala 


Ser 


Thr 


Arg 


Gin 


His 


Gin 



520 



Met 


He 


Arcr 


Glv 


25 








He 


Glv 


Asn 


Tvr 


Lvs 


Val 

V VI -I- 


Lvs 


Leu 

Uv v^ 








60 


Lys 


He 


He 


Asp 






75 




Phe 


Arcr 


Glu 


Val 




90 






Lys 


Leu 


Phe 


Glu 


105 








Glu 


Tvr 


Ala 


Ser 
j. 


Atct 


Met 


Lvs 


Glu 








140 

Xti u 


Ala 


Val 


Gin 


Tyr 






155 




Ala 


Glu 

Vh* 


Asn 


Leu 

*s-» W% 




170 






Phe 

rue 


Glv 


Phe 

rue 


J vX 


185 








Cvs 


Glv 


Ser 


Pro 


Tvr 

JL 


Aso 


Glv 


Pro 








92 0 
a \j 


Thr 


Leu 


Val 


Ser 






235 




Leu 




Glu 

VJ _1_ \JL. 


Arcr 




250 






Ser 


Thr 


Asd 


Cvs 


2fi5 

i O J 








Cpv- 


JUjr O 


Am 


G3 v 


VAX 


Gl \y 


xix o 


ox U. 








■j \j \j 


Asp 


Tyr 


Lys 


Asp 






315 




Thr 


Arcr 


Glu 

vx u 


Glu 

wX Li 










Val 


Met 


Ala 


Thr 


345 








Glv 




Thr 

JL JL JUL 


He 

J- X c 


Ser 


kj C JU 


Ala 


His 








380 

■J O w 


Pro 


Lys 


Gin 


Arg 






395 




Ser 


Asn 


Ser 

kvJ 1 W X. 


Tvr 
j-y x 




410 






Arcr 


Pro 


Glu 


Glu 

ad* 


425 








Lvs 


Val 


Pro 


Ala 


Pro 

JT J_ V/ 


XXXJL 


Pro 


uCX 








4K0 
** o \J 


Arcr 


A QTl 


Ser 

W X 


Pro 

C A~ V/ 






475 




Gin 


Asn 


Gly 


Lys 




490 






Ala 


Ser 


Ala 


Ser 


505 








Lys 


Ser 


Met 


Ser 



Arcr 


Asn Ser AT a 

rtijii ^cx nxci 




30 


Arcr 


Leu Leu Lvs 


45 




Ala 


Arcr TTi Tie 

ftljj XXX£3 xxc 


Lvs 


Thr Gin Leu 




no 


Arg 


He Met Lys 




95 


Val 


He Glu Thr 




110 


Glv 


Glv Glu Val 


125 

Jo W «J 






flT u Al a Arcr 
wxu nxct jn.x. y 


V>» Jr O 


Hie flT n TiVS 
ii-i-o V7xxx xjy o 




1 fiO 

XDU 


Leu 


Leu Asp Ala 




175 


Sen 
ns xx 


dl u pV>o Thr 

wXVX XrilC X XXX. 




1 90 

X ^ VI 


Pro 


Tvr Ala Ala 


205 




ni u 

UfX LX 


VaT AaT> Val 
VdX Asp V ctX 


m v 

v3X _y 


S^r T.^n Dm 
ocx. J-tcLl. rxu 




OZLCi 
x*± U 


Val 


Leu Arg Gly 




255 


Glu 

V-J ^ u 


Asn Tipn Ti^n 

noil ucu xjcu 






Thr 

X XXX. 


Ti^n nil n fil n 

XICvl V7XU V7XX1 


2fl 5 






Sen f^llll T.ffkll 
ns^ ulU Xjtz. LX 


Pro 


A r cr A r <™r TVi y~ 
nxy rixy xxix 




7 2 n 


lie 


Gin Asp Ser 




335 


Tvr 


Leu Leu Leu 




7 5f) 


Thr 

xx^ 


Leu Lvs Pro 


365 

~> O J 




Pro 


His Pro Thr 


Arcr 
**x y 


Php S^r A qd 

me ocx nou 




400 

TX W W 


O A "V* 

t»er 


jjy s L>ys l nr 




415 


Asp 


Arg Glu Ser 




430 


Ser 


Pro Leu Pro 


445 




Thr 


Asn Ser Val 



Leu Leu Glu Arg 

480 

Asp Ser Leu Thr 
495 

Ala Ala Val Ser 
510 

Ala Ser Val His 
525 
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Pro 


Asn 


Lys 


Ala 


Ser Gly 


Leu Pro 


Pro 


Thr 


Glu 


Ser Asn 


Cys 


Glu 


Val 




530 










535 








540 








Pro 


Arg 


Pro 


Ser 


Thr 


Ala 


Pro Gin 


Arg 


Val 


Pro 


Val Ala 


Ser 


Pro 


Ser 


545 










550 








555 








560 


Ala 


His 


Asn 


lie 


Ser 
565 


Ser 


Ser Gly 


Gly 


Ala 
570 


Pro 


Asp Arg 


Thr 


Asn 
575 


Phe 


Pro 


Arg Gly 


Val 


Ser 


Ser 


Arg Ser 


Thr 


Phe 


His Ala Gly 


Gin 


Leu 


Arg 








580 








585 








590 






Gin 


Val 


Arg 


Asp 


Gin 


Gin 


Asn Leu 


Pro 


Tyr 


Gly Val Thr 


Pro 


Ala 


Ser 






595 








600 








605 








Pro 


Ser 
610 


Gly 


His 


Ser 


Gin 


Gly Arg 
615 


Arg 


Gly 


Ala 


Ser Gly 
620 


Ser 


He 


Phe 


Ser 


Lys 


Phe 


Thr 


Ser 


Lys 


Phe Val 


Arg 


Arg 


Asn 


Leu Asn 


Glu 


Pro 


Glu 


625 










630 








635 








640 


Ser 


Lys 


Asp 


Arg 


Val 


Glu 


Thr Leu 


Arg 


Pro 


His 


Val Val 


Gly Ser 


Gly 
* 










645 








650 








655 




Gly 


Asn Asp 


Lys 


Glu 


Lys 


Glu Glu 


Phe 


Arg 


Glu 


Ala Lys 


Pro 


Arg 


Ser 








660 








665 








670 






Leu 


Arg 


Phe 
675 


Thr 


Trp 


Ser 


Met Lys 
680 


Thr 


Thr 


Ser 


Ser Met 
685 


Glu 


Pro 


Asn 


Glu 


Met 


Met 


Arg 


Glu 


He 


Arg Lys 


Val 


Leu 


Asp Ala Asn 


Ser 


Cys 


Gin 




690 










695 








700 








Ser 


Glu 


Leu 


His 


Glu 


Lys 


Tyr Met 


Leu 


Leu 


Cys 


Met His 


Gly Thr 


Pro 


TAR 










710 








715 










Gly 


His 


Glu 


Asp 


Phe 
725 


Val 


Gin Trp 


Glu 


Met 
730 


Glu 


Val Cys 


Lys 


Leu 
735 


Pro 


Arg 


Leu 


Ser 


Leu 


Asn Gly 


Val Arg 


Phe 


Lys 


Arg 


He Ser 


Gly Thr 


Ser 








740 








745 








750 






Met 


Ala 


Phe 
755 


Lys 


Asn 


He 


Ala Ser 
760 


Lys 


He 


Ala 


Asn Glu 
765 


Leu 


Lys 


Leu 
768 



* 



<210> 1012 
<211> 1055 
<212> PRT 

<213> Homo sapiens 





<400> 1012 
























Met 


Glu 


Val 


Cys 


Ala 


Ala 


Phe 


Glu 


Ala 


Lys 


Glu 


Glu Thr 


Tyr 


Lys 


Ser 


l 








5 










10 








15 




Leu 


Met 


Gin 


Lys 


Gly 


Gin 


Gin 


Met 


Leu 


Ala 


Arg 


Cys Pro 


Lys 


Ser 


Ala 








20 










25 








30 






Glu 


Thr 


Asn 


He 


Asp 


Gin 


Asp 


He 


Asn 


Asn 


Leu Lys Glu 


Lys 


Trp 


Glu 






35 










40 








45 








Ser 


Val 


Glu 


Thr 


Lys 


Leu 


Asn 


Glu 


Arg 


Lys 


Thr Lys Leu 


Glu 


Glu 


Ala 




50 










55 










60 








Leu 


Asn 


Leu 


Ala 


Met 


Glu 


Phe 


His 


Asn 


Ser 


Leu Gin Asp 


Phe 


He 


Asn 


65 










70 










75 








80 


Trp 


Leu 


Thr 


Gin 


Ala 


Glu 


Gin 


Thr 


Leu 


Asn 


Val 


Ala Ser 


Arg 


Pro 


Ser 










85 










90 








95 




Leu 


He 


Leu 


Asp 


Thr 


Val 


Leu 


Phe 


Gin 


He 


Asp 


Glu His 


Lys 


Val 


Phe 








100 










105 








110 






Ala 


Asn 


Glu 


Val 


Asn 


Ser 


His 


Arg 


Glu 


Gin 


He 


He Glu 


Leu Asp 


Lys 






115 










120 








125 








Thr 


Gly 


Thr 


His 


Leu 


Lys 


Tyr 


Phe 


Ser 


Gin 


Lys 


Gin Asp 


Val 


Val 


Leu 




130 










135 










140 








He 


Lys 


Asn 


Leu 


Leu 


He 


Ser 


Val 


Gin 


Ser 


Arg 


Trp Glu 


Lys 


Val 


Val 


145 










150 










155 








160 


Gin 


Arg 


Leu 


Val 


Glu 


Arg 


Gly Arg 


Ser 


Leu 


Asp Asp Ala 


Arg Lys 


Arg 










165 










170 








175 





2759 



WO 01/57190 



PCT/US01/04098 



Ala 


Lys 


Gin 


Phe 
180 


His 


Glu 


Ala 


Trp 


Ser 
185 


Lys 


Leu 


Met 


Glu 


Trp 
190 


Leu 


Glu 


Glu 


Ser 


Glu 
195 


Lys 


Ser 


Leu 


Asp 


Ser 
200 


Glu 


Leu 


Glu 


He 


Ala 

205 


Asn 


Asp 


Pro 


Asp 


Lys 
210 


He 


Lys 


Thr 


Gin 


Leu 
215 


Ala 


Gin 


His 


Lys 


Glu 
220 


Phe 


Gin 


Lys 


Ser 


Leu 


Gly 


Ala 


Lys 


His 


Ser 


Val 


Tyr 


Asp 


Thr 


Thr 


Asn 


Arg 


Thr 


Gly 


Arg 


225 










230 










235 










240 


Ser 


Leu 


Lys 


Glu 


Lys 
245 


Thr 


Ser 


Leu 


Ala 


Asp 
250 


Asp 


Asn 


Leu 


Lys 


Leu 
255 


Asp 


Asp 


Met 


Leu 


Ser 
260 


Glu 


Leu 


Arg 


Asp 


Lys 
265 


Trp 


Asp 


Thr 


He 


Cys 
270 


Gly 


Lys 


Ser 


Val 


Glu 
275 


Arg 


Gin 


Asn 


Lys 


Leu 
280 


Glu 


Glu 


Ala 


Leu 


Leu 
285 


Phe 


Ser 


Gly 


Gin 


Phe 
290 


Thr 


Asp 


Ala 


Leu 


Gin 
295 


Ala 


Leu 


He 


Asp 


Trp 

300 


Leu 


Tyr 


Arg 


Val 


Glu 


Pro 


Gin 


Leu 


Ala 


Glu 


Asp 


Gin 


Pro 


Val 


His 


Gly 


Asp 


He 


Asp 


Leu 


305 










310 










315 










320 


Val 


Met 


Asn 


Leu 


He 
325 


Asp 


Asn 


His 


Lys 


Ala 
330 


Phe 


Gin 


Lys 


Glu 


Leu 
335 


Gly 


Lys 


Arq 


Thr 


Ser 
340 


Ser 


Val 


Gin 


Ala 


Leu 
345 


Lys 


Arg 


Ser 


Ala 


Arg 
350 


Glu 


Leu 


He 


Glu 


Gly 
355 


Ser 


Arg 


Asp 


Asp 


Ser 
360 


Ser 


Trp 


Val 


Lys 


Val 
365 


Gin 


Met 


Gin 


Glu 


Leu 
370 


Ser 


Thr 


Arg 


Trp 


Glu 
375 


Thr 


Val 


Cys 


Ala 


Leu 
380 


Ser 


He 


Ser 


Lys 


Gin 


Thr 


Arg 


Leu 


Glu 


Ala 


Ala 


Leu 


Arg 


Gin 


Ala 


Glu 


Glu 


Phe 


His 


Ser 


385 










390 










395 










400 


Val 


Val 


His 


Ala 


Leu 
405 


Leu 


Glu 


Trp 


Leu 


Ala 
410 


Glu 


Ala 


Glu 


Gin 


Thr 
415 


Leu 


Arg 


Phe 


His 


Gly 
420 


Val 


Leu 


Pro 


Asp 


Asp 
425 


Glu 


Asp 


Ala 


Leu 


Arg 
430 


Thr 


Leu 


He 


Asp 


Gin 
435 


His 


Lys 


Glu 


Phe 


Met 
440 


Lys 


Lys 


Leu 


Glu 


Glu 
445 


Lys 


Arg 


Ala 


Glu 


Leu 
450 


Asn 


Lys 


Ala 


Thr 


Thr 
455 


Met 


Gly 


Asp 


Thr 


Val 
460 


Leu 


Ala 


He 


Cys 


His 


Pro 


Asp 


Ser 


He 


Thr 


Thr 


He 


Lys 


His 


Trp 


He 


Thr 


He 


He 


Arg 


465 










470 










475 










480 


Ala 


Arg 


Phe 


Glu 


Glu 
485 


Val 


Leu 


Ala 


Trp 


Ala 
490 


Lys 


Gin 


His 


Gin 


Gin 
495 


Arg 


Leu 


Ala 


Ser 


Ala 
500 


Leu 


Ala 


Gly 


Leu 


He 
505 


Ala 


Lys 

-* 


Gin 


Glu 


Leu 
510 


Leu 


Glu 


Ala 


Leu 


Leu 
515 


Ala 


Trp 


Leu 


Gin 


Trp 
520 


Ala 


Glu 


Thr 


Thr 


Leu 

525 


Thr 


Asp 


Lys 


Asp 


Lys 
530 


Glu 


Val 


He 


Pro 


Gin 
535 


Glu 


He 


Glu 


Glu 


Val 
540 


Lys 


Ala 


Leu 


He 


Ala 


Glu 


His 


Gin 


Thr 


Phe 


Met 


Glu 


Glu 


Met 


Thr 


Arg 


Lys 


Gin 


Pro 


Asp 


545 










550 










555 










560 


Val 


Asp 


Lys 


Val 


Thr 
565 


Lys 


Thr 


Tyr 


Lys 


Arg 
570 


Arg 


Ala 


Ala 


Asp 


Pro 
575 


Ser 


Ser 


Leu 


Gin 


Ser 
580 


His 


He 


Pro 


Val 


Leu 
585 


Asp 


Lys 


Gly 


Arg 


Ala 
590 


Gly 


Arg 


Lys 


Arg 


Phe 
595 


Pro 


Ala 


Ser 


Ser 


Leu 
600 


Tyr 


Pro 


Ser 


Gly 


Ser 
605 


Gin 


Thr 


Gin 


lie 


Glu 
610 


Thr 


Lys 


Asn 


Pro 


Arg 
615 


Val 


Asn 


Leu 


Leu 


Val 
620 


Ser 


Lys 


Trp 


Gin 


Gin 


Val 


Trp 


Leu 


Leu 


Ala 


Leu 


Glu 


Arg 


Arg 


Arg 


Lys 


Leu 


Asn 


Asp 


Ala 


625 










630 

W V 










635 










640 


Leu 


Asp 


Arg 


Leu 


Glu 
645 


Glu 


Leu 


Arg 


Glu 


Phe 
650 


Ala 


Asn 


Phe 


Asp 


Phe 
655 


Asp 


He 


Trp 


Arg 


Lys 
660 


Lys 


Tyr 


Met 


Arg 


Trp 
665 


Met 


Asn 


His 


Lys 


Lys 
670 


Ser 


Arg 


Val 


Met 


Asp 
675 


Phe 


Phe 


Arg 


Arg 


lie 
680 


Asp 


Lys 


Asp 


Gin 


Asp 
685 


Gly 


Lys 


lie 
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Thr 


Arg 


Gin 


Glu 


Phe 


He 


Asp Gly 


He 


Leu 


Ser 


Ser 


Lys 


Phe 


Pro 


Thr 




690 










695 








700 










Ser 


Arg 


Leu 


Glu 


Met 


Ser 


Ala Val 


Ala 


Asp 


He 


Phe 


Asp 


Arg 


Asp 

XT 


Gly 


705 










710 








715 










720 


Asp 


Gly 


Tyr 


lie 


Asp 


Tyr 


Tyr Glu 


Phe 


Val 


Ala 


Ala 


Leu 


His 


Pro 


Asn 










725 








73 0 










735 




Lys 


Asp 


Ala 


Tyr 


Lys 


Pro 


He Thr 


Asp 


Ala 


Asp 


Lys 


He 


Glu 


Asp 


Glu 








740 








745 










750 






Val 


Thr 


Arg 


Gin 


Val 


Ala 


Lys Cys 


Lys 


Cys 


Ala 


Lys 


Arg 


Phe 


Gin 


Val 






755 








760 










765 








Glu 


Gin 


He 


Gly 


Asp 


Asn 


Lys Tyr 


Arg 


Phe 


Phe 


Leu 


Gly 


Asn 


Gin 


Phe 




770 










775 








780 










Gly 


Asp 


Ser 


Gin 


Gin 


Leu 


Arg Leu 


Val 


Arg 


He 


Leu Arg 


Ser 


Thr 


Val 


785 










790 








795 










800 


Met 


Val 


Arg 

* 


Val 


Gly 


Gly 


Gly Trp 


Met 


Ala 


Leu 


Asp 


Glu 


Phe 


Leu 


Val 










805 








810 










815 




Lys 


Asn 


Asp 


Pro 


Cys 


Arg 


Ala Lys 


Gly 


Arg 


Thr 


Asn 


Met 


Glu 


Leu 


Arcr 








820 








825 










830 






Glu 


Lys 


Phe 


He 


Leu 


Ala 


Asp Gly 


Ala 


Ser 


Gin 


Gly Met 


Ala 


Ala 


Phe 






835 








840 










845 








Arg 


Pro 


Arg 


Gly 


Arg 


Arg 


Ser Arg 


Pro 


Ser 


Ser 


Arg Gly 


Ala 


Ser 


Pro 




850 










855 








860 










Asn 


Arg 


Ser 


Thr 


Ser 


Val 


Ser Ser 


Gin 


Ala 


Ala 


Gin 


Ala 


Ala 


Ser 


Pro 


865 










870 








875 










880 

Sp/ w 


Gin 


Val 


Pro 


Ala 


Thr 


Thr 


Thr Pro 


Lys 


lie 


Leu 


His 


Pro 


Leu 


Thr 


Arq 










885 








890 










895 




Asn 


Tyr 


Gly 


Lys 


Pro 


Trp 


Leu Thr 


Asn 


Ser 


Lys 


Met 


Ser 


Thr 


Pro 


Cvs 








900 








905 










910 






Lys 


Ala 


Ala 


Glu 


Cys 


Ser 


Asp Phe 


Pro 


Val 


Pro 


Ser 


Ala 


Glu 


Gly 


Thr 






915 








920 










925 








Pro 


He 


Gin 


Gly 


Ser 


Lys 


Leu Arg 


Leu 


Pro 


Gly 


Tyr 


Leu 


Ser 


Glv 


Lys 




930 










935 








940 










Gly 


Phe 


His 


Ser 


Gly 


Glu 


Asp Ser 


Gly 


Leu 


He 


Thr 


Thr 


Ala 


Ala 


Ala 


945 










950 








955 










960 


Arq 


Val 


Arq 


Thr 


Gin 


Phe 


Ala Asp 


Ser 


Lvs 


Lvs 


Thr 


Pro 


Ser 

V-* ^ 


Arcr 


Pro 










965 








970 










975 




Gly 


Ser 


Arq 


Ala 


Gly 


Ser 


Lys Ala 


Gly 


Ser 


Arg 


Ala 


Ser 


Ser 


Arcr 


Arq 








980 








985 










990 






Gly 


Ser 


Asp 


Ala 


Ser 


Asp 


Phe Asp 


He 


Ser 


Glu 


He 


Gin 


Ser 


Val 


Cys 






995 








1000 








1005 








Ser 


Asp 


Val 


Glu 


Thr 


Val 


Pro Gin 


Thr 


His 


Arg 


Pro 


Thr 


Pro 


Arg 


Ala 


1010 








1015 






1020 










Gly 


Ser 


Arg 


Pro 


Ser 


Thr Ala Lys 


Pro 


Ser 


Lys 


He 


Pro 


Thr 


Pro 


Gin 


L025 








1030 






1035 








1040 


Arg 


Lys 


Ser 


Pro 


Ala 


Ser 


Lys Leu 


Asp 


Lys 


Ser 


Ser 


Lys 


Arg 


* 










1045 






1050 






1054 








<210> 1013 


























<211> 1018 


























<212> PRT 


























<213> Homo sapiens 






















<400> 1013 
























Met 


Glu 


Val 


Cys 


Ala 


Ala 


Phe Glu 


Ala 


Lys 


Glu 


Glu 


Thr 


Tyr 


Lys 


Ser 


1 








5 








10 










15 




Leu 


Met 


Gin 


Lys 


Gly Gin Gin Met 


Leu 


Ala 


Arg 


Cys 


Pro 


Lys 


Ser 


Ala 








20 








25 










30 






Glu 


Thr 


Asn 


He 


Asp Gin Asp He 


Asn 


Asn 


Leu 


Lys 


Glu 


Lys 


Trp 


Glu 






35 








40 










45 








Ser 


Val 


Glu 


Thr 


Lys 


Leu 


Asn Glu 


Arg 


Lys 


Thr 


Lys 


Leu 


Glu 


Glu 


Ala 




50 










55 








60 
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Leu 


Asn 


Leu 


Ala 


Met 


Glu 


Phe 


His 


Asn 


Ser 


Leu 


Gin 


Asp 


Phe 


He Asn 


65 










70 










75 








80 


Trp 


Leu 


Thr 


Gin 


Ala 


Glu 


Gin 


Thr 


Leu 


Asn 


Val 


Ala 


Ser 


Arg 

mm* 


Pro Ser 










85 










90 










95 


Leu 


He 


Leu 


Asp 


Thr 


Val 


Leu 


Phe 


Gin 


He 


Asp 

mm* 


Glu 


His 


Lys 


Val Phe 








100 










105 










110 




Ala 


Asn 


Glu 


Val 


Asn 


Ser 


His 


Arg 


Glu 


Gin 


He 


He 


Glu 


Leu 


Asp Lys 






115 










12 0 










125 






Thr 


Gly 


Thr 


His 


Leu 


Lys 


Tyr 


Phe 


Ser 


Gin 


Lys 


Gin 


Asp 


Val 


Val Leu 




130 










135 










140 








lie 


Lys 


Asn 


Leu 


Leu 


lie 


Ser 


Val 


Gin 


Ser 


Arg 

mm* 


Trp 


Glu 


Lys 

mi 


Val Val 


145 










150 










155 








160 


Gin 


Arg 


Leu 


Val 


Glu 


Arg 


Gly 


Arg 


Ser 


Leu 


Asp 

Sm 


Asp 

dm 


Ala 


Arg 


Lys Arg 










165 










170 










175 


Ala 


Lys 


Gin 


Phe 


His 


Glu 


Ala 


Trp 


Ser 


Lys 


Leu 


Met 


Glu 


Trp 


Leu Glu 








180 










185 










190 




Glu 


Ser 


Glu 


Lys 


Ser 


Leu 


Asp 


Ser 


Glu 


Leu 


Glu 


He 


Ala 


Asn 


Asp Pro 

mm 






195 










200 










205 






Asp 


Lys 


He 


Lys 


Thr 


Gin 


Leu 


Ala 


Gin 


His 


Lys 

m% 


Glu 


Phe 


Gin 


Lys Ser 

mm 




210 










215 










220 








Leu 


Gly 


Ala 


Lys 


His 


Ser 


Val 


Tyr 


Asp 


Thr 


Thr 


Asn 


Arg 


Thr 


Gly Arg 


225 










230 










235 








240 


Ser 


Leu 


Lys 

ml 


Glu 


Lys 

mm 


Thr 


Ser 


Leu 


Ala 


Asp 


Asp 

mmT 


Asn 


Leu 


Lys 


Leu Asp 










245 










250 










255 


Asp 


Met 


Leu 


Ser 


Glu 


Leu 


Arg 


Asp 

mm 


Lys 


Trp 


Asp 


Thr 


He 


Cys 


Gly Lys 








260 










265 










270 




Ser 


Val 


Glu 


Arg 


Gin 


Asn 


Lys 

mm 


Leu 


Glu 


Glu 


Ala 


Leu 


Leu 


Phe 


Ser Gly 






275 










280 










285 






Gin 


Phe 


Thr 


Asp 


Ala 


Leu 


Gin 


Ala 


Leu 


He 


Asp 


Trp 


Leu 


Tyr 


Arg Val 




290 










295 










300 








Glu 


Pro 


Gin 


Leu 


Ala 


Glu 


Asp 


Gin 


Pro 


Val 


His 


Gly 


Asp 


He 


Asp Leu 


305 










310 










315 








320 


Val 


Met 


Asn 


Leu 


He 


Asp 


Asn 


His 


Lys 


Ala 


Phe 


Gin 


Lys 


Glu 


Leu Gly 










325 










330 










335 


Lys 


Arg 


Thr 


Ser 


Ser 


Val 


Gin 


Ala 


Leu 


Lys 


Arg 


Ser 


Ala 


Arg 


Glu Leu 








340 










345 










350 




lie 


Glu 


Gly 


Ser 


Arg 


Asp 


Asp 


Ser 


Ser 


Trp 


Val 


Lys 


Val 


Gin 


Met Gin 






355 










360 










365 






Glu 


Leu 


Ser 


Thr 


Arg 


Trp 

Mm 


Glu 


Thr 


Val 


Cys 


Ala 


Leu 


Ser 


He 


Ser Lys 

* 




370 










375 










380 








Gin 


Thr 


Arg 


Leu 


Glu 


Ala 


Ala 


Leu 


Arg 

mm* 


Gin 


Ala 


Glu 


Glu 


Phe 


His Ser 


385 










390 










395 








400 


Val 


Val 


His 


Ala 


Leu 


Leu 


Glu 


Trp 


Leu 


Ala 


Glu 


Ala 


Glu 


Gin 


Thr Leu 










405 










410 










415 


Arg 


Phe 


His 


Gly 


Val 


Leu 


Pro 


Asp 


Asp 


Glu 


Asp 


Ala 


Leu 


Arg 


Thr Leu 








420 










425 










430 




He 


Asp 


Gin 


His 


Lys 


Glu 


Phe 


Met 


Lys 

mm 


Lys 

mm 


Leu 


Glu 


Glu 


Lys 

m£ 


Arg Ala 






435 










440 










445 






Glu 


Leu 


Asn 


Lys 

mm 


Ala 


Thr 


Thr 


Met 


Gly 

m% 


Asp 

mm 


Thr 


Val 


Leu 


Ala 


He Cys 




450 










455 










460 








His 


Pro 


Asp 


Ser 


He 


Thr 


Thr 


He 


Lys 

mm 


His 


Trp 


He 


Thr 


He 


He Arg 


465 










470 










475 








480 


Ala 


Arg 

mm* 


Phe 


Glu 


Glu 


Val 


Leu 


Ala 


Trp 

mm 


Ala 


Lys 


Gin 


His 


Gin 


Gin Arg 

mm* 










485 










490 










495 


Leu 


Ala 


Ser 


Ala 


Leu 


Ala 


Gly 

mm 


Leu 


He 


Ala 


Lys 

mm 


Gin 


Glu 


Leu 


Leu Glu 








500 










505 










510 




Ala 


Leu 


Leu 


Ala 


Trp 

mm 


Leu 


Gin 


Trp 


Ala 


Glu 


Thr 


Thr 


Leu 


Thr 


Asp Lys 

mmT J 






515 










520 










525 






Asp 


Lys 


Glu 


Val 


He 


Pro 


Gin 


Glu 


He 


Glu 


Glu 


Val 


Lys 


Ala 


Leu He 




530 










535 










540 








Ala 


Glu 


His 


Gin 


Thr 


Phe 


Met 


Glu 


Glu 


Met 


Thr 


Arg 


Lys 


Gin 


Pro Asp 


545 










550 










555 








560 


Val 


Asp 


Lys 


Val 


Thr 


Lys 


Thr 


Tyr 


Lys 


Arg 


Arg 


Ala 


Ala 


Asp 


Pro Ser 



565 570 575 
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Ser Leu Gin 


Ser 
580 


His 


He 


Pro 


Val 


Leu 
585 


Asp 


Lys 

m% 


Gly 

m% 


Arg 


Ala 
590 


Gly 

m% 


Arg 

mm* 


Lys Arg Phe 


Pro 


Ala 


Ser 


Ser 


Leu 


Tyr 


Pro 


Ser 


Gly 


Ser 


Gin 


Thr 


Gin 


595 










600 










605 








lie Glu Thr 


Lys 


Asn 


Pro 


Arg 


Val 


Asn 


Leu 


Leu 


Val 


Ser 


Lys 


Trp 


Gin 


610 






615 










620 










Gin Val Trp 


Leu 


Leu 


Ala 


Leu 


Glu 


Arg 


Arg 


Arg 


Lys 


Leu 


Asn 


Asp 


Ala 


625 






630 










635 










640 


Leu Asp Arg 


Leu 


Glu 
645 


Glu 


Leu 


Arg 


Glu 


Phe 
650 


Ala 


Asn 


Phe 


Asp 

mm 


Phe 
655 


Asp 


lie Trp Arg 

j» mj 


Lys 

m% 

660 


Lys 

m\ 


Tyr 


Met 


Arg 


Trp 
665 


Met 


Asn 


His 


Lys 


Lys 
670 


Ser 


Arg 

mm* 


Val Met Asp 


Phe 


Phe 


Arg 


Arg 


He 


Asp 


Lys 


Asp 


Gin 


Asp 


Gly 


Lys 


He 


675 










680 










685 








Thr Arg Gin 


Glu 


Phe 


He 


Asp 


Gly 


He 


Leu 


Ser 


Ser 


Lys 


Phe 


Pro 


Thr 


690 








695 










700 










Ser Arg Leu 


Glu 


Met 


Ser 


Ala 


Val 


Ala 


Asp 

mm 


He 


Phe 


Asp 

mm 


Arg 

mm* 


Asp 

mm 


Gly 


705 






710 










715 










720 


Asp Gly Tyr 


lie 


Asp 
725 


Tyr 

m\ 


Tyr 


Glu 


Phe 


Val 

730 


Ala 


Ala 


Leu 


His 


Pro 
735 


Asn 


Lys Asp Ala Tyr 


Lys 


Pro 


He 


Thr 


Asp 


Ala 


Asp 


Lys 


He 


Glu 


Asp 

mm 


Glu 




740 










745 










750 






Val Thr Arg 


Gin 


Val 


Ala 


Lys 


Cys 

ml 


Lys 


Cys 
* 


Ala 


Lys 


Arg 

mm* 


Phe 


Gin 


Val 


755 










760 










765 








Glu Gin lie Gly Asp 


Asn 


Lys 


Tyr 


Arg 


Phe 


Phe 


Leu 


Gly 


Asn 


Gin 


Phe 


770 








775 










780 










Gly Asp Ser 


Gin 


Glh 


Leu 


Arg 


Leu 


Val 


Arg 


He 


Leu 


Arg 


Ser 


Thr 


Val 


785 






790 










795 










800 


Met Val Arg Val 


Gly 


Gly 


Gly 

mi 


Trp 

mm 


Met 


Ala 


Leu 


Asp 


Glu 


Phe 


Leu 


Val 






805 










810 










815 




Lys Asn Asp 


Pro 
820 


Cys 


Ara 


Ala 


Lys 


Gly 
825 


Arq 


Thr 


Asn 


Met 


Glu 
830 


Leu 


Ara 


Glu Lys Phe 


lie 


Leu 


Ala 


Asp 


Gly 


Ala 


Ser 


Gin 


Gly 


Met 


Ala 


Ala 


Phe 


835 










840 










845 








Arg Pro Arg Gly Arg 


Arg 


Ser 


Arg 


Pro 


Ser 


Ser 


Arg 

mm? 


Gly 

mi 


Ala 


Ser 


Pro 


850 








855 










860 










Asn Arg Ser 


Thr 


Ser 


Val 


Ser 


Ser 


Gin 


Ala 


Ala 


Gin 


Ala 


Ala 


Ser 


Pro 


865 






870 










875 










880 


Gin Val Pro 


Ala 


Thr 
885 


Thr 


Thr 


Pro 


Lys 

mm 


Gly 
890 


Thr 


Pro 


He 


Gin 


Gly 
895 


Ser 


Lys Leu Arg Leu 


Pro 


Gly 


Tyr 


Leu 


Ser 


Gly 

ml 


Lys 


Gly 

m% 


Phe 


His 


Ser 


Gly 

mi 




900 










905 










910 






Glu Asp Ser Gly Leu 


He 


Thr 


Thr 


Ala 


Ala 


Ala 


Arg 


Val 


Arg 


Thr 


Gin 


915 










920 










925 








Phe Ala Asp Ser Lys 


Lys 


Thr 


Pro 


Ser 


Arg 


Pro 


Gly 


Ser 


Arg 


Ala 


Gly 


930 








935 










94 0 










Ser Lys Ala 


Gly Ser 


Arg 


Ala 


Ser 


Ser 


Arg 


Arg 


Gly 

mm 


Ser 


Asp 


Ala 


Ser 


945 






950 










955 










960 


Asp Phe Asp 


He 


Ser 
965 


Glu 


He 


Gin 


Ser 


Val 
970 


Cys 

m% 


Ser 


Asp 


Val 


Glu 
975 


Thr 


Val Pro Gin 


Thr 
980 


His 


Arg 


Pro 


Thr 


Pro 
985 


Arg 


Ala 


Gly 


Ser 


Arg 
990 


Pro 


Ser 


Thr Ala Lys 


Pro 


Ser 


Lys 


He 


Pro 


Thr 


Pro 


Gin 


Arg 


Lys 


Ser 


Pro 


Ala 


995 








1000 








1005 








Ser Lys Leu Asp 


Lys 


Ser 


Ser 


Lys 


Arg 


* 















1010 1015 1017 



<210> 1014 

<211> 684 

<212> PRT 

<213> Homo sapiens 
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<400> 1014 
Met Ala Ala Gly 
1 

Gly Asp Cys Ala 

20 

Tyr Lys Leu Leu 
35 

Ser Ala Gin Thr 
50 

Pro Ala Ser Ala 
65 

Pro Pro Ala Gly 

Ser Leu Val Arg 

100 

Pro Ala Thr Pro 
115 

Asn Leu Gly Arg 
130 

Ser Gin Arg Trp 
145 

Ser lie Asp Leu 

Gin Pro Thr Cys 

180 

lie Ser Leu Leu 
195 

Leu lie Lys Lys 
210 

Asp Lys Thr Lys 
225 

Leu Phe Leu Ala 

Ser His Pro Cys 

260 

Gly Glu Gly Phe 
275 

Pro Leu Ala Lys 
290 

Phe Ser Pro Asp 
305 

Leu Arg Val Phe 



Ser Tyr 

Tyr Val 

Thr Glu 
370 
Asn Ala 
385 

Thr Ala 



Phe Gly 
340 
Val Thr 
355 

Gly Arg 
Val Ala 
Ala Gly 



Glu Pro Glu Ala 

420 

Pro Leu Pro Lys 
435 

Gin Asp Thr Gin 
450 

Pro His Pro Pro 
465 

Thr Thr Pro Pro 



Gly Ala Glu 
5 

Glu lie Lys 

Pro Gly Asp 

Pro Val Pro 
55 

Ser Gly Pro 
70 

Pro Gly Pro 
85 

Leu Gly Glu 

Ala Gly Leu 

Glu Leu Tyr 
135 

His Thr Pro 

150 
Asn Lys Pro 
165 

His Asp Phe 

Val Gly Phe 

Asp Thr Ser 
215 

Val Thr Tyr 

230 
Ser His Ala 
245 

Ala Ser Ala 

Ser Val Tyr 

Trp Ala Val 
295 

Gly Arg His 

310 
His Phe Asp 
325 

Gly Leu Leu 

Gly Gly Glu 

Val Val Ala 
375 

Phe Asp Pro 

390 
Ala Asp Gly 
405 

Ala Gly Thr 

Ala Gly Ser 

Phe Cys Leu 
455 

Leu Ala Arg 

470 
Ala Ala Ser 
485 



Gly Gly Ser 
10 

Ser Gin Phe 
25 

Gly Ala Ala 
40 

Pro Gin Pro 

Gly Ala Ala 

Gly Pro Ala 
90 

Pro Asp Ser 

105 
Gly Ser Gly 
120 

Phe Tyr Pro 

Leu Thr Pro 

He Asp Lys 
170 

Asn Gin .Phe 

185 
Ser Ala Gly 
200 

Lys Leu Phe 

Leu Lys Trp 

Ser Gly His 
250 

Pro Pro Gin 

265 
Ala Ala Lys 
280 

Gly Glu Gly 

Leu Ala Cys 

Ser Met Leu 
330 

Cys Val Cys 

345 
Asp Asp Leu 
360 

Arg Gly His 

Tyr Thr Thr 

Glu Arg Ser 
410 

Gly Ser Ala 

425 
He Thr Tyr 
440 

Trp Asp Leu 

Thr Arg Thr 

Ser Ser Arg 
490 



(21 v P"rn Glv Ala 


Ala 


Met 




15 




Atct TVjt A tci Glu 


Glv 


Phe 








Arcr Arcr Ser Glv 


Pro 


Ala 


45 






Pro Gin Pro Pro 


Pro 


Glv 


60 






Glv Pro Ala Ser 


Ser 


Pro 


75 




80 


T.pii Pto Ala Val 




JJC U 




95 




Ala Glv Ala Glv 


Glu 

wXm Wl 


Pro 


1 1 n 

JL -L U 






C±~\ \t 7v Q-pi 7i y*ct Va 1 


v. y o 


IT 11C 


1 9 5 






fil V fvS fvfl A TOT 


Atct 


Glv 








P V» <=» Ti*=»n Prrt Dyn 


DC UL 








1 60 

-LOW 


Hiy lie iyi uys 


m v 


i in. 




1 75 




TVit* Al a Ala TVt v 

1 111. nlu XV1.CI nil 


Glu 










(11 n Val d~\ n Tvi* 

will VCIX V31H iy 1 




rtO£J 


o n 
Z U D 






7\ cTl Ol 11 ("2l 11 AY*fT 
noil vjiu vjl Ll niy 


UC Ll 


Tie 


o o n 






Leu JriO VjXU oci 


m ii 


QCl 


*5 C 
ZOO 




Z *i U 


Titan r V\Ty T.<=»n Tt/t" 


aen 
rtou 


Val 

v a± 




9 5 5 
Z 3 3 




1 y 1 uci J— i™ uc u 




Gin 

UJ.11 


z / u 






Car T,vq Al a Pro 


Atct 


Asn 

null 


ZOO 






Dm T^n Ac*ri ("5 1 1 1 
Jc J. W UCU noil ulU 


Plii 3 


Ala 


"Jinn 






Val Ser Gin Asd 


Glv 


Cvs 


71 5 

Jlj 




190 


Jut; n ni y \j j- y ucu 


nc i— 






215 




r TT"T*» Cot" Prn Rer\ 
lip OCI JrlU nop 


Glv 
vj -i. _y 




1 RO 






Val Thr Val Tro 


Ser 


Phe 


3fi5 

JO J 






Glv His Lvs Ser 


Tro 


Val 


"-S HO 
J o w 






Arrr Ala Glu Glu 


Ala 


Ala 


2 95 
j ^ j 




400 


m v nlu flin Gin 

VJ1 Jf U1U V3J. U VJ JL 


Glu 

VhJ J- 


Glu 




? i j 




Glv Glv Ala Pto 


Leu 


Ser 


430 






Arg Phe Gly Ser 


Ala 


Gly 


445 






Thr Glu Asp Val 


Leu 


Tyr 


460 






Leu Pro Gly Thr 


Pro 


Gly 


475 




480 


Gly Gly Glu Pro 


Gly 


Pro 




495 





2764 



WO 01/57190 



PCT/USO 1/04098 



Gly 


Pro 


Leu 


Pro 
500 


Arg Ser 


Leu Ser 


Arg 
505 


Ser 


Asn 


Ser 


Leu 


Pro 
510 


His 


Pro 


Ala 


Gly 


Gly 
515 


Gly 


Lys Ala 


Gly Gly 
520 


Pro 


Gly 


Val 


Ala 


Ala 
525 


Glu 


Pro 


Gly 


Thr 


Pro 


Phe 


Ser 


He Gly 


Arg Phe 


Ala 


Thr 


Leu 


Thr 


Leu 


Gin 


Glu 


Arg 




530 








535 








540 










Arg 


Asp 


Arg 


Gly 


Ala Glu 


Lys Glu 


His 


Lys 


Arg 


Tyr 


His 


Ser 


Leu 


Gly 


545 




• 




550 








555 










560 


Asn 


He 


Ser 


Arg 


Gly Gly 
565 


Ser Gly 


Gly 


Ser 
570 


Gly 


Ser 


Gly 


Gly 


Glu 
575 


Lys 


Pro 


Ser 


Gly 


Pro 
580 


Val Pro 


Arg Ser 


Arg 
585 


Leu 


Asp 


Pro 


Ala 


Lys 
590 


Val 


Leu 


Gly 


Thr 


Ala 
595 


Leu 


Cys Pro 


Arg He 
600 


His 


Glu 


Val 


Pro 


Leu 
605 


Leu 


Glu 


Pro 


Leu 


Val 
610 


Cys 


Lys 


Lys He 


Ala Gin 
615 


Glu 


Arg 


Leu 


Thr 
620 


Val 


Leu 


Leu 


Phe 


Leu 


Glu 


Asp 


Cys 


He He 


Thr Ala 


Cys 


Gin 


Glu 


Gly 


Leu 


He 


Cys 


Thr 


625 








630 








635 










640 


Trp 


Ala 


Arg 


Pro 


Gly Lys 
645 


Ala Gly 


He 


Ser 
650 


Ser 


Gin 


Pro 


Gly 


Asn 
655 


Ser 


Pro 


Ser 


Gly 


Thr 
660 


Val Val 


Gly Ser 


His 
665 


Gly 


Tyr 


Ser 


Ala 


Pro 
670 


Pro 


Thr 


Pro 


Cys 


Pro 
675 


Gin 


Pro Ser 


Ser His 
680 


Asn 


Pro 


Ser 


Leu 
684 











<210> 1015 

<211> 1191 

<212> PRT 

<213> Homo sapiens 



<400> 1015 



Met 


Pro 


Arg 


Gly 


Val 


Phe 


Gin 


Gin 


Leu 


Ser 


Asn 


Leu 


Val 


Leu 


Gin 


Glu 


l 








5 










10 










15 




Leu 


Asn 


Ala 


Asn 


Leu 


Ser 


Asn 


Leu 


Thr 


Ser 


Ala 


Phe 


Glu 


Lys 


Ala 


Thr 








20 










25 










30 






Ala 


Glu 


Lys 


He 


Lys 


Cys 


Gin 


Gin 


Glu 


Ala 


Asp 


Ala 


Thr 


Asn 


Arg 


Val 






35 










40 










45 








He 


Leu 


Leu 


Ala 


Asn 


Arg 


Leu 


Val 


Gly 


Gly 


Leu 


Ala 


Ser 


Glu 


Asn 


He 




50 










55 










60 










Arg 


Trp 


Ala 


Glu 


Ser 


Val 


Glu 


Asn 


Phe 


Arg 


Ser 


Gin 


Gly 


Val 


Thr 


Leu 


65 










70 










75 










80 


Cys 


Gly 


Asp 


Val 


Leu 


Leu 


He 


Ser 


Ala 


Phe 


Val 


Ser 


Tyr 


Val 


Gly 


Tyr 










85 










90 










95 




Phe 


Thr 


Lys 


Lys 


Tyr 


Arg 


Asn 


Glu 


Leu 


Met 


Glu 


Lys 


Phe 


Trp 


He 


Pro 








100 










105 










110 






Tyr 


He 


His 


Asn 


Leu 


Lys 


Val 


Pro 


He 


Pro 


He 


Thr 


Asn 


Gly 


Leu 


Asp 






115 










120 










125 








Pro 


Leu 
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Trp Pro Leu Asp Lys Met Cys Leu Ser Val Glu Val Thr Lys Lys Asn 

1075 1080 1085 

Arg Glu Asp Met Thr Ala Pro Pro Arg Glu Gly Ser Tyr Val Tyr Gly 
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Leu Phe Met Glu Gly Ala Arg Trp Asp Thr Gin Thr Gly Val He Ala 
1105 1110 1115 1120 

Glu Ala Arg Leu Lys Glu Leu Thr Pro Ala Met Pro Val He Phe He 

1125 1130 1135 

Lys Ala He Pro Val Asp Arg Met Glu Thr Lys Asn He Tyr Glu Cys 

1140 1145 1150 

Pro Val Tyr Lys Thr Arg He Arg Gly Pro Thr Tyr Val Trp Thr Phe 
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Asn Leu Lys Thr Lys Glu Lys Ala Ala Lys Trp He Leu Ala Ala Val 

1170 1175 1180 

Ala Leu Leu Leu Gin Val * 
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<400> 1016 
Met Glu Thr Pro 
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Ser Arg Pro Pro 
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Gin Lys Glu Tyr 
65 

Arg Gin lie Ala 

Glu Pro Pro Pro 
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Leu Pro Ser Leu 
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Ser Gin Ala Ser 
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Met Tyr Tyr Pro 
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Pro Arg Gin Val 

Ser Gin Ala Leu 
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Ala Gin His Lys 
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Ser Pro Ala Pro 
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90 




Pro 


Ala Thr 


Phe 


105 






Glv 


Asn Lvs 


Pro 


Gly 


Glu Glu 


Glu 






140 


Ser 


Arcr Tvr 


Thr 
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Glu 
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Glu 
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Met 
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Glu 
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Lys 
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Glu 


345 
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Glu Ala 


Ala 


Arg 
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380 
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Met Ser 
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Arg 


Arg 
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Gly Arg 
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Arg 
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Gly 
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Met 
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Ser 
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Met 
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Arg 
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Tyr 
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Arg 
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Asp 
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Gly 


Glu 
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Arg 
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Asp 
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Asp 
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Met 
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Arg 
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405 
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Arg 


Ala 


Gly 
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Ser 
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440 



Gin Ala Thr Gin 
10 

Tyr Ser Gin Gin 
25 

Tyr Ser Gin Ser 

Ser Tyr Gly Gin 

60 

Gin Gly Tyr Gly 
75 

Ser Ser Tyr Gly 
90 

Ala Pro Ser Ser 
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Ser Tyr Gly Gin 

Gly Gly Gin Gin 

140 

Gin Gly Tyr Gly 
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Gly Gly Gly Gly 
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Ser Ser Gly Gly 
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Gly Gly Gly Gly 

Gly Arg Gly Gly 
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Asn Arg Ser Ser 
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Gly Gly Arg Gly 
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Glv 


Thr 

a a * Ai 


Ser Glu Glv 


Lvs 


Pro 


He 


Ser 

fcrf W Am 


Ser 


Leu 


Asp Ala 


770 








775 








780 

/ O w 








Phe Pro 

X A XV^ X A» vj 


Thr 


Gin 

NJ Am AA 


Glu 

aA* Wi 


Glv Thr Leu 


Ser 

v x» 


Pro 

A> A> 


Val 

V \A <A> 


Asn 

*x»J XX 


Leu 

A»J \A 


Thr 


Aso Asn 


785 








790 

/ ^ w 






795 








800 

w V V/ 


Gin lie 

uxii A. »A» i^- 


Ala 


Ala 


Glv 


Leu Tvr Ala 


Cvs 


Thr 

X XXX. 


Asn 

xi»J XX 


Asn 

"Oil 


Glu 

X ^A> 


Ser 

km* W Am 


Thr Leu 

A» A ■ ■ i AJUt\A 








805 

O w J 






810 

o X V 










815 


Uy £3 wCJ. 


lie 

tlm hit* 


Met 

nc l- 


Lva 


Lvs Lvs Astj 


Glv 


Asn 


Lvs 


Aon 


Ser 

U A. 


Asn 

AX km? X A 


Glv Ala 

vj x y XX _u ex 






o \J 






89 5 










810 




TiVS Lvs 

AJJ V O ujr »J 


Asn 


Leu 

4JC VA 


Gin 

VJ A 11 


Phe Val Glv 

XT A -A. *w V UA, X \J *X> V 


He 

a. .1. ^ 


Asn 


Glv 


Glv 


Tvr 

x y x« 


Glu 

VJ JU WX 


Thr Thr 

A UA A AAA* 




Q-1C 

u J J 






840 










84 5 

O *± 3 






Car Rf»t* 




Aon 
<rxo 




Ser Ser Z\ <^n 

L?^A> DC A nOL> 


Glu 

VJX IX 


Car 
L? ^ J~ 


Ser 

wX 


Sf^r 


Ser 

UJ ^— » A. 


Glu 

UA LA 


Ser A^n 

*J w A* 1TXQ kV 


850 








855 
o _> _> 






t 


860 








7\ en Glu 

JTiO UX LA 


Cvs 


nop 


Val 

V CI JL 


Tie Glu Tvr 

JL JL vj JL w> X V JL 


Pro 

XT J_ 


Lieu 


Glu 

UA VA 


Glu 

VJ A U 


Glu 

WA L4. 


Glu 

VJ X VA 


Glu Glu 

VJ .X» UX SJ JU LAV 


865 

O O J 








8 70 

O / w 






875 








8 80 


OJ- w. nop 


Glu 

XJ J_ LA 




Thr 


Arcr Glv Mpf* 
fix y w jl y ric l> 


Ala 


Glu 


Glv 

VJ Jm Jr 


His 

11A O 


His 

A A JL k3 


Ala 

rtA C*. 


Val Asn 

V LAX xxiDxx 








88 5 






890 

O J7 w 










895 


lie Glu 


Glv 


Leu 


Lvs 

mad Y W 


Ser Ala Ara 


Val 

V (A Am 


Glu 


Asn 


Glu 

«k \fX 


Met 


Gin 


Val Gin 






900 

_/ U w 






905 

J7 W J 










910 

JAW 




GlU CVS 
VT JL LA w jr 0 


Glu 

VJ Jm VA 


Pro 


Glu 

V7JL UL 


Lvs Val Glu 

uy w v ua vjau 


He 

jl jl c; 


Ara 


Glu 

WX VA> 


Arcr 

AX y 


Tvr 

x y Am 


Glu 

VJX vx 


Leu Ser 

XJ V-* UX XJ^jX» 




91 5 

-7 J J 






990 

7 A U 










995 

J7 A -J 






Glu Lvs 


Met 

1 AVb» U* 


Leu 

JJv vA 


Ser 


Ala Cvs Asn 

a*x«x>ca y Awu 


Leu 

A-lWw LA. 


Leu 

XJ\# ^-X 


Lvs 


Asn 

Ax h_V XX 


Thr 

X XX Am 


He 

JU Up* 


Asn Asd 


930 
j \j 








935 

-X w <J> 








940 

J? T w 








Pro Lvs 

xt x* vj jj y 


Ala 


Leu 

A_J ^ UA, 


Thr 


Ser Lvs Asn 

W A^ A^ »w> «AU/k/ 


Met 


Arc 


Phe 

Ai A AW 


Cvs 


Leu 


Asn 

A ±W JX JX 


Thr Leu 

■X. XXX* xjjw >A 


945 








950 

-7 w> w 






955 








960 

J U w 


Gin His 


Glu 


Tm 

X -1* KJ 


Phe 


Arcr Val Ser 

XX. A* V tA» aX> U X> 


Ser 

xj JU 


Gin 

\-J Xx* 


Lvs 


Ser 


Ala 


He 


Pro Ala 

*> A« VJ X, X Jm U* 








965 

«y w w 






970 










975 


Met Val 


Glv 


ASO 


Tvr 


He Ala Ala 


Phe 


Glu 


Ala 


He 


Ser 


Pro 


Asp Val 






980 

mS \J \J 






985 










990 




Leu Arcr 


Tvr 

JL 


Val 


He 


Asn Leu Ala 


Ast) 


Gly 


Asn 


Gly 


Asn 


Thr 


Ala Leu 




995 

-J *J *J 






1000 








1005 






His Tyr 


Ser 


Val 


Ser 


His Ser Asn 


Phe 


Glu 


He 


Val 


Lys 


Leu 


Leu Leu 


1010 

JL. w -L* w 








1015 






1020 








Asn Ala 

A A*m# A A^b 


Asp 


Val 


Cys 


Asn Val Asp 


His 


Gin 


Asn 


Lys 


Ala 


Gly 


Tyr Thr 


1025 






1030 




1035 








1040 


Pro lie 


Met 


Leu 


Ala 


Ala Leu Ala 


Ala 


Val 


Glu 


Ala 


Glu 


Lys 


Asp Met 






1045 




1050 








1055 


Arg lie 


Val 


Glu Glu Leu Phe Gly 


Cys Gly Asp 


Val 


Asn 


Ala 


Lys Ala 




1060 




1065 








1070 




Ser Gin 


Ala 


Gly Gin Thr Ala Leu Met Leu 


Ala 


Val 


Ser 


His 


Gly Arg 



1075 1080 1085 



He Asp Met Val Lys Gly Leu Leu Ala Cys Gly Ala Asp Val Asn He 

1090 1095 HOO 

Gin Asp Asp Glu Gly Ser Thr Ala Leu Met Cys Ala Ser Glu His Gly 
1105 1110 1115 1120 
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His Val Glu lie Val Lys Leu Leu Leu Ala Gin Pro Gly Cys Asn Gly 

1125 1130 1135 

His Leu Glu Asp Asn Asp Gly Ser Thr Ala Leu Ser lie Ala Leu Glu 

1140 1145 1150 

Ala Gly His Lys Asp lie Ala Val Leu Leu Tyr Ala His Val Asn Phe 

1155 1160 1165 

Ala Lys Ala Gin Ser Pro Gly Thr Pro Arg Leu Gly Arg Lys Thr Ser 

1170 1175 1180 

Pro Gly Pro Thr His Arg Gly Ser Phe Asp * 
1185 1190 1194 



<210> 1022 
<211> 366 
<212> PRT 

<213> Homo sapiens 



<400> 1022 



Met 


Gly 


Arg 


Lys 


Lys 


He 


Gin 


He 


Ser 


Arq 


He Leu Asp 


Gin 


Aror 


Asn 


1 








5 










10 






15 




Arg 


Gin 


Val 


Thr 


Phe 


Thr 


Lys 


Arg 


Lys 


Phe 


Gly Leu Met 


Lys 


Lvs 


Ala 








20 










25 






30 






Tyr 
* 


Glu 


Leu 


Ser 


Val 


Leu 


Cys 


Asp 


Cys 


Glu 


He Ala Leu 


He 


lie 


Phe 






35 










40 






45 








Asn 


Ser 


Ala 


Asn Arg 


Leu 


Phe 


Gin 


Tyr 


Ala 


Ser Thr Asp 


Met 


Asp 


Arcr 




50 










55 








60 








Val 


Leu 


Leu 


Lys 


Tyr 


Thr 


Glu 


Tyr 


Ser 


Glu 


Pro His Glu 


Ser 


Arq 


Thr 


65 










70 










75 






80 


Asn 


Thr 


Asp 


He 


Leu 


Glu 


Thr 


Leu 


Lys 


Arg 


Arg Gly He 


Gly 


Leu 


ASD 










85 










90 






95 




Gly 


Pro 


Glu 


Leu 


Glu 


Pro 


Asp 


Glu 


Gly 


Pro 


Glu Glu Pro 


Gly 


Glu 


Lys 








100 










105 






HP 






Phe 


Arg 


Arg 


Leu 


Ala 


Gly 


Glu 


Gly 


Gly 


Asp 


Pro Ala Leu 


Pro 


Arg 


Pro 






115 










120 






125 








Arg 


Leu 


Tyr 


Pro 


Ala 


Ala 


Pro 


Ala 


Met 


Pro 


Ser Pro Asp 


Val 


Val 


Tyr 




130 










135 








140 








Gly 


Ala 


Leu 


Pro 


Pro 


Pro 


Gly 


Cys 


Asp 


Pro 


Ser Gly Leu 


Gly 


Glu 


Ala 


145 










150 










155 






160 


Leu 


Pro 


Ala 


Gin 


Ser 


Arg 


Pro 


Ser 


Pro 


Phe 


Arg Pro Ala 


Ala 


Pro 


Lys 










165 










170 






175 




Ala 


Gly 


Pro 


Pro Gly 


Leu 


Gly 


His 


Pro 


Leu 


Phe Ser Pro 


Ser 


His 


Leu 








180 










185 






190 






Thr 


Ser 


Lys 


Thr 


Pro 


Pro 


Pro 


Leu 


Tyr 


Leu 


Pro Thr Glu 


Gly 


Arg 


Arg 






195 










200 






205 








Ser 


Asp 


Leu 


Pro Gly 


Gly 


Leu 


Ala 


Gly 


Pro 


Arg Gly Gly 


Leu 


Asn 


Thr 




210 










215 








220 








Ser 


Arg 


Ser 


Leu 


Tyr 


Ser 


Gly 


Leu 


Gin 


Asn 


Pro Cys Ser 


Thr 


Ala 


Thr 


225 










230 










235 






240 


Pro 


Gly 


Pro 


Pro 


Leu 


Gly 


Ser 


Phe 


Pro 


Phe 


Leu Pro Gly 


Gly 


Pro 


Pro 










245 










250 






255 




Val 


Gly 


Ala 


Glu 


Ala 


Trp 


Ala 


Arg 


Arg 


Val 


Pro Gin Pro 


Ala 


Ala 


Pro 








260 










265 






270 






Pro 


Arg 


Arg 


Pro 


Pro 


Gin 


Ser 


Ala 


Ser 


Ser 


Leu Ser Ala 


Ser 


Leu 


Arg 






275 










280 






285 








Pro 


Pro 


Gly 


Ala 


Pro 


Ala 


Thr 


Phe 


Leu 


Arg 


Pro Ser Pro 


He 


Pro 


Cys 




290 










295 








300 








Ser 


Ser 


Pro 


Gly Pro 


Trp 


Gin 


Ser 


Leu 


Cys 


Gly Leu Gly 


Pro 


Pro 


Cys 


305 










310 










315 






320 


Ala 


Gly 


Cys 


Pro 


Trp 


Pro 


Thr 


Ala 


Gly 


Pro 


Gly Arg Arg 


Ser 


Pro 


Gly 










325 










330 






335 




Gly 


Thr 


Ser 


Pro 


Glu 


Arg 


Ser 


Pro 


Gly 


Thr 


Ala Arg Ala 


Arg 


Gly 


Asp 








340 










345 






350 
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Pro Thr Ser Leu Gin Ala Ser Ser 
355 360 



Glu Lys 



Thr Gin Gin 
365 



<210> 1023 

<211> 373 

<212> PRT 

<213> Homo sapiens 



<400> 1023 

Met Ser Leu Arg Cys Gly Asp Ala Ala Arg Thr Leu Gly Pro Arg Val 

l' 5 10 15 

Phe Gly Arg Tyr Phe Cys Ser Pro Val Arg Pro Leu Ser Ser Leu Pro 

20 25 30 

Asp Lys Lys Lys Glu Leu Leu Gin Asn Gly Pro Asp Leu Gin Asp Phe 

35 40 45 

Val Ser Gly Asp Leu Ala Asp Arg Ser Thr Trp Asp Glu Tyr Lys Gly 

50 55 60 

Asn Leu Lys Arg Gin Lys Gly Glu Arg Leu Arg Leu Pro Pro Trp Leu 
65 70 75 80 

Lys Thr Glu lie Pro Met Gly Lys Asn Tyr Asn Lys Leu Lys Asn Thr 

85 90 95 

Leu Arg Asn Leu Asn Leu His Thr Val Cys Glu Glu Ala Arg Cys Pro 

100 105 110 

Asn lie Gly Glu Cys Trp Gly Gly Gly Glu Tyr Ala Thr Ala Thr Ala 

115 120 125 

Thr lie Met Leu Met Gly Asp Thr Cys Thr Arg Gly Cys Arg Phe Cys 

130 135 140 

Ser Val Lys Thr Ala Arg Asn Pro Pro Pro Leu Asp Ala Ser Glu Pro 
145 150 155 160 

Tyr Asn Thr Ala Lys Ala lie Ala Glu Trp Gly Leu Asp Tyr Val Val 

165 170 . 175 

Leu Thr Ser Val Asp Arg Asp Asp Met Pro Asp Gly Gly Ala Glu His 

180 185 190 

lie Ala Lys Thr Val Ser Tyr Leu Lys Glu Arg Asn Pro Lys lie Leu 

195 200 205 

Val Glu Cys Leu Thr Pro Asp Phe Arg Gly Asp Leu Lys Ala lie Glu 

210 215 220 

Lys Val Ala Leu Ser Gly Leu Asp Val Tyr Ala His Asn Val Glu Thr 
225 230 235 240 

Val Pro Glu Leu Gin Ser Lys Val Arg Asp Pro Arg Ala Asn Phe Asp 

245 250 255 

Gin Ser Leu Arg Val Leu Lys His Ala Lys Lys Val Gin Pro Asp Val 

260 265 270 

lie Ser Lys Thr Ser lie Met Leu Gly Leu Gly Glu Asn Asp Glu Gin 

275 280 285 

Val Tyr Ala Thr Met Lys Ala Leu Arg Glu Ala Asp Val Asp Cys Leu 

290 295 300 

Thr Leu Gly Gin Tyr Met Gin Pro Thr Arg Arg His Leu Lys Val Glu 
305 310 315 320 

Glu Tyr lie Thr Pro Glu Lys Phe Lys Tyr Trp Glu Lys Val Gly Asn 

325 330 335 

Glu Leu Gly Phe His Tyr Thr Ala Ser Gly Pro Leu Val Arg Ser Ser 

340 345 350 

Tyr Lys Ala Gly Glu Phe Phe Leu Lys Asn Leu Val Ala Lys Arg Lys 

355 360 365 

Thr Lys Asp Leu * 
370 372 



<210> 1024 
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<211> 529 
<212> PRT 

<213> Homo sapiens 



<400> 1024 



Met 


Gin 


Gly 


Pro 


Trp 


Val 


Leu 


Leu 


Leu 


1 








5 










Ser 


Leu 


Gly 


Val 


He 


Pro 


Ala 


Glu 


Glu 








20 










25 


Arg 


Gin 


Ala 


Ala 


Glu 


Ala 


Leu 


Asp 


Ala 






35 










40 




Gin 


Lys 


Val 


Ala 


Lys 


Asn 


Leu 


He 


Leu 




50 










55 






Val 


Pro 


Thr 


Val 


Thr 


Ala 


Thr 


Arg 


He 


65 










70 








Lys 


Leu 


Gly 


Pro 


Glu 


Thr 


Pro 


Leu 


Ala 










85 










Ala 


Leu 


Ser 


Lys 


Thr 


Tyr 

-* 


Asn 


Val 


Asp 








100 










105 


Ala 


Thr 


Ala 


Thr 


Ala 


Tyr 


Leu 


Cys 


Gly 






115 










120 




lie 


Gly 


Leu 


Ser 


Ala 


Ala 


Ala 


Arg 


Phe 




130 










135 






Gly 


Asn 


Glu 


Val 


He 


Ser 


Val 


Met 


Asn 


145 










150 








Ser 


Val 


Gly 
* 


Val 


Val 


Thr 


Thr 


Thr 


Arg 










165 










Gly 


Thr 


Tyr 


Ala 


His 


Thr 


Val 


Asn 


Arcr 








180 










185 


Met 


Pro 


Ala 


Ser 


Ala 


Arg 


Gin 


Glu 


Gly 






195 










200 




Leu 


lie 


Ser 


Asn 


Met 


ASP 

It 


He 


Asp 


Val 




210 










215 






Tyr 


Met 


Phe 


Pro 


Met 


Gly 


Thr 


Pro 


Asp 


225 










230 








Ser 


Gin 


Asn 


Gly 


He 


Arg 


Leu 


Asp 

*• 


Gly 










245 










Leu 


Ala 


Lys 


His 


Gin 


Gly 


Ala 


Trp 


Tyr 








260 










265 


Met 


Gin 


Ala 


Ser 


Leu 


Asp 


Gin 


Ser 


Val 






275 










280 




Glu 


Pro 


Gly 


Asp 


Thr 


Lys 


Tyr 


Glu 


He 




290 










295 






Pro 


Ser 


Leu 


Met 


Glu 


Met 


Thr 


Glu 


Ala 


305 










310 








Asn 


Pro 


Arg 


Gly 


Phe 


Tyr 


Leu 


Phe 


Val 










325 










Gly 


His 


His 


Glu 


Gly 


Val 


Ala 


Tyr 


Gin 








340 










345 


Phe 


Asp 


Asp 


Ala 


He 


Glu 


Arg 


Ala 


Gly 






355 

*J mJ 










360 




Thr 


Leu 


Thr 


Leu 


Val 


Thr 


Ala 


Asp 


His 




370 










375 






Gly 


Tyr 


Thr 


Leu 


Arg 


Gly 


Ser 


Ser 


He 


385 










390 








Ala 


Gin 


Asp 


Ser 


Lys 


Ala 


Tyr 


Thr 


Ser 










405 










Gly 


Tyr 


Val 


Phe 


Asn 


Ser 


Gly 


Val 


Arg 








420 










425 


Ser 


Gly 


Ser 


Pro 


Asp 


Tyr 


Gin 


Gin 


Gin 






435 










440 




Glu 


Thr 


His 


Gly 


Gly 


Glu 


Asp 


Val 


Ala 




450 










455 
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Leu 


Gly 


Leu Arg 


Leu 


Gin 


Leu 


10 










15 




Glu 


Asn 


Pro 


Ala 


Phe 


Trp 


Asn 










30 




■ 


Ala 


Lys 


Lys 


Leu 


Gin 


Pro 


He 








45 








Phe 


Leu 


Gly Asp 


Gly 


Leu 


Gly 






60 










Leu 


Lys 


Gly Gin 


Lys 


Asn 


Gly 




75 










80 


Met 


Asp 


Arg 


Phe 


Pro 


Tyr 


Leu 


90 










95 




Arg 


Gin 


Val 


Pro 


Asp 


Ser 


Ala 










110 






Val 


Lys 


Ala 


Asn 


Phe 


Gin 


Thr 








125 








Asn 


Gin 


Cys 


Asn 


Thr 


Thr 


Arg 






140 










Arg 


Ala 


Lys 


Gin 


Ala 


Gly 


Lys 




155 










160 


Val 


Gin 


His 


Ala 


Ser 


Pro 


Ala 


170 










175 




Asn 


Trp 


Tyr 


Ser 


Asp 


Ala 


Asp 










190 






Cys 


Gin 


Asp 


He 


Ala 


Thr 


Gin 








205 








He 


Leu 


Gly Gly 


Gly 


Arg 


Lys 






220 










Pro 


Glu 


Tyr 


Pro 


Ala 


Asp 


Ala 




235 










240 


Lys 


Asn 


Leu 


Val 


Gin 


Glu 


Trp 


250 










255 




Val 


Trp 

ST 


Asn Arg 


Thr 


Glu 


Leu 










270 






Thr 


His 


Leu 


Met 


Gly 


Leu 


Phe 








285 








His 


Arg 


Asp 


Pro 


Thr 


Leu 


Asp 






300 










Ala 


Leu 


Arg 


Leu 


Leu 


Ser 


Arg 




315 










320 


Glu 


Gly 

4* 


Gly Arg 


He 


Asp 


His 


330 










335 




Ala 


Leu 


Thr 


Glu 


Ala 


Val 


Met 










350 






Gin 


Leu 


Thr 


Ser 


Glu 


Glu 


Asp 








365 








Ser 


His 


Val 


Phe 


Ser 


Phe 


Gly 






380 










Phe 


Gly 


Leu 


Ala 


Pro 


Ser 


Lys 




395 










400 


lie 


Leu 


Tyr Gly 


Asn 


Gly 


Pro 


410 










415 




Pro 


Asp 


Val 


Asn 


Glu 


Ser 


Glu 










430 






Ala 


Ala 


Val 


Pro 


Leu 


Ser 


Ser 








445 








Val 


Phe 


Ala 


Arg 


Gly 


Pro 


Gin 



460 
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Ala His Leu Val 
465 

Met Ala Phe Ala 

Pro Pro Ala Cys 

500 

Pro Leu Leu Ala 
515 



His Gly Val Gin 
470 

Ala Cys Leu Glu 
485 

Thr Thr Asp Ala 

Gly Thr Leu Leu 

520 



Glu Gin Ser Phe 
475 

Pro Tyr Thr Ala 
490 

Ala His Pro Val 
505 

Leu Leu Gly Ala 



Val Ala His Val 

480 

Cys Asp Leu Ala 
495 

Ala Ala Ser Leu 
510 

Ser Ala Ala Pro 
525 528 



<210> 1025 
<211> 219 
<212> PRT 

<213> Homo sapiens 



<400> 1025 





nan 






1 








Leu 


Thr 


Asp 


Cys 








20 


Lys 


Lys 


He 


Ser 






35 




lie 


Lys 


Lys 


Met 




50 






Ala 


Leu 


Arg 


Val 


65 








Asn 


Leu 


Ala 


Asn 


Ser 


Leu 


Lys 


Asp 








100 


Lys 


Glu 


Met 


Lys 






115 




Asp 


Leu 


Gin 


Asp 




130 






Gin 


Glu 


Ala 


Leu 


145 








Asp 


Leu 


Glu 


Ala 


Glu 


Asp 


Ser 


Ser 








180 


Glu 


Gly 


Val 


Pro 






195 




Glu 


Phe 


Gly 


Leu 




210 







Php 


Glv 


Lvs Ala 


c 
D 






He 


Gly 


Thr Val 


Arg 


Leu 


Asp Ala 






40 


Arg 


Glu 


Gly Pro 






55 


Leu 


Lys 


Gin Lys 




70 




Ser 


His 


Ser Thr 


85 






Thr 


Lys 


Thr Thr 


Lys 


Ala 


Tyr Lys 






120 


Gin 


Leu 


Glu Asp 






135 


Ser 


Arg 


Ser Tyr 




150 




Glu 


Leu 


Asp Ala 


165 






Tyr 


Leu 


Asp Glu 


Thr 


Asp 


Thr Lys 






200 


Pro 


Gin 


He Pro 






215 



Lys Pro Lys Ala 
10 

Asp Ser Arg Ala 
25 

Glu Leu Val Lys 

Ala Lys Asn Met 

60 

Arg Met Tyr Glu 
75 

Trp Thr Ser His 
90 

Val Asp Ala Met 
105 

Gin Val Lys He 

Met Met Glu Asp 

14 0 

Gly Thr Pro Glu 
155 

Leu Gly Asp Glu 
170 

Ala Ala Ser Ala 
185 

Asn Lys Asp Gly 

Ala Ser * 
218 



Pro Pro Pro Ser 
15 

Glu Ser He Asp 
30 

Tyr Lys Asp Gin 
45 

Val Lys Gin Lys 

Gin Gin Arg Asp 

80 

Tyr Thr He Gin 
95 

Lys Leu Gly Val 
110 

Asp Gin He Glu 
125 

Ala Asn Glu He 

Leu Asp Glu Asp 

160 

Leu Leu Ala Asp 
175 

Pro Ala He Pro 
190 

Val Leu Val Asp 
205 



<210> 1026 
<211> 489 
<212> PRT 

<213> Homo sapiens 



<400> 1026 
Met Gin His Val Ser Ser Ser Gin 

1 5 
Pro Gly Ala Cys Pro Gly Ala Gly 

20 

Pro Ser Leu Pro Leu Thr Leu Ala 
35 40 



Ser Ser Gin Arg His Val Gin Trp 

10 15 
Glu Glu Gin Pro Ala Cys Ser Gin 

25 30 
Ser Pro Ser His Gin Leu Gin Gin 

45 
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Leu Met 


Val Arg Gly Gly 


Pro 


Ala 


Gly Gly 


Gin 


Asn Met Asn 


Val 


Asp 


50 








55 








60 






Leu Gin 


Gly Val Gly Pro 


Gly Leu 


Gin Gly 


Ser 


Pro Gin Val 


Thr 


Leu 


65 






70 








75 






80 


Ala Pro 


Leu 


Pro Leu 
85 


Pro 


Ser 


Pro 


Thr Ser 
90 


Pro 


Gly Phe Gin 


Phe 
95 


Ser 


Ala Gin 


Pro 


Arg Arg 
100 
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80 


He 


Tyr 


Phe 


Pro 


Glu 


He 


J—) Jr O 






90 














Cys 


Pro 


Glu 


Ser 


Val 


Lys 


Lvs 


Tro 


105 
















Lys 


He 


Leu 


Leu 


Leu 


He 


Thr 


Ser 










125 








Leu 


Cys 


Glu 


Tyr 


He 


Leu 


Gly 


Asn 








140 










Val 


He 


Thr 


Asn 


Ala 


Leu 


Lys 


Pro 






155 










160 


Gin Arg 


Pro 


Phe Arg 


Thr 


Leu 


Glu 




170 










175 




Pro 


Ser 


Leu 


Asp 


Lys 


Pro 


Gly 


Trp 


185 










190 






Leu Tyr 


Glu 


Leu 


Leu 


Lys 


Lys 


Met 










205 








Val 


Tyr 


Phe 


Gly Asp 


Ser 


Met 


His 








220 










Tyr 


Ser 


Asn 


Trp 


Glu 


Thr 


Val 


Leu 






235 










240 


Glu Gly 


Thr 


Arg 


Ser 


Gin 


Arg 


Pro 




250 










255 




Lys 


Gly 


Lys 


Tyr 


Glu 


Gly 


Pro 


Lys 


265 










270 






Lys 


Lys 


Trp 


Gly Ser 


Phe 


Phe 


He 










285 








Thr 


Glu 


Asp 


Ser 


Leu 


Val 


Tyr 


Thr 








300 










Tyr 


Ser 


Thr 


He 


Ala 


He 


Pro 


Ser 






315 










320 


Leu Asp 


Tyr 


Lys 


Phe 


Thr 


Arg 


Phe 




330 










335 
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Ser Ser Ser Asn Ser Lys Thr Ala Gly Tyr Tyr Pro- Asn Pro Pro Leu 

340 - 345 350 

Val Leu Ser Ser Asp Glu Thr Leu lie Ser Lys * 
355 360 363 



<210> 1031 
<211> 694 
<212> PRT 

<213> Homo sapiens 



<400> 1031 
Met Thr Pro Gin 
1 

Leu Phe Leu Val 

20 

Arg Phe Cys Ser 
35 

Lys Pro Thr Pro 
50 

Leu Thr Val His 
65 

Phe Pro Asp Pro 

His Ala Gly Arg 

100 

Ser Asp Lys Ala 
115 

Leu Ala Gin Gly 
130 

Ser Pro Gin Asn 
145 

Phe His Ser Pro 

Cys Glu Leu Lys 

180 

Pro Gin Lys Ala 
195 

Leu Gin Ser Leu 
210 

Met Val Ser Phe 
225 

Gin Pro Thr Ala 

Glu Glu Gin Ser 

260 

Leu Phe Gin Arg 
275 

Leu Leu Val Asp 
290 

Ser Gin Val Leu 
305 

Lys Val Ala Asn 

Leu Gin Pro Lys 

340 

Pro Thr Leu Ser 
355 

Val Arg Arg Glu 
370 

Phe Ala Val Leu 
385 



Ser 


Leu 


Leu 


Gin 


5 








Gin 


Gly 


Ala 


His 


Gin 


Arcr 


Asn 


Gin 








40 


Asd 


Leu 


Arg 


He 






55 




Ala 


Pro 


Phe 


Pro 




70 






Arg 


Glv 


Leu Tyr 










Leu 


His 


Leu 


Leu 


Ser 


Ser 


Leu 


Leu 








120 


Pro 


Pro 


Leu 


Leu 






135 




lie 


Ser 


Leu 


Pro 




150 






Pro 


His 


Thr 


Ala 


165 

\-T 








Arg 


Asp 


Leu 


Gin 


Ser 


Arq 


Arg 


Pro 








200 


Glu 


Ser 


Lys 


Leu 






215 




Glu 


Glu 


Asp Arg 










Gly 


Leu 


Gin Asp 


245 








Glu 


He 


Met 


Glu 


Thr 


Lys 


Gly Arg 








280 


Phe 


Ser 


Ser 


Gin 






295 




Gly 


Glu 


Lys 


Val 




310 






Leu 


Thr 


Glu 


Pro 


325 








Asn 


Val 


Thr 


Leu 


Ser 


Pro 


Gly His 








360 


Thr 


Gin 


Thr 


Ser 






375 




Met 


Val 


Ser 


Ser 




390 







Thr 


Thr 


Leu 


Phe 




10 






Gly Arg 


Glv 


His 


25 








Thr 


His 


Arg 


Ser 


Ser 


He 


Glu 


Asn 








60 


Ala 


Ala 


His 


Pro 






75 




His 


Phe 


Cvs 

Jf o 


Leu 




90 






Tyr Gly 


Lvs 


Arcr 


105 








Cys 


Phe 


Gin 


His 


Ala 


Thr 


Ser 

fc^ ^ 


Val 








140 


Ser 


Ala 


Ala 


Ser 






155 




Ala 


His 


Asn 


Ala 




170 






Leu 


Leu 


Ser 


Gin 


185 








Ser 


Ala 


Ala 


Pro 


Thr 


Ser 


Val 


Arg 








220 


He 


Asn 


Ala 


Thr 






Z. J _J 




Leu 


His 


He 


His 




250 






Tyr 


Ser 


Val 


Leu 


265 








Ser Gly 


Glu 


Ala 


Ala 


Leu 


Phe 


Gin 








300 


Leu Gly 


He 


Val 






315 




Val 


Val 


Leu 


Thr 




330 






Gin 


Cys 


Val 


Phe 


345 








Trp 


Ser 


Ser 


Ala 


Cys 


Phe 


Cys 


Asn 








380 


Val 


Glu 


Val 


Asp 






395 





Leu Leu Ser Leu 
15 

Arg Glu Asp Phe 
30 

Ser Leu His Tyr 
45 

Ser Glu Glu Ala 

Ala Ser Arg Ser 

80 

Tyr Trp Asn Arg 
95 

Asp Phe Leu Leu 
110 

Gin Glu Glu Ser 
125 

Thr Ser Trp Trp 

Phe Thr Phe Ser 

160 

Ser Val Asp Met 
175 

Phe Leu Lys His 
190 

Ala Ser Gin Gin 
205 

Phe Met Gly Asp 

Val Trp Lys Leu 

240 

Ser Arg Gin Glu 
255 

Leu Pro Arg Thr 
270 

Glu Lys Arg Leu 
285 

Asp Lys Asn Ser 

Val Gin Asn Thr 

320 

Phe Gin His Gin 
335 

Trp Val Glu Asp 
350 

Gly Cys Glu Thr 
365 

His Leu Thr Tyr 

Ala Val His Lys 

400 
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His 


Tyr 


Leu 


Ser 


Leu 


Leu 


Ser 


Tyr 


Val 


Gly 


Cys 


Val 


Val 


Ser 


Ala Leu 










405 










410 










415 


Ala 


Cys 


Leu 


Val 


Thr 


He 


Ala 


Ala 


Tyr 


Leu 


Cys 


Ser 


Arg 


Val 


Pro Leu 








420 










425 










430 




Pro 


Cys 


Arg 


Arg 


Lys 


Pro 


Arg Asp 


Tyr 


Thr 


He 


Lys 


Val 


His 


Met Asn 






435 










440 










445 






Leu 


Leu 


Leu 


Ala 


Val 


Phe 


Leu 


Leu 


Asp 


Thr 


Ser 


Phe 


Leu 


Leu 


Ser Glu 




450 










455 










460 








Pro 


Val 


Ala 


Leu 


Thr 


Gly 


Ser 


Glu 


Ala 


Gly 


Cys 


Arg 


Ala 


Ser 


Ala He 


465 










470 










475 








480 


Phe 


Leu 


His 


Phe 


Ser 


Leu 


Leu 


Thr 


Cys 


Leu 


Ser 


Trp 


Met 


Gly 


Leu Glu 










485 










490 










495 


Gly Tyr 


Asn 


Leu 


Tyr 


Arg 


Leu 


Val- 


Val 


Glu 


Val 


Phe 


Gly 


Thr 


Tyr Val 








500 










505 










510 




Pro Gly 


Tyr 


Leu 


Leu 


Lys 


Leu 


Ser 


Ala 


Met 


Gly Trp 


Gly 


Phe 


Pro He 






515 










520 










525 






Phe 


Leu 


Val 


Thr 


Leu 


Val 


Ala 


Leu 


Val 


Asp 


Val 


Asp 


Asn 


Tyr 


Gly Pro 




530 










535 










540 








He 


He 


Leu 


Ala 


Val 


His 


Arg 


Thr 


Pro 


Glu 


Gly Val 


He 


Tyr 


Pro Ser 


545 










550 










555 








560 


Met 


Cys 


Trp 


He 


Arg 


Asp 


Ser 


Leu 


Val 


Ser 


Tyr 


He 


Thr 


Asn 


Leu Gly 










565 










570 










575 


Leu 


Phe 


Ser 


Leu 


Val 


Phe 


Leu 


Phe 


Asn 


Met 


Ala 


Met 


Leu 


Ala 


Thr Met 








580 










585 










590 




Val 


Val 


Gin 


He 


Leu 


Arg 


Leu Arg 


Pro 


His 


Thr 


Gin 


Lys 


Trp 


Ser His 






595 










600 










605 






Val 


Leu 


Thr 


Leu 


Leu 


Gly 


Leu 


Ser 


Leu 


Val 


Leu Gly 


Leu 


Pro 


Trp Ala 




610 










615 










620 








Leu 


He 


Phe 


Phe 


Ser 


Phe 


Ala 


Ser 


Gly 


Thr 


Phe 


Gin 


Leu 


Val 


Val Leu 


625 










630 










635 








640 


Tyr 


Leu 


Phe 


Ser 


He 


He 


Thr 


Ser 


Phe 


Gin 


Gly Phe 


Leu 


He 


Phe He 










645 










650 










655 


Trp Tyr 


Trp 


Ser 


Met 


Arg 


Leu 


Gin 


Ala 


Arg 


Gly 


Gly 


Pro 


Ser 


Pro Leu 








660 










665 










670 




Lys 


Ser 


Asn 


Ser 


Asp 


Ser 


Ala Arg 


Leu 


Pro 


He 


Ser 


Ser 


Gly 


Ser Thr 






675 










680 










685 






Ser 


Ser 


Ser 


Arg 


He 


★ 





















690 693 



<210> 1032 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<400> 1032 



Phe 


Gly 


Pro 


Arg 


Gly Gin 


Glu 


Phe 


Gly 


Thr 


Arg 


Ser 


Arg 


Gly 


Gin Leu 


1 








5 










10 










15 


Asp 


Ala 


Gly 


Gin 

20 


Ser 


Ser 


Glu 


Gin 


His 
25 


Gly 


Gly 


Asn 


Arg 


Gin 
30 


Pro Glu 


Gin 


Ser 


Arg 
35 


Ser 


Arg 


Ser 


Ser 


Ser 
40 


Ser 


Ser 


Ser 


Ser 


Pro 
45 


Arg 


Arg Ser 


Arg 


Ser 
50 


Ala 


Ala 


Glu 


Pro 


Ala 
55 


Met 


Ala 


Leu 


Ser 


Met 
60 


Pro 


Leu 


Asn Gly 


Leu 


Lys 


Glu 


Glu 


Asp 


Lys 


Glu 


Pro 


Leu 


He 


Glu 


Leu 


Phe 


Val 


Lys Ala 


65 










70 










75 








80 


Gly 


Ser 


Asp 


Gly 


Glu 


Ser 


He Gly 


Asn 


Cys 


Pro 


Phe 


Ser 


Gin 


Arg Leu 










85 










90 










95 


Phe 


Met 


He 


Leu 
100 


Trp 


Leu 


Lys 


Gly 


Val 
105 


Val 


Phe 


Ser 


Val 


Thr 
110 


Thr Val 


Asp 


Leu 


Lys 
115 


Arg 


Lys 


Pro 


Ala 


Asp 
120 


Leu 


Gin 


Asn 


Leu 


Ala 
125 


Pro 


Gly Thr 
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W-i cj 
nib 






xrllc 


Tl e 


x 111. 


PHe 


7\ on 


OCX. 


fx! 1 1 T/a 1 T.^ro T'Vit* Sen \7a T Son 
uiu Veil Juyo 1 XX x iwp val rtsn 














13 3 






J. ft U 


xj y o 


Tl e 

X. -L 


VJ1 U. 


m U 

VJ JL LL 


Phe 


Leu 


Glu 


Glu 


Val 


Tien fwc Drn Pt*o TiVC T\/~r^ T.oit 












150 








3 X D U 


T A/O 




Cot" 

OCX 




Lys 


His 


Pro 


Glu 


Ser 


noil ixxx Aid uiy ncu nop 11c 










165 










1 / U 1/3 


Phe 

rue 


Ala 




Phe 

rue 


Ser 


Ala 


Tyr 


He 


Lys 


Ren Cpr Ayn Pyrj fll 11 Til a Z\ csn 
noii c x ni y nu win nxa /tou 








1 O VJ 










185 


J.7U 




A 1 a 

rl-L CI 


JJC IX 


Gltl 


Arg Gly Leu Leu Lys 


1 Ul LICU V7111 Uyo JJC IX nop VJ1U 






J. j 3 










200 




one: 

u V J 


Tyr 


Leu 


Asn 


C X. 


Pro 


Leu 


Pro 


Asp 


Glu 


Tie Acstj Rln Z\«in Spr Met" Glu 

xxe nau vjiu n\oii tjcx ncw> w jl u 




210 










215 








Asp 


He 


Lvs 

xj y 0 


Phe 


Ser 


Thr 


Arg Lys 


Phe 


Leu A«5T> fll v Aen Glu Met Th** 


225 










230 








Z 3 3 Z <± U 


Leu 


Ala 


AST5 




Asn 


Leu 


Leu 


Pro 


Lys 


Leu His Tie Val Lvs Val Val 

1JW Ui 11X O XXC V ax J VCil 










245 










Ten 0 c c 
" J U Z 3 3 


Ala Lys 


Lvs 


Tvr 


Arg Asn Phe Asp 


He 


pyr> TjVS Glu Met~ THt* filv Tie 

JT1U JJy u V3 JL u. ncu X XXX. VJXjf xxc 








*^ r* rt 

260 










265 


**i 1 rt 

270 


Trp Arg 


Tyr 


Leu 


Thr 


Asn 


Ala 


Tyr 


Ser 


Arg Asp Glu Phe Thr Asn Thr 






275 










280 




285 


Cys 


Pro 


Ser 


Asp 


Lys 


Glu 


Val 


Glu 


He 


Ala Tyr Ser Asp Val Ala Lys 




290 










295 






300 


Arg 


Leu 


Thr 


Lys 














305 






308 















<210> 1033 
<211> 133 
<212> PRT 

<213> Homo sapiens 



<400> 1033 



Met 


Gin 


Val 


He 


His 


Gly Pro His Val 


Glu 


Lys 


Leu Gin Ser Pro Leu 


1 








5 










10 




15 


Gly Pro 


His 


Arg 


Pro 


Ser 


Pro 


Arg 


Cys 


Pro Leu Ser Val Val Thr Gly 








20 










25 






30 


Pro Asp 


Leu 


Gin 


Glu 


Cys 


Thr 


Phe 


His 


Ser 


Thr 


Arg Lys Pro Tyr Asp 






35 










40 








45 


He 


Leu 


Arg 


Leu 


Pro 


Arg 


Pro 


Ala 


Ala 


Cys Met Gly Pro Leu Pro Ser 




50 










55 










. 60 


Ser 


Thr 


Pro 


Thr 


Leu 


Arg Met Val 


Pro 


Cys 


Ser 


Ala Leu Val Leu Cys 


65 










70 










75 


80 


Trp 


Pro 


Leu 


Pro 


Ala 


Thr 


Pro 


Thr 


Leu 


Arg 


His 


Pro Gly Val Val Gly 










85 










90 




95 


Pro 


Asn 


Trp 


Leu 


Ala 


Pro 


Pro 


Ser 


Ala 


Ala 


Leu 


Cys Arg Pro Asp Ala 








100 










105 






110 


Ala 


Val 


Trp 


Pro 


Asp 


Leu 


Pro 


Ser 


Ser 


Asn 


He 


Leu Leu Val Thr Pro 






115 










120 








125 


Pro 


Pro 


Ala 


Lys 


* 

















130 132 



<210> 1034 
<211> 542 
<212> PRT 

<213> Homo sapiens 



<400> 1034 

Met Arg Leu Lys Met Thr Thr Arg Asn Phe Pro Glu Arg Glu Val Pro 
15 10 15 
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Cys 


Asp 


Val 


Glu 
20 


Val 


Glu 


Arg 


Phe 


Ser 


Leu 


Gly 
35 


Asp 


Gly 


Trp 


Asp 


Cys 

40 


Gin 


Ser 
50 


Ala 


Leu 


Thr 


Leu 


Glu 
55 


Lys 


Glu 


Tyr 


Pro 


Gly 


Phe 


Gly 


Glu 


His 


65 










70 






Pro 


Ser 


Gin 


Arg 


Val 
85 


Leu 


Ala 


Thr 


Asn 


Val 


Ser 


Gly 
100 


Leu 


Asp 


Cys 


Asp 


Ser 


Tyr 


Ala 
115 


Asp 


Lys 


Arg 


Thr 


Gly 
120 


Phe 


Asn 
130 


His 


Ser 


Met 


Glu 


Val 
135 


lie 


Lys 


Pro 


Tyr 


Lys 


Tyr 


Pro 


Glu 


Ser 


145 










150 






Ser 


Leu 


Gly 


His 


Gin 
165 


Lys 


He 


Met 


Gly 


Lys 


Asn 


Phe 
180 


Glu 


Asn 


He 


Phe 


Asn 


Gin 


Arg 
195 

^ ^ 


Asn 


Leu 


Pro 


Gly 


Glu 
200 


Gly 


Lys 
210 

A* 4* W 


Cys 


Phe 


Lys 


Arg 


Asn 
215 


Ser 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Thr 


225 










230 






Ser 


Lys 


Asn 


Tyr 


Asn 
245 


Leu 


lie 


Val 


Lvs 


Pro 


Tvr 


Glu 
260 


Cvs 


Ser 


Lvs 


Cvs 


Ala 


Leu 


Thr 

275 


Gin 


His 


Gin 


Arg 


lie 
280 


Cys 


Leu 

290 


Glu 


Cys 


Gly 


Lys 


Thr 
295 


Phe 


His 


Gin 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


305 










310 






Gly 


Lys 


Pro 


Phe 


Thr 
325 


Asp 


He 


Ser 


His 


Thr 


Gly 


Glu 
340 


Lvs 


Pro 


Tvr 


Glu 


Arg 


Asp 


Gly 
355 


Ser 


Tyr 


Leu 


Thr 


Gin 
360 


Lys 


Pro 
370 


Phe 


Glu 


Cys 


Ala 


Glu 
375 


Cys 


His 


Leu 


He 


Val 


His 


Gin 


Lys 


He 


385 










390 






Cys 


Lys 


Glu 


Cys 


Gly 
405 


Lys 


Thr 


Phe 


His 


Gin 


Arg 


He 
420 


His 


Thr 


Gly 


Glu 


Gin 


Lys 


Leu 
435 


Phe 


Arg 


Asn 


He 


Ala 
440 


His 


Thr 
450 


Gly 


Glu 


Lys 


Pro 


Tyr 
455 


Glu 


Arg 


Asp 


Ser 


Ser 


Cys 


Leu 


Thr 


Lys 


ID J 










A "7 fi 






Thr 


Pro 


Tyr 


Gin 


Cys 
485 


Pro 


Glu 


Cys 


His 


Leu 


Ala 


Val 
500 


His 


Gin 


Arg 


Leu 


Cys 


Pro 


Gin 
515 


Cys 


Gly 


Lys 


Met 


Phe 
520 



Thr Arg 


Glu 


Val 


Pro 


Cys 


Leu 


Ser 


25 










30 






Glu 


Asn 


Gin 


Glu 


Gly 


His 


Leu 


Arg 










45 








Pro Gly 


Thr 


Gin 


Glu 


Ala 


lie 


Cys 

<* 








60 










Leu 


lie 


Ala 


Ser 


Ser 


Asp 


Leu 


Pro 






75 










80 


Asn Gly 


Phe 


His 


Ala 


Pro 


Asp 


Ser 




90 










95 




Pro 


Ala 


Leu 


Pro 


Ser 


Tyr 


Pro 


Lys 


105 










110 






Asp 


Ser 


Asp Ala 


Cys 


Gly 


Lys 


Gly 










125 








His 


Gly 


Arg 


Asn 


Pro 


Val 


Arcr 


Glu 








140 










Val 


Lys 


Ser 


Phe 


Asn 


His 


Phe 


Thr 






155 










160 


Lys 


Arg 


Gly Lys 


Lvs 


Ser 


Tyr 


Glu 




170 










175 




Thr 


Leu 


Ser 


Ser 


Ser 


Leu 


Asn 


Glu 


185 










190 






Lys 


Gin 


Tyr Arg 


Cvs 


Thr 


Glu 


Cvs 










205 








Ser 


Leu 


Val 


Leu 


His 


His 


Arg 


Thr 








220 










Cys Asn 


Glu 


Cys 


Gly 


Lys 


Ser 


Phe 






235 










240 


His 


Gin 


Arg 


lie 


His 


Thr 


Glv 


Glu 




250 










255 




Gly Lys 


Ala 


Phe 


Ser 


Asp 


Gly 


Ser 


265 










270 






His 


Thr 


Gly Glu 


Lys 


Pro 


Tvr 


Glu 










285 








Asn Arg 


Asn 


Ser 


Ser 


Leu 


lie 


Leu 








300 










Lys 


Pro 


Tyr Arg 


Cvs 


Asn 


Glu 


Cys 






315 










320 


His 


Leu 


Thr 


Val 


His 


Leu 


Arq 


lie 




330 










335 




Cys 


Ser 


Lys 


Cys 


Gly 


Lys 

JL 


Ala 


Phe 


345 










350 






His 


Glu 


Arg 


Thr 


His 


Thr 


Gly 


Glu 










365 








Gly Lys 


Ser 


Phe 


Asn 


Arg 


Asn 


Ser 








380 










His 


Ser 


Gly Glu 


Lys 


Pro 


Tyr 

* 


Glu 






395 










400 


He 


Glu 


Ser 


Ala 


Tyr 


Leu 


lie 


Arg 




410 










415 




Lys 


Pro 


Tyr Gly 


Cys 


Asn 


Gin 


Cys 


425 










430 






Gly Leu 


He 


Arg 


His 


Gin 


Arg 


Thr 










445 








Cys 


Asn 


Gin 


Cys 


Gly 


Lys 


Ala 


Phe 








460 










His 


Gin 


Arg 


lie 


His 


Thr 


Lys 


Glu 






475 










480 


Gly Lys 


Ser 


Phe 


Lys 


Gin 


Asn 


Ser 




490 










495 




His 


Ser 


Arg 


Glu 


Gly 


Pro 


Ser 


Arg 


505 










510 






Gin 


Lys 


Ser 


Ser 


Ser 


Leu 


Val 


Arg 



525 
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His Gin Arg Ala His Leu Gly Glu 
530 535 



<210> 1035 

<211> 508 

<212> PRT 

<213> Homo sapiens 



<400> 1035 



Leu Pro 


Asp 


Arg 


Asn 


Ser 


Arg 


Val 


1 






5 








Glu Leu 


Leu 


Ser 


Phe 


Phe 


Gin 


Pro 






20 










Leu Gly 


Thr 


Met 


Thr 


Thr 


Cys 


Ser 




35 










40 


Met Lys 


Gly 


Ser 


Cys 


Gly 


He 


Gly 


50 










55 




Arg lie 


Ser 


Ser 


Val 


Leu 


Ala 


Gly 


65 








70 






Tyr Gly 


Gly 


Gly 


Leu 


Ser 


Val 


Ser 








85 








Cvs Glv 


Leu 


Gly 


Gly 


Gly 


Tvr 


Gly 






100 










Phe Gly 


Ser 


Gly 


Phe 


Gly 


Gly 


Gly 




115 










12 0 


Phe Gly 


Gly 


Gly 


Leu 


Gly 


Ala 


Gly 


130 










135 




Asd Glv 


Leu 


Leu 


Val 


Glv 


Ser 


Glu 


145 








150 






Asp Arg 


Leu 


Ala 


Ser 


Tyr 


Leu 


Asp 








165 








Asn Ala 


Asp 


Leu 


Glu 


Val 


Lys 


He 






180 










Pro Ser 


Glu 


lie 


Lys 


Asp 


Tyr 


Ser 




195 










200 


Leu Arg 


Asn 


Lys 


lie 


He 


Ala 


Ala 


210 










215 




Leu Gin 


lie 


Asp 


Asn 


Ala 


Arg 


Leu 


225 








230 






Tyr Glu 

* 


His 


Glu 


Leu 


Ala 


Leu 


Arg 








245 








Gly Leu 


Arg 


Arg 


Val 


Leu 


Asp 


Glu 






260 










Glu Met 


Gin 


He 


Glu 


Gly 


Leu 


Lys 




275 










280 


Asn His 


Glu 


Glu 


Glu 


Met 


Leu 


Ala 


290 










295 




Val Asn 


Val 


Glu 


Met 


Asp 


Ala 


Ala 


305 








310 






Leu Asn 


Glu 


Met 


Arg 


Asp 


Gin 


Tyr 








325 








Arg Asp 


Ala 


Glu 


Thr 


Trp 


Phe 


Leu 






340 










Glu Val 


Ala 


Ser 


Asn 


Ser 


Glu 


Leu 




355 










360 


Thr Glu 


Leu 


Arg 


Arg 


Val 


Leu 


Gin 


370 










375 




Gin Leu 


Ser 


Met 


Lys 


Ala 


Ser 


Leu 


385 








390 






Gly Arg 


Tyr 


Cys 


Met 


Gin 


Leu 


Ser 



Gin Pro Met Glu Thr * 

540 541 



Asp 


Pro 


Arg Val Arg 


Ser Leu 


Thr 




10 




15 




Thr 


Ala 


His Ser Leu 


Thr Ser 


Leu 


25 






30 




Arg 


Gin 


Phe Thr Ser 


Ser Ser 


Ser 






45 






Gly 


Gly 


He Gly Gly 


Gly Ser 


Ser 






60 






Gly 


Ser 


Cvs Arcr Ala 


Pro Ser 


Thr 






75 




80 


Ser 


Arg 


Phe Ser Ser 


Gly Gly 


Ala 




90 




95 




Gly 


Glv 


Phe Ser Ser 


Ser Ser 


Ser 


105 






110 




Tyr 


Gly 


Gly Gly Leu 


Gly Ala 


Gly 






12 5 






Phe 


Gly 


Gly Gly Phe 


Ala Gly 


Gly 






140 






Lys 


Val 


Thr Met Gin 


Asn Leu 


Asn 






155 




160 


Lys 


Val 


Arg Ala Leu 


Glu Glu 


Ala 




170 




175 




Arg 


Asp 


Trp Tyr Gin 


Arg Gin 


Arg 


185 






190 




Pro 


Tyr 


Phe Lys Thr 


He Glu 


Asp 






205 






Thr 


He 


Glu Asn Ala 


Gin Pro 


He 






220 






Ala 


Ala 


Asp Asp Phe 


Arg Thr 


Lys 






235 




240 


Gin 


Thr 


Val Glu Ala 


Asp Val 


Asn 




250 




255 




Leu 


Thr 


Leu Ala Arg 


Thr Asp 


Leu 


265 






270 




Glu 


Glu 


Leu Ala Tyr 


Leu Arg 


Lys 






285 


* 




Leu 


Arg 


Gly Gin Thr 


Gly Gly 


Asp 






300 






Pro 


Gly 


Val Asp Leu 


Ser Arg 


He 






315 




320 


Glu 


Gin 


Met Ala Glu 


Lys Asn 


Arg 




330 




335 




Ser 


Lys 


Thr Glu Glu 


Leu Asn 


Lys 


345 






350 




Val 


Gin 


Ser Ser Arg 


Ser Glu 


Val 






365 






Gly 


Leu 


Glu He Glu 


Leu Gin 


Ser 



380 



Glu Asn Ser Leu Glu Glu Thr Lys 
395 400 
Gin He Gin Gly Leu He Gly Ser 
410 415 
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Val Glu Glu Gin Leu Ala 

420 

Gin Glu Tyr Gin He Leu 
435 

He Ala Thr Tyr Arg Arg 
450 

Ser Gin Gin Ala Ser Gly 
465 '470 
Ser Ser Ser Ser Ser Ser 

485 

Gin Ser Ser Ser Ser Phe 

500 



<210> 1036 

<211> 251 

<212> PRT 

<213> Homo sapiens 



<400> 1036 



Met 


Ser 


His 


Ala 


Gly 


Thr 


1 








5 




Pro 


Lys Gly Arg 


Glu 


He 








20 






Thr 


Met 


Thr 
35 


He 


Gly 


Val 


Gly 


Gin 
50 


Ser 


Val 


Val 


Phe 


He 


Ser 


Leu 


Ala 


Trp 


Leu 


65 










70 


Thr 


Gly 


Ser 


Gin 


He 
85 


Gly 


Val 


He Gly Gin 


Leu 


Leu 








100 






He 


Asp 


Val 
115 


Asp 


Ala 


Glu 


Val 


Lys 
130 


Asp 


He 


He 


Arg 


He 


Cys 


He 


Asp 


Pro 


Trp 


145 










150 


Lys 


Leu Asp 


Val 


He 


Lys 










165 




Val 


Gin 


Glu 


Met 
180 


Pro 


Ala 


Ala 


Asn 


Leu 
195 


Ser 


Leu 


Ala 


Ser 


Pro 
210 


Pro 


Ser 


Ala 


Ser 


Ser 


Phe 


Lys 


Gly 


Asp 


Ala 


225 










230 


Arg 


Ser Asp 


Ser 


Arg 


His 



245 



<210> 1037 
<211> 789 
<212> PRT 

<213> Homo sapiens 



<400> 1037 



Gin 


Leu 


Arg 


Cys 


Glu 


Met 






425 








Leu 


Asp 


Val 


Lys 


Thr 


Arg 




440 










Leu 


Leu 


Glu 


Gly 


Glu 


Asp 


455 










460 


Gin 


Ser 


Tyr 


Ser 


Ser 


Arg 










475 




Ser 


Arg 


Gin 


Thr 


Arg 


Pro 








490 






Ser 


Gin 


Gly 


Gin 


Ser 


Ser 






505 






508 


Gly 


Asn 


He 


Val 


Val 


He 








10 






Leu 


Glu 


Leu 


Val 


Gin 


Lys 






25 








Gly 


Thr 


Arg 


His 


Val 


Gin 




40 










Val 


Ala 


He 


Ala 


Phe 


He 


55 










60 


He 


Phe 


Tyr 


Tyr 


He 


Gin 










75 




Ser 


Gin 


Ser 


His 


Arg 


Lys 








90 






Leu 


His 


Thr 


Val 


Lys 


His 






105 








Asn 


Cys 


Ala 


Val 


Cys 


He 




120 










He 


Leu 


Pro 


Cys 


Lys 


His 


135 








• 


140 


Leu 


Leu 


Asp 


His 


Arg 


Thr 










155 




Ala 


Leu 


Gly 


Tyr 


Trp 


Gly 








170 






Pro 


Glu 


Ser 


Pro 


Pro 


Gly 






185 








Leu 


Pro 


Asp 


Asp 


Asp 


Gly 




200 










Pro 


Ala 


Glu 


Ser 


Glu 


Pro 


215 










220 


Gly 


Glu 


Asn 


Thr 


Ala 


Leu 










235 




Gly 


Gly 


Pro 


He 


Ser 










250 


251 





PCTYUS01/04098 



Glu 


Gin 


Gin 


Ser 




430 






Leu 


Glu 


Gin 


Glu 


445 








Ala 


His 


Leu 


Ser 


Glu 


Val 


Phe 


Thr 








480 


He 


Leu 


Lys 


Glu 






495 




Met 


He 


Ser 


Tyr 






15 




Gly 


He 


Pro 


Val 




30 






Glu 


Phe 


He 


Ser 


45 








Thr 


Met 


Met 


He 


Arg 


Phe 


Leu 


Tyr 








80 


Glu 


Thr 


Lys 


Lys 






95 




Gly 


Glu 


Lys 


Gly 




110 






Glu 


Asn 


Phe 


Lys 


125 








He 


Phe 


His 


Arg 


Cys 


Pro 


Met 


Cys 








160 


Glu 


Pro 


Gly 


Asp 






175 




Arg 


Asp 


Pro 


Ala 




190 






Ser 


Asp 


Glu 


Ser 


205 








Gin 


Cys 


Asp 


Pro 


Leu 


Glu 


Ala 


Gly 








240 
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Met 


Thr 


He 


His 


Gin 


Phe 


Leu 


Leu 


Leu 


Phe 


Leu 


Phe 


Trp 


Val 


Cys 


Leu 


1 








5 










10 










15 




Pro 


His 


Phe 


Cys 


Ser 


Pro 


Glu 


He 


Met 


Phe 


Arg 


Arg 


Thr 


Pro 


Val .Pro 








20 










25 










30 






Gin 


Gin 


Arg 


He 


Leu 


Ser 


Ser 


Arg 


Val 


Pro 


Arg 


Ser 


Asp 


Gly Lys 


He 






35 










40 










45 








Leu 


His 


Arg 


Gin 


Lys 


Arg 


Gly 


Trp 


Met 


Trp 


Asn 


Gin 


Phe 


Phe 


Leu 


Leu 




50 










55 










60 










Glu 


Glu 


Tyr 


Thr 


Gly 

** 


Ser 


Asp 


Tyr 


Gin 


Tyr 


Val 


Gly 


Lys 


Leu 


His 


Ser 


65 










70 










75 










80 


Asp 


Gin 


Asp 


Lys 


Gly 


Asp 


Gly 


Ser 


Leu 


Lys 


Tyr 


He 


Leu 


Ser 


Gly 


Asp 










85 










90 










95 




Gly 


Ala 


Gly 


Thr 


Leu 


Phe 


He 


He 


Asp 


Glu 


Lys 


Thr 


Gly 


Asp 


He 


His 








100 










105 










110 






Ala 


Thr 


Arq 


Arq 


He 


Asp 


Arq 


Glu 


Glu 


Lys 


Ala 


Phe 


Tyr 


Thr 


Leu 


Arg 






115 










120 










125 








Ala 


Gin 


Ala 


He 


Asn 


Arg 


Arg 


Thr 


Leu 


Arg 


Pro 


Val 


Glu 


Pro 


Glu 


Ser 




130 










135 










140 










Glu 


Phe 


Val 


He 


Lys 


He 


His 


Asp 


He 


Asn 


Asp 


Asn 


Glu 


Pro 


Thr 


Phe 


145 










150 










155 










160 


Pro 


Glu 


Glu 


He 


Tyr 


Thr 


Ala 


Ser 


Val 


Pro 


Glu 


Met 


Ser 


Val 


Val 


Gly 










165 










170 










175 




Thr 


Ser 


Val 


Val 


Gin 


Val 


Thr 


Ala 


Thr 


Asp 


Ala 


Asp 


Asp 


Pro 


Ser 


Tyr 








18 0 










185 










190 






Gly 


Asn 


Ser 


Ala 


Arg 


Val 


He 


Tyr 


Ser 


He 


Leu 


Gin 


Gly 


Gin 


Pro 


Tyr 






195 










200 










205 








Phe 


Ser 


Val 


Glu 


Pro 


Glu 


Thr 


Gly 


He 


He 


Arg 


Thr 


Ala 


Leu 


Pro 


Asn 




210 










215 










220 










Met 


Asn 


Arq 


Glu 


Asn 


Arq 


Glu 


Gin 


Tyr 


Gin 


Val 


Val 


He 


Gin 


Ala 


Lys 


225 










230 










235 










240 


Asp 


Met 


Gly 


Gly 


Gin 


Met 


Gly 


Gly 


Leu 


Ser 


Gly 


Thr 


Thr 


Thr 


Val 


Asn 










245 










250 










255 




lie 


Thr 


Leu 


Thr 


Asp 


Val 


Asn 


Asp 


Asn 


Pro 


Pro 


Arg 


Phe 


Pro 


Gin 


Asn 








260 










265 










270 






Thr 


lie 


His 


Leu 


Arg 


Val 


Leu 


Glu 


Ser 


Ser 


Pro 


Val 


Gly 


Thr 


Ala 


He 






275 










280 










285 








Gly 


Ser 


Val 


Lys 


Ala 


Thr 


Asp 


Ala 


Asp 


Thr 


Gly 


Lys 


Asn 


Ala 


Glu 


Val 




290 










295 










300 










Glu 


Tyr 


Arg 


He 


He 


Asp 


Gly 


Asp 


Gly 


Thr 


Asp 


Met 


Phe 


Asp 


He 


Val 


305 










310 










315 










320 


Thr 


Glu 


Lys 


Asp 


Thr 


Gin 


Glu 


Gly 


He 


He 


Thr 


Val 


Lys 


Lys 


Pro 


Leu 










325 










330 










335 




Asp 


Tyr 


Glu 


Ser 


Arg 


Arq 


Leu 


Tyr 


Thr 


Leu 


Lys 


Val 


Glu 


Ala 


Glu 


Asn 








340 










345 










350 






Thr 


His 


Val 


Asp 


Pro 


Arg 


Phe 


Tyr 


Tyr 


Leu 


Gly 


Pro 


Phe 


Lys 


Asp 


Thr 






355 










360 










365 








Thr 


He 


Val 


Lys 


He 


Ser 


He 


Glu 


Asp 


Val 


Asp 


Glu 


Pro 


Pro 


Val 


Phe 




370 










375 










380 










Ser 


Arg 


Ser 


Ser 


Tyr 


Leu 


Phe 


Glu 


Val 


His 


Glu 


Asp 


He 


Glu 


Val 


Gly 


385 










390 










395 










400 


Thr 


He 


He 


Gly 


Thr 


Val 


Met 


Ala 


Arg 


Asp 


Pro 


Asp 


Ser 


He 


Ser 


Ser 










405 










410 










415 




Pro 


He 


Arg 


Phe 


Ser 


Leu 


Asp 


Arg 


His 


Thr 


Asp 


Leu 


Asp 


ArQ 


He 


Phe 








420 










425 










430 






Asn 


He 


His 


Ser 


Gly 


Asn 


Gly 


Ser 


Leu 


Tyr 


Thr 


Ser 


Lys 


Pro 


Leu 


Asp 






435 










440 










445 








Arq 


Glu 


Leu 


Ser 


Gin 


Trp 


His 


Asn 


Leu 


Thr 


Val 


He 


Ala 


Ala 


Glu 


He 




it JU 










4^5 

j j 










460 

~ \J \J 










Asn 


Asn 


Pro 


Lys 


Glu 


Thr 


Thr 


Arg 


Val 


Ala 


Val 


Phe 


Val 


Arg 


He 


Leu 


465 










470 










475 










480 


Asp 


Val 


Asn 


Asp 


Asn 


Ala 


Pro 


Gin 


Phe 


Ala 


Val 


Phe 


Tyr 


Asp 


Thr 


Phe 










485 










490 










495 




Val 


Cys 


Glu 


Asn 


Ala 


Arg 


Pro 


Gly 


Gin 


Leu 


He 


Gin 


Thr 


He 


Ser 


Ala 








500 










505 










510 
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Val Asp 


Lys 

-* 


Asp 


Asp 




515 






Ala Ala 


Val 


Asn 


Pro 


530 








Ala Arg 


He 


Leu 


Thr 


545 








Thr Tyr 


Leu 


Leu 


Pro 








565 


Ser Ser 


Thr 


Gly 


Thr 






580 




Gly Asn 


Met 


Gin 


Ser 




595 






Leu Ser 


Thr Gly 


Ala 


610 








Leu Val 


He 


Val 


Val 


625 








Glu Pro 


Leu 


He 


Leu 








645 


Tyr Asn 


Asp 


Glu 


Gly 






660 




Gly Thr 


Leu 


Arg 


Asn 




675 






Asp lie 


He 


Pro 


Glu 


690 








Pro Asp 


Asn 


Thr 


Asp 


705 








His Asp 


Leu Asp 


Pro 








725 


Ala Tyr 


Glu Gly 


Asn 






'740 




Ser Gly 


Thr 


Thr 


Glu 




755 






Gly Pro 


Arg 


Phe 


Asn 


770 








Asp Lys 


Asp 


Ser 


* 


785 




788 





Pro Leu Gly Gly Gin Lys 
520 

Asn Phe Thr Val Gin Asp 
535 

Arg Lys Asn Gly Phe Asn 
550 555 
Val Val He Ser Asp Asn 

570 

Leu Thr He Arg Val Cys 

585 

Cys Ser Ala Glu Ala Leu 
600 

Leu He Ala He Leu Leu 
615 

Leu Phe Ala Ala Leu Lys 
630 635 
Ser Lys Glu Asp He Arg 

650 

Gly Gly Glu Glu Asp Thr 

665 

Pro Ala Ala He Glu Glu 

. 680 

Thr Leu Phe He Pro Arg 
695 

Val Arg Asp Phe He Asn 
710 715 
Thr Ala Pro Pro Tyr Asp 

730 

Asp Ser He Ala Glu Ser 

745 

Gly Asp Gin Asn Tyr Asp 
760 

Lys Leu Ala Glu Met Tyr 
775 



Phe Phe Phe Ser Leu 
525 

Asn Glu Asp Asn Thr 
540 

Arg His Glu He Ser 

560 

Asp Tyr Pro lie Gin 

575 

Ala Cys Asp Ser Gin 
590 

Leu Leu Pro Ala Gly 
605 

Cys He He He Leu 
620 

Arg Gin Arg Lys Lys 

640 

Asp Asn He Val Ser 

655 

Gin Ala Phe Asp He 
670 

Lys Lys Leu Arg Arg 
685 

Arg Thr Pro Thr Ala 
700 

Glu Arg Leu Lys Glu 

720 

Ser Leu Ala Thr Tyr 

735 

Leu Ser Ser Leu Glu 
750 

Tyr Leu Arg Glu Trp 
765 

Gly Gly Gly Glu Ser 
780 



<210> 1038 

<211> 172 

<212> PRT 

<213> Homo sapiens 



<400> 1038 
Met Ser Leu Cys 
1 

Ser Ser His Pro 

20 

Phe Gly Glu Cys 
35 

Ser Ala Tyr Cys 
50 

Gin Lys Val Leu 
65 

Thr Glu Leu Glu 

Tyr Ser Leu He 

100 

Lys Lys Leu Leu 
115 

Ala Asp Val Trp 
130 



Glu 


Trp Thr 


Leu 


5 






Ser 


His Gin 


Ser 


Arg 


Pro Gly Gin 






40 


Pro 


Gly Gin Met 




55 




Phe 


Phe Arg 


Trp 




70 




Lys 


Ala Leu 


Asn 


85 






Lys 


Gly Asn 


Phe 


Glu 


Thr Glu 


Cys 






120 


Phe 


Lys Glu 


Leu 




135 





Pro Leu Pro Thr 
10 

His Ser His Leu 
25 

Gly His Arg Leu 

Gin He Pro Cys 

60 

Gly Lys Ser Val 
75 

Ser He He Asp 
90 

His Ala Val Tyr 
105 

Pro Gin Tyr He 

Asp He Asn Thr 

140 



Arg Val Ser Leu 
15 

Leu Val Trp Leu 
30 

Gly His Glu Ser 
45 

His Gly He Pro 

Gly He Met Leu 

80 

Val Tyr His Lys 
95 

Arg Asp Asp Leu 
110 

Arg Lys Lys Gly 
125 

Asp Gly Ala Val 
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Asn Phe Gin Glu Phe Leu He Leu Val He Lys Met Gly Val Ala Ala 
145 150 155 160 

His Lys Lys Ser His Glu Glu Ser His Lys Glu * 

165 170 171 



<210> 1039 
<211> 418 
<212> PRT 

<213> Homo sapiens 



<400> 1039 



Met Tyr 


Glu Gly 


He 


1 






5 


Ser Leu 


Ala 


He 


Gly 






20 




Pro Gly 


Ser 


Leu Gly 




35 






Asp Ser 


Tyr Tyr Arg 


50 








Val Glu 


Glu Gly Gly 


65 








Leu Gly 


Ser 


Leu 


Ala 








85 


Pro Pro 


Trp 


He 


Glu 






100 




His Val 


Ser 


Tyr 


Gin 




115 






His Arg 


Val 


He 


Ser 


130 








His Trp 


Pro 


Pro 


Glu 


145 








Gin Arg 


Ser 


Pro 


Asp 








165 


Phe Gly 


Pro 


Phe 


Trp 






180 




Leu Phe 


Thr Gly 


He 




195 






Gin Arg 


Phe 


Ser 


Pro 


210 








Pro Ala 


Gin 


Phe 


Pro 


225 








Met val 


Trp 


Ser 


Asp 








245 


Ala His 


Leu 


Val 


Arg 






260 




Asp Trp 


Lys 


Asn 


Ala 




275 






His Phe 


Met 


Ala 


Ser 


290 








Ala Pro 


Leu 


Thr 


Met 


305 








Arg Ala 


Val 


Lys 


Leu 








325 


Val Ala 


Thr 


Asp 


Ser 






340 




Lys Gly 


Lys 


Val 


Lys 




355 






Asp Leu 


Tyr 


He 


Leu 


370 








Ser Ser 


Phe 


Thr 


Ala 



385 



Arg Cys Leu 


Leu 


Lys Ala 








10 


Thr 


Leu Tyr 


Cys 


Pro Arg 






25 




He 


Glu Ala 


He 


Asn Val 




40 






Asp 
- 


Met Ala 


Thr 


Trp Pro 




55 






Gin 


Gly Arg Phe 


Gly Asn 


70 






75 


Phe 


Ala Lys 


Leu 


Leu Asn 








90 


Tyr 


Gin His 


His 


Lys Pro 






105 




Lys 


Tyr Phe 


Lys 


Leu Glu 




120 






Leu 


Glu Asp 


Phe 


Met Glu 




135 






Lys 


Arg Val Ala 


Tyr Cys 


150 






155 


Lys 


Lys Thr 


Cys 


Pro Met 








170 


Asp 


Gin Phe 


His 


Val Ser 






185 




Ser 


Phe Ser 


Ala 


Ser Tyr 




200 






Lys 


Glu His 


Pro 


Val Leu 




215 






Val 


Leu Glu 


Glu 


His Arg 


230 






235 


Glu 


Met Val 


Lys 


Thr Gly 








250 


Pro 


Tyr Val Gly 


lie His 






265 




Cys 


Ala Met 


Leu 


Lys Asp 




280 






Pro 


Gin Cys Val 


Gly Tyr 




295 






Thr 


Met Cys 


Leu 


Pro Asp 


310 






315 


Trp 


Val Arg 


Ser 


Leu Asp 








330 


Glu 


Ser Tyr Val 


Pro Glu 






345 




Val 


Val Ser 


Leu 


Lys Pro 




360 






Gly 


Gin Ala Asp 


His Phe 




375 






Phe 


Val Lys Arg 


Glu Arg 


390 






395 



Leu Leu Gly Phe Val 

15 

Gin Tyr Arg Pro Phe 
30 

Pro Glu Pro He Pro 
45 

Thr His Ala Pro Ser 
60 

Gin Ala Asp His Phe 

80 

Arg Thr Leu Ala Val 

95 

Pro Phe Thr Asn Leu 
110 

Pro Leu Gin Ala Tyr 
125 

Lys Leu Ala Pro Thr 
140 

Phe Glu Val Ala Ala 

160 

Lys Glu Gly Asn Pro 

175 

Phe Asn Lys Ser Glu 
190 

Arg Glu Gin Trp Ser 
205 

Ala Leu Pro Gly Ala 
220 

Pro Leu Gin Lys Tyr 

240 

Glu Ala Gin He His 

255 

Leu Arg He Gly Ser 
270 

Gly Thr Ala Gly Ser 
285 

Ser Arg Ser Thr Ala 
300 

Leu Lys Glu He Gin 

320 

Ala Gin Ser Val Tyr 

335 

Leu Gin Gin Leu Phe 
350 

Glu Val Ala Gin Val 
365 

lie Gly Asn Cys Val 
380 

Asp Leu Gin Gly Arg 

400 
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Pro Ser Ser Phe Phe Gly Met Asp Arg Pro Pro Lys Leu Arg Asp Glu 

405 410 415 

Phe * 
417 



<210> 1040 

<211> 228 

<212> PRT 

<213> Homo sapiens 



<400> 1040 



Met 


Ala 


Glv 


Glu 


Ser 


Phe 


Met 


Ala. Thr 


Ala Pro Phe Val Gin lie Gly 


1 








5 










10 15 


Arcr 


Phe 


Phe 


Leu 


Ser 


Ser Gly Leu lie 


Asp Lys Val Asp Asn Phe Lys 








20 










25 


30 


Ser 


Leu 


Ser 


Leu 


Ser 


Lys 


Leu Glu Asp 


Pro His Val Asp lie lie Arg 
















40 




45 




Glv 


As o 


Phe 


Phe 


Tyr 


His 


Ser 


Glu 


Asn Pro Lvs Tvr Pro Glu Val 




50 










55 






60 


Glv 


Asp 


Leu 


Arcr 


Val 


Ser 


Phe 


Ser 


Tyr 


Ala Gly Leu Ser Gly Asp Asp 


65 










70 








75 80 


Pro 


Asp 


Leu 


Gly 


Pro 


Ala 


His 


Val 


Val 


Thr Val lie Ala Arg Gin Arg 










85 










90 95 


Gly 


Asp 


Gin 


Leu 


Val 


Pro 


Phe 


Ser 


Thr 


Lys Ser Gly Asp Thr Leu Leu 








100 










105 


110 


Leu 


Leu 


His 


His 


Gly 


Asp 


Phe 


Ser 


Ala 


Glu Glu Val Phe His Arg Glu 






115 










120 




125 


Leu 


Arg 


Ser 


Asn 


Ser 


Met 


Lys 


Thr 


Trp 


Gly Leu Arg Ala Ala Gly Trp 




130 










135 






140 


Met 


Ala 


Met 


Phe 


Met 


Gly Leu Asn Leu 


Met Thr Arg lie Leu Tyr Thr 


145 










150 








155 160 


Leu 


Val 


Asp 


Trp 


Phe 


Pro 


Val 


Phe 


Arg 


Asp Leu Val Asn lie Gly Leu 










165 










170 175 


Lys 


Ala 


Phe 


Ala 


Phe 


Cys Val Ala 


Thr 


Ser Leu Thr Leu Leu Thr Val 








180 










185 


190 


Ala 


Ala 


Gly 


Trp 


Leu 


Phe 


Tyr Arg 


Pro 


Leu Trp Ala Leu Leu lie Ala 






195 










200 




205 


Gly 


Leu 


Ala 


Leu 


Val 


Pro 


lie 


Leu 


Val 


Ala Arg Thr Arg Val Pro Ala 




210 










215 






220 


Lys 


Lys 


Leu 


Glu 















225 228 



<210> 1041 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 1041 
Met Thr Ala Gin 
1 

Trp Ala lie Glu 

20 

Asp Arg Gly Ser 
35 

Asp Lys Gin Val 
50 

Val Glu Lys Arg 
65 



Gly Gly Leu Val 
5 

Leu Ser Gly Pro 

Gly Gin Gly Asp 

40 

Pro Asp Thr Ser 
55 

Cys Trp Asp lie 
70 



Ala Asn Arg Gly 
10 

Gly Gly Gly Ser 
25 

Ser Leu Tyr Pro 

Val Gin Glu Thr 

60 

Ala Leu Gly Pro 
75 



Arg Arg Phe Lys 
15 

Arg Gly Arg Ser 
30 

Val Gly Tyr Leu 
45 

Asp Arg He Leu 

Leu Lys Gin He 

80 



2793 



WO 01/57190 



PCT/US01/04098 



Pro 


Met 


Asn 


Leu 


Phe 


He 


Met 


Tyr 


Met 


Ala 


Gly 


Asn 


Thr 


He 


Ser 


He 










85 










90 










95 




Phe 


Pro 


Thr 


Met 


Met 


Val 


Cys 


Met 


Met 


Ala 


Trp 


Arg 


Pro 


He 


Gin 


Ala 








100 










105 










110 






Leu 


Met 


Ala 


He 


Ser 


Ala 


Thr 


Phe 


Lys 


Met 


Leu 


Glu 


Ser 


Ser 


Ser 


Gin 






115 










120 










125 








Lys 


Phe 


Leu 


Gin 


Gly 


Leu 


Val 


Tyr 


Leu 


He 


Gly 


Asn 


Leu 


Met 


Gly Leu 




130 










135 
-j 










140 

J. *x \J 










Ala 


Leu 


Ala 


Val 


Tyr 


Lys 


Cys 


Gin 


Ser 


Met 


Gly 


Leu 


Leu 


Pro 


Thr 


His 


145 










150 










155 










160 


Ala 


Ser 


Asp 


Trp 


Leu 


Ala 


Phe 


He 


Glu 


Pro 


Pro 


Glu 


Arg 


Met 


Glu 


Phe 










165 










170 










175 




Ser Gly 


Gly 


Gly 


Leu 


Leu 


Leu 


























180 






183 





















<210> 1042 
<211> 309 
<212> PRT 

<213> Homo sapiens 



<400> 1042 



Met 


Ala 


Ser 


Ser 


Asn 


Thr 


Val 


Leu 


Met Arg 


Leu 


Val 


Ala 


Ser 


Ala Tyr 


1 








5 








10 










15 


Ser 


He 


Ala 


Gin 


Lys 


Ala 


Gly 


Met 


lie Val 


Arq 


Arq 


Val 


He 


Ala Glu 








20 










25 








30 




Gly Asp 


Leu 


Gly 


He 


Val 


Glu 


Lys 


Thr Cys 


Ala 


Thr 


Asp 


Leu 


Gin Thr 






35 










40 








45 






Lys 


Ala 


Asp 


Arq 


Leu 


Ala 


Gin 


Met 


Ser He 


Cys 


Ser 


Ser 


Leu 


Ala Arg 




50 










55 








60 








Lys 


Phe 


ex. 


±jy o 


Leu 


Thr 


He 


He 

4- -i* t» 


Glv Glu 


Glu 




T I 


PlfO 


Ser- Glu 


65 










70 








75 








80 


Glu 


Val 


Asp 


Gin 


Glu 


Leu 


He 


Glu 


Asp Ser 


Gin 


Trp 


Glu 


Glu 


He Leu 










85 








90 










95 


Lys 


Gin 


Pro 


Cys 


Pro 


Ser 


Gin 


Tyr 


Ser Ala 


He 


Lys 


Glu 


Glu 


Asp Leu 








100 










105 








110 




Val 


Val 


Trp 


Val 


Asp 


Pro 


Leu 


Asp 


Gly Thr 


Lys 


Glu 


Tyr 


Thr 


Glu Gly 






115 










120 








125 






Leu 


Leu 


Asp 


Asn 


Val 


Thr 


Val 


Leu 


He Gly 


He 


Ala 


Tyr 


Glu 


Gly Lys 




130 










135 








140 








Ala 


He 


Ala 


Gly 


Val 


He 


Asn 


Gin 


Pro Tyr 


Tyr 


Asn 


Tyr 


Glu 


Ala Gly 


145 










150 








155 








160 


Pro Asp 


Ala 


Val 


Leu Gly 


Arg 


Thr 


He Trp 


Gly 


Val 


Leu 


Gly 


Leu Gly 










165 








170 










175 


Ala 


Phe 


Gly 


Phe 


Gin 


Leu 


Lys 


Glu 


Val Pro 


Ala 


Gly 


Lys 


His 


He He 








180 










185 








190 




Thr 


Thr 


Thr 


Arg 


Ser 


His 


Ser 


Asn 


Lys Leu 


Val 


Thr 


Asp 


Cys 


Val Ala 






195 










200 








205 






Ala 


Met 


Asn 


Pro 


Asp 


Ala 


Val 


Leu 


Arg Val 


Gly 


Gly 


Ala 


Gly 


Asn Lys 




210 










215 








220 








He 


He 


Gin 


Leu 


He 


Glu 


Gly 


Lys 


Ala Ser 


Ala 


Tyr 


Val 


Phe 


Ala Ser 


225 










230 








235 








240 


Pro Gly 


Cys 


Lys 


Lys 


Trp 


Asp 


Thr 


Cys Ala 


Pro 


Glu 


Val 


He 


Leu His 










245 








250 










255 


Ala 


Val 


Gly 


Gly 


Lys 


Leu 


Thr 


Asp 


lie His 


Gly 


Asn 


Val 


Leu 


Gin Tyr 








260 










265 








270 




His 


Lys 


Asp 


Val 


Lys 


His 


Met 


Asn 


Ser Ala 


Gly 


Val 


Leu 


Ala 


Thr Leu 






275 










280 








285 






Arg 


Asn 


Tyr 


Asp 


Tyr 


Tyr 


Ala 


Ser 


Arg Val 


Pro 


Glu 


Ser 


He 


Lys Asn 




290 










295 








300 








Ala 


Leu 


Val 


Pro 


* 





















305 308 
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<210> 1043 
<211> 382 
<212> PRT 

<213> Homo sapiens 



<400> 1043 



Met 


Arg 


Ser 


His 


Thr 


He 


Thr 


Met 


Thr 


Thr 


Thr 


Ser 


Val 


Ser 


Ser 


Trp 


1 








5 










10 










15 




Pro 


Tyr 


Ser 


Ser 


His 


Arg 
— * 


Met 


Arg 


Phe 


He 


Thr 


Asn 


His 


Ser Asp 


Gin 








20 










25 










30 






Pro 


Pro 


Gin 
35 


Asn 


Phe 


Ser 


Ala 


Thr 
40 


Pro 


Asn 


Val 


Thr 


Thr 
45 


Cvs 


Pro 


Met 


Asp 


Glu 
50 


Lys 


Leu 


Leu 


Ser 


Thr 
55 


Val 


Leu 


Thr 


Thr 


Ser 
60 


Tvr 


Ser 


Val 


He 


Phe 


He 


Val 


Gly 


Leu 


Val 


Gly 


Asn 


He 


He 


Ala 


Leu 


Tvr 


Val 


Phe 


Leu 


65 










70 










75 










80 


Gly 


He 


His 


Arg 


Lys 
85 


Arg 


Asn 


Ser 


He 


Gin 
90 


lie 


Tyr 


Leu 


Leu 


Asn 
95 


Val 


Ala 


He 


Ala 


Asp 
100 


Leu 


Leu 


Leu 


He 


Phe 
105 


Cys 


Leu 


Pro 


Phe 


Arcr 

110 


He 


Met 


Tvx 


His 


He 

115 


Asn 


Gin 


Asn 


Lvs 


Tru 
120 


Thr 


Leu 


Glv 


Val 


He 
125 


Leu 


Cys 


Lys 


Val 


Val 


Glv 


Thr 


Leu 


Phe 


Tvr 


Met 


Asn 


Met 


Tvr 


He 


Ser 


He 


He 


Leu 




130 

-J— *J w 










135 








140 










Leu 


Gly 


Phe 


He 


Ser 


Leu 


Asp 


Arg 


Tyr 


He 


Lys 


He 


Asn 


Arcr 


Ser 


He 


145 

*i- ^ ~J 










150 










155 










160 


Gin 


Gin 


Arg 


Lys 


Ala 
165 

A v J 


He 


Thr 


Thr 


Lys 


Gin 
170 


Ser 


He 


Tyr 


Val 


Cys 
175 


Cys 


lie 


Val 


Tro 


Met 


Leu 


Ala 


Leu 


Glv 


Gly Phe 


Leu 


Thr 


Met 


He 


lie 


Leu 








180 










185 










190 






Thr 


Leu 


Lys 


Lys 


Gly 


Gly 


His 


Asn 


Ser 


Thr 


Met 


Cys 


Phe 


His 


Tyr Arg 






195 










200 










205 








Asp 


Lys 
210 


His 


Asn 


Ala 


Lys 


Gly 
215 


Glu 


Ala 


He 


Phe 


Asn 
220 


Phe 


He 


Leu 


Val 


Val 


Met 


Phe 


Trp 


Leu 


He 


Phe 


Leu 


Leu 


He 


He 


Leu 


Ser 


Tvr 


He Lys 


225 










230 










235 










240 


lie 


Gly 


Lys 


Asn 


Leu 


Leu 


Arg 


He 


Ser Lys 


Arg 


Arg 


Ser 


Lys 


Phe 


Pro 










245 










250 










255 




Asn 


Ser 


Gly 


Lys 


Tyr 


Ala 


Thr 


Thr 


Ala Arg 


Asn 


Ser 


Phe 


He 


Val 


Leu 








260 










265 










270 






lie 


He 


Phe 

275 


Thr 


He 


Cys 


Phe 


Val 
280 


Pro 


Tyr 


His 


Ala 


Phe 
285 


Arg 


Phe 


He 


Tyr 


He 
290 


Ser 


Ser 


Gin 


Leu 


Asn 
295 


Val 


Ser 


Ser 


Cys 


Tyr 
300 


Trp 


Lys 


Glu 


He 


Val 


His 


Lys 


Thr 


Asn 


Glu 


He 


Met 


Leu 


Val 


Leu 


Ser 


Ser 


Phe 


Asn 


Ser 


305 










310 










315 










320 


Cys 


Leu 


Asp 


Pro 


Val 
325 


Met 


Tyr 


Phe 


Leu 


Met 
330 


Ser 


Ser 


Asn 


He 


Arg 
335 


Lys 


He 


Met 


Cys 


Gin 
340 


Leu 


Leu 


Phe 


Arg 


Arg 
345 


Phe 


Gin 


Gly 


Glu 


Pro 
350 


Ser 


Arg 


Ser 


Glu 


Ser 
355 


Thr 


Ser 


Glu 


Phe 


Lys 
360 


Pro 


Gly 


Tyr 


Ser 


Leu 
365 


His 


Asp 


Thr 


Ser 


Val 
370 


Ala 


Val 


Lys 


He 


Gin 
375 


Ser 


Ser 


Ser 


Lys 


Ser 
380 


Thr 
381 


★ 







<210> 1044 
<211> 353 
<212> PRT 
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<400> 1044 



Met 


Arg 


Ser 


Leu 


1 








val 


Ser 


Ala 


Gly 








20 


Glu 


Asn 


Phe 


Asn 






35 




He Gly 


Ser 


Thr 




50 






Val 


Ser 


Thr 

•L 11 X> 


T.pn 


65 








Met 


Thr 


Ser 


Thr 


Ala Tyr 


Glu 


T iVS 








i on 

XUU 


Lys 


Trp 




Tie 






11C 
J. X J 




Glu Tyr 


Ala 


Tl e 

X X c 




130 






Thr 


He 


Thr 

JU ill. 


Ala 


145 








Leu 


Leu 


Gin 


Asp 


Asp 


Ser 


T 1 a 
X 1C 


Xr lie 










Gin 


Glu 


XT 1. VJ 


VJX LI 






1 95 

X-7-3 




Pro 


Gin 


ul u 






210 






Thr 


Lys 


X-l jr o 




225 








Met Gly 


Met 


Thr 


Glu 


Thr 


Phe 


Gin 

VJ JL. XX 








260 


Thr 


Glu 


Lys 


Glu 






275 




Leu 


Pro 


He 


Val 




290 






Phe 


Asp 


Ala 


Val 


305 








Gin Gly 


Asn 


Gly 


Cys 


Gly 


Val 


Pro 



340 



Gly 


Ala 


Leu 


Leu 


5 








Pro 


Val 


Pro 


Thr 


He 


Ser 


Arcr 


He 








40 


Cvs 


Pro 


Trp 


Leu 






55 




Val 


Leu 


Gly 


Glu 




70 






Ara 


Trt) 


Arcr 


Lvs 


85 








Thr 


Asp 


Thr 


Asp 


Thr 


Met 

» *v^ w 


Glu 

V* 


Ser 

VJ W 








120 


Phe 


Leu 


Thr 


LVS 






135 




Lvs 


Leu 


Tvr 


Gly 




150 






Phe 


Ara 


Val 


Val 


1G5 

X U J 








Thr 


Met 


Ala 


Asp 


Pro 

x .x. vy 


He 

-1* *L W 


Leu 


He 

a J- w 








200 

xi \J U 


Glu 


Gly 


Ser 


Glv 






215 




Asp 


Ser 


Cvs 


Gin 




230 






Ser 


Ara 


Tvr 


Phe 


245 








Tvr 


Glv 


Glv 


Cys 


Cys 


Leu 


Gin 


Thr 








280 


Arg 


Gly 


Pro 


Cys 






295 




Lys 


Gly 


Lys 


Cys 




310 






Asn 


Lys 


Phe 


Tyr 


325 








Gly 


Asp 


Gly 


Asp 



Leu 


Leu 


Leu Ser 




10 




Pro 


Pro 


Asp Asn 


25 






Tyr 


Gly 


Lys Trp 


Lys 


Lys 


He Met 






60 


Glv 


Ala 


Thr Glu 






75 


Glv 


Val 


Cvs Glu 

v> jr *J Xb»«jv vj* 




90 




Glv 


LVS 


Phe Leu 


105 

XU J 






Tyr 


Val 


Val His 


Lys 


Phe 


Ser Arg 






140 


Arcr 


Ala 


Pro Gin 






155 


Ala 


Gin 


Glv Val 








Ara 


Glv 

VJ J— jf 


Glu Cvs 

vj ui v— » y i—? 


1 ft R 






Pro 

XT X. V> 


Ara 


Val Ara 


Gly 


Gly 


Gin Leu 






220 


Leu 


Gly 


Tyr Ser 






235 


Tyr 


Asn 


Gly Thr 




250 




Met 


Gly 


Asn Gly 


265 






Cys 


Arg 


Thr Val 



Arg Ala Phe He 

300 

Val Leu Phe Pro 
315 

Ser Glu Lys Glu 
330 

Glu Glu Leu Leu 
345 



Ala 


Cys 


Leu 


Ala 






15 




He 


Gin 


Val 


Gin 




30 






Tyr 

JJ 


Asn 


Leu 


Ala 


45 








Asp 


Arg 


Met 


Thr 


Ala 


Glu 


He 


Ser 








80 


Glu 


Thr 


Ser 


Glv 






95 




Tvr 


His 


LVS 


Ser 




110 

JL» i^Li V 






Thr 


Asn 


Tvr 


Asp 


125 

^L. ^4 ^J 








His 


His 


Gly 


Pro 


Leu 


Arc 


Glu 


Thr 








160 


Glv 


He 

JV V»* 


Pro 

t x_ VJ 


Glu 






175 

J- / *JJ 




Val 

V C*. .X. 


Pro 

*r x. w 


Glv 


Glu 

VJX U 




190 

.X. — ' W 






Arcr 


Ala 


Val 


Leu 

^-t^ li4 


205 

A* V/ —J 








Val 


Thr 


Glu 


Val 


Ala 


Glv 


Pro 


Cvs 








240 

^ V 


Ser 


Met 


Ala 


Cvs 






255 

J — ^ 




Asn 


Asn 


Phe 


Val 




Z / U 






Ala 


Ala 


Cys 


Asn 


285 








Gin 


Leu 


Trp 


Ala 


Tyr 


Gly 


Gly 


Cys 








320 


Cys 


Arg 


Glu 


Tyr 






335 




Arg 


Phe 


Ser 


Asn 




350 




352 



<210> 1045 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<400> 1045 

Met Ala Leu Leu Lys Ala Asn Lys Asp Leu He Ser Ala Gly Leu Lys 

1 5 10 -15 

Glu Phe Ser Val Leu Leu Asn Gin Gin Val Phe Asn Asp Pro Leu Val 

20 25 30 
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Ser Glu Glu Asp Met Val Thr Val 
35 40 
lie Asn Tyr Tyr Arg Gin Gin Val 

50 55 
Lys Ala Leu Gin Glu Leu Arg Gin 

65 70 
Phe Leu Ala Lys Tyr Arg Asp Phe 

85 

His Pro Pro Pro Ser Ser 

100 102 



Val Glu Asp Trp Met Asn Phe Tyr 

45 

Thr Gly Glu Pro Gin Glu Arg Asp 

60 

Glu Leu Asn Thr Leu Ala Asn Pro 
75 80 
Leu Lys Ser His Glu Leu Pro Ser 
90 95 



<210> 1046 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 1046 

Met Ser Ala Ser Val Val Ser Val lie Ser Arg Phe Leu Glu Glu Tyr 

15 10 15 

Leu Ser Ser Thr Pro Gin Arg Leu Lys Leu Leu Asp Ala Tyr Leu Leu 

20 25 30 

Tyr lie Leu Leu Thr Gly Ala Leu Gin Phe Gly Tyr Cys Leu Leu Val 

35 40 45 

Gly Thr Phe Pro Phe Asn Ser Phe Leu Ser Gly Phe lie Ser Cys Val 

50 55 60 

Gly Ser Phe lie Leu Ala Val Cys Leu Arg lie Gin lie Asn Pro Gin 
65 70 75 80 

Asn Lys Ala Asp Phe Gin Gly lie Ser Pro Glu Arg Ala Phe Ala Asp 

85 90 95 

Phe Leu Phe Ala Ser Thr lie Leu His Leu Val Val Met Asn Phe Val 

100 105 110 

Gly * 
113 



<210> 1047 

<211> 310 

<212> PRT 

<213> Homo sapiens 



<400> 1047 



Met 


Asp 


Pro 


Thr 


Thr 


Ala 


Ala 


Leu Glu 


Lys 


Glu 


His 


Glu 


Ala 


He Thr 


l 








5 








10 










15 


Lys 


Val 


Lys 


Tyr 


Val 


Asp 


Lys 


He His 


He 


Gly 


Asn Tyr Glu 


He Asp 








20 








25 










30 




Ala 


Trp 


Tyr 


Phe 


Ser 


Pro 


Phe 


Pro Glu 


Asp 


Tyr 


Gly Lys 


Gin 


Pro Lys 






35 










40 








45 






Leu 


Trp 


Leu 


Cys 


Glu 


Tyr 


Cys 


Leu Lys 


Tyr 


Met 


Lys 


Tyr 


Glu 


Lys Ser 




50 










55 








60 








Tyr 


Arg 


Phe 


His 


Leu 


Gly 


Gin 


Cys Gin 


Trp Arg 


Gin 


Pro 


Pro 


Gly Lys 


65 










70 








75 








80 


Glu 


He 


Tyr 


Arg 


Lys 


Ser 


Asn 


He Ser 


Val 


Tyr 


Glu 


Val 


Asp 


Gly Lys 










85 








90 










95 


Asp 


His 


Lys 


He 


Tyr 


Cys 


Gin 


Asn Leu 


Cys 


Leu 


Leu 


Ala 


Lys 


Leu Phe 








100 








105 










110 




Leu 


Asp 


His 


Lys 


Thr 


Leu 


Tyr 


Phe Asp 


Val 


Glu 


Pro 


Phe 


Val 


Phe Tyr 






115 










120 








125 






He 


Leu 


Thr 


Glu 


Val 


Asp 


Arg Gin Gly 


Ala 


His 


He 


Val 


Gly 


Tyr Phe 




130 










135 








140 
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Ser 


Lvs 


Glu 

VJ JW v* 


Lvs 


Glu 

W «k *A 


Ser 


Pro 


Aso 


Glv 


Asn 


Asn Val Ala Cvs He Leu 


145 










150 

JL \J 










155 160 


Thr 


Leu 

^^^^ 1* 


Pro 


Pro 


Tvr 
j 


Gin 


Arcr 


Arcr 


Glv 


Tvr 


Glv Lvs Phe Leu He Al a 










165 

J. \J ~J 










170 


175 


Phe 


Ser 


Tvr 


Glu 

sjr JL wL 


Leu 


Ser 


Lvs 


Leu 


Glu 

^L La 


Ser 

W> J* 


Thr Val Glv Ser Pro Glu 








1 AO 










185 

•Ip O J 




190 


Lvs 


Pro 


Leu 


Ser 


Asp 


Leu 


Glv 


Lys 


Leu 


Ser 


Tvr Arcr Ser Tvr Trp Ser 






195 

-L, ~J 










200 

ij W V 






205 

A W J 


Tm 


Val 


Leu 


Leu 


Glu 


lie 


Leu 


Arcr 


Aso 


Phe 


Arcr Glv Thr Leu Ser He 




210 










215 








220 


LVS 


Asp 


Leu 


Ser 


Gin 


Met 


Thr 


Ser 


He 


Thr 


Gin Asn Asp He He Ser 


225 










230 










235 240 


Thr 


Leu 


Gin 


Ser 


Leu 


Asn 


Met 


Val 


Lvs 


Tvr 


Tro Lvs Glv Gin His Val 










245 

£* " —J 










250 
-j \j 


255 


lie 


cys 


vai 


V"\ 

inr 


T"^ -f* 

Fro 


jjys 


T /TV 1 ^ 

Lieu 


val 


IjJLU 


Vj-LU 


riis ijeu j_»ys oci ivici uin 








260 










265 




270 


Tyr 


Lys 


Lys 


Pro 


Pro 


He 


Thr 


Gly 


Gly 


Trp 


Gly Ala Ala Val Cys Arg 






275 










280 






285 


Gly 


Arg 


Trp 


Gly 


Ser 


Val 


Ser 


He 


Trp 


Thr 


Gly Arg Ser Gin Gly Leu 




290 










295 








300 


Leu 


lie 


Ala 


Val 


Thr 


* 













305 309 



<210> 1048 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 1048 



Met 


Asp 


Pro 


Thr 


Thr 


Ala 


Ala 


Leu 


Glu 


Lys 


Glu His 


Glu 


Ala 


He 


Thr 


1 








5 










10 








15 




Lys 


Val 


Lys 


Tyr 


Val 


Asp 


Lys 


He 


His 


He 


Gly Asn Tyr Glu He Asp 








20 










25 








30 






Ala 


Trp 


Tyr 


Phe 


Ser 


Pro 


Phe 


Pro 


Glu 


Asp 


Tyr Gly Lys 


Gin 


Pro 


Lys 






35 










40 








45 








Leu 


Trp 


Leu 


Cys 


Glu 


Tyr 


Cys 


Leu 


Lys 


Tyr 


Met Lys Tyr Glu Lys 


Ser 




50 










55 








60 










Tyr 


Arg 


Phe 


His 


Leu 


Gly 


Gin 


Cys 


Gin 


Trp 


Arg Gin 


Pro 


Pro Gly Lys 


65 










70 










75 








80 


Glu 


He 


Tyr 


Arg 


Lys 


Ser 


Asn 


He 


Ser 


Val 


Tyr Glu Val Asp Gly Lys 










85 










90 








95 




Asp 


His 


Lys 


He 
100 


Tyr 


Cys 


Gin 


Asn 


Leu 
105 


Cys 


Leu Leu 


Ala 


Lys 
110 


Leu 


Phe 


Leu 


Asp 


His 
115 


Lys 


Thr 


Leu 


Tyr 


Phe 
12 0 


Asp 


Val 


Glu Pro 


Phe 
125 


Val 


Phe 


Tyr 


He 


Leu 


Thr 


Glu 


Val 


Asp 


Arg 


Gin 


Gly 


Ala 


His He 


Val 


Gly Tyr 


Phe 




13 0 










135 








140 










Ser 


Lys 


Glu 


Lys 


Glu 


Ser 


Pro 


Asp 


Gly 


Asn 


Asn Val 


Ala 


Cys 


He 


Leu 


145 










150 










155 








160 


Thr 


Leu 


Pro 


Pro 


Tyr 
165 


Gin 


Arg 


Arg 


Gly 


Tyr 
170 


Gly Lys 


Phe 


Leu 


He 
175 


Ala 


Phe 


Ser 


Tyr 


Glu 
180 


Leu 


Ser 


Lys 


Leu 


Glu 
185 


Ser 


Thr Val 


Gly 


Ser 
190 


Pro 


Glu 


Lys 


Pro 


Leu 
195 


Ser 


Asp 


Leu 


Gly 


Lys 
200 


Leu 


Ser 


Tyr Arg 


Ser 
205 


Tyr 


Trp 


Ser 


Trp 


Val 
210 


Leu 


Leu 


Glu 


He 


Leu 
215 


Arg 


Val 


Ser 


Gin Met 
220 


Thr 


Ser 


He 


Thr 


Gin 


Asn 


Asp 


He 


He 


Ser 


Thr 


Leu 


Gin 


Ser 


Leu Asn 


Met 


Val 


Lys 


Tyr 


225 










230 










235 








240 


Trp 


Lys 


Gly 


Gin 


His 
245 


Val 


He 


Cys 


Val 


Thr 
250 


Pro Lys 


Leu 


Val 


Glu 
255 


Glu 
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His Leu Lys Ser Ala Gin 

260 

Gly Ala Ala Val Cys Arg 
275 

Gly Arg Ser Gin Gly Leu 
290 



Tyr Lys Lys Pro Pro lie 
265 

Gly Arg Trp Gly Ser Val 
280 

Leu lie Ala Val Thr * 
295 299 



PCT/US01/04098 

Thr Gly Gly Trp 
270 

Ser lie Trp Thr 
285 



<210> 1049 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 1049 



Met 


Asp 


Glu 


Asp Val Leu 


Thr 


Thr 


Leu Lvs He Leu He He Glv Glu 








5 








Ser 


Gly 


Val 


Gly Lys Ser 


Ser 


Leu 


Leu Leu Arcr Phe Thr Asd Astd Thr 








20 








Phe 


Asp 


Pro 


Glu Leu Ala 


Ala 


Thr 


He Gly Val Asp Phe Lys Val Lys 






35 






40 


45 


Thr 


lie 


Ser 


Val Asp Gly Asn 


Lys 


Ala Lys Leu Ala He Trp Asp Thr 




50 






55 




60 


Ala 


Gly 


Gin 


Glu Arg Phe Arg 


Thr 


Leu Thr Pro Ser Tyr Tyr Arg Gly 


65 






70 






75 80 


Ala 


Gin 


Gly 


Val lie Leu 


Val 


Tyr 


Asp Val Thr Arg Arg Asp Thr Phe 








85 






90 95 


Val 


Lys 


Leu 


Asp Asn Trp 


Leu 


Asn 


Glu Leu Glu Thr Tyr Cys Thr Arg 








100 






105 110 


Asn 


Asp 


lie 


Val Asn Met 


Leu 


Val 


Gly Asn Lys He Asp Lys Glu Asn 






115 






120 


125 


Arg 


Glu 


Val 


Asp Arg Asn 


Glu 


Gly 


Leu Lys Phe Ala Arg Lys His Ser 




130 






135 




140 


Met 


Leu 


Phe 


He Glu Ala 


Ser 


Ala 


Lys Thr Cys Asp Gly Val Gin Cys 


145 






150 






155 160 


Ala 


Phe 


Glu 


Glu Leu Val 


Glu 


Lys 


He He Gin Thr Pro Gly Leu Trp 








165 






170 175 


Glu 


Ser 


Glu 


Asn Gin Asn 


Lys 


Gly 


Val Lys Leu Ser His Arg Glu Glu 








180 






185 190 


Gly 


Gin 


Gly 


Gly Gly Ala 


Cys 


Gly 


Gly Tyr Cys Ser Val Leu * 






195 






200 


205 206 



<210> 1050 

<211> 67 

<212> PRT 

<213> Homo sapiens 



<400> 1050 
Met Val Lys Leu 
1 

Gin Gly Gin Leu 

20 

Cys Pro Cys Glu 

35 

Pro Gly Ala Leu 
50 

Ser Gly * 
65 66 



Ser He Val Leu 

5 

Thr Lys Glu Leu 

Tyr Leu Arg Lys 

40 

Glu Gin Phe Pro 
55 



Thr Pro Gin Phe 
10 

Gin Gin His Val 
25 

Val Ser Glu Cys 

Gly Leu Ser Cys 

60 



Leu Ser His Asp 
15 

Lys Ser Val Thr 
30 

Arg Gin Met Gly 
45 

His Thr Ser His 
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<210> 1051 

<211> 195 

<212> PRT 

<213> Homo sapiens 



<400> 1051 

Met Ala Ala Ser Leu Val Gly Lys Lys lie Val Phe Val Thr Gly Asn 

15 10 15 

Ala Lys Lys Leu Glu Glu Val Val Gin lie Leu Gly Asp Lys Phe Pro 

20 25 30 

Cys Thr Leu Val Ala Gin Lys lie Asp Leu Pro Glu Tyr Gin Gly Glu 

35 40 45 

Pro Asp Glu lie Ser lie Gin Lys Cys Gin Glu Ala Val Arg Gin Val 

50 55 60 

Gin Gly Pro Val Leu Val Glu Asp Thr Cys Leu Cys Phe Asn Ala Leu 
65 70 75 80 

Gly Gly Leu Pro Gly Pro Tyr lie Lys Trp Phe Leu Glu Lys Leu Lys 

85 90 95 

Pro Glu Gly Leu His Gin Leu Leu Ala Gly Phe Glu Asp Lys Ser Ala 

100 105 110 

Tyr Ala Leu Cys Thr Phe Ala Leu Ser Thr Gly Asp Pro Ser Gin Pro 

115 120 125 

Val Arg Leu Phe Arg Gly Arg Thr Ser Gly Arg lie Val Ala Pro Arg 

130 135 140 

Gly Cys Gin Asp Phe Gly Trp Asp Pro Cys Phe Gin Pro Asp Gly Tyr 
145 150 155 160 

Glu Gin Thr Tyr Ala Glu Met Pro Lys Ala Glu Lys Asn Ala Val Ser 

165 170 175 

His Arg Phe Arg Ala Leu Leu Glu Leu Gin Glu Tyr Phe Gly Ser Leu 

180 185 190 

Ala Ala * 
194 



<210> 1052 
<211> 332 
<212> PRT 

<213> Homo sapiens 



<400> 1052 



Met 


He 


Thr 


Leu Asn Asn Gin Asp Gin 


Pro 


Val 


Pro Phe Asn 


Ser 


Ser 


1 








5 










10 






15 




His 


Pro 


Asp 


Glu Tyr Lys 


He 


Ala 


Ala 


Leu 


Val 


Phe Tyr Ser 


Cys 


He 








20 










25 






30 






Phe 


He 


He 


Gly Leu Phe Val 


Asn 


He 


Thr Ala Leu Trp Val 


Phe 


Ser 






35 










40 








45 






Cys 


Thr 


Thr 


Lys 


Lys 


Arg 


Thr 


Thr 


Val 


Thr 


He 


Tyr Met Met 


Asn 


Val 




50 










55 










60 






Ala 


Leu 


Val 


Asp 


Leu 


He 


Phe 


He 


Met 


Thr 


Leu 


Pro Phe Arg Met 


Phe 


65 










70 










75 






80 


Tyr 


Tyr 


Ala 


Lys 


Asp 


Glu 


Trp 


Pro 


Phe 


Gly Glu Tyr Phe Cys 


Gin 


lie 










85 










90 






95 




Leu Gly 


Ala 


Leu 


Thr 


Val 


Phe 


Tyr 


Pro 


Ser 


He 


Ala Leu Trp 


Leu 


Leu 








100 










105 






110 






Ala 


Phe 


He 


Ser 


Ala 


Asp 


Arg 


Tyr Met 


Ala 


He 


Val Gin Pro 


Lys 


Tyr 






115 










120 








125 






Ala 


Lys 


Glu 


Leu 


Lys 


Asn 


Thr 


Cys 


Lys 


Ala 


Val 


Leu Ala Cys 


Val 


Gly 




130 










135 










140 






Val 


Trp 


He 


Met 


Thr 


Leu 


Thr 


Thr 


Thr 


Thr 


Pro 


Leu Leu Leu 


Leu 


Tyr 


145 








150 










155 






160 
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Lys Asp Pro Asp 

Asp lie He Tyr 

180 

Thr Phe Phe Phe 
195 

Val He He His 
210 

Lys Val Lys Glu 
225 

Val Leu Val Cys 

Leu Gly Thr Gly 

260 

Phe Leu Met Asn 
275 

Val Ser Lys Gin 
290 

Asn Tyr Leu Arg 
305 

Arg Ser Leu Ser 



Lys Asp Ser Thr 
165 

Leu Lys Ala Val 

Leu He Pro Leu 

200 

Asn Leu Leu His 
215 

Lys Ser He Arg 
230 

Phe Met Pro Phe 
245 

Glu Asn Ser Tyr 

Leu Ser Thr Cys 

280 

Phe Gin Ala Arg 
295 

Ser Met Arg Arg 
.310 

Asn He Asn Ser 
325 



Pro Ala Thr Cys 
170 

Asn Val Leu Asn 
185 

Phe He Met He 

Gly Arg Thr Ser 

220 

He He He Thr 
235 

His He Cys Phe 
250 

Asn Pro Trp Gly 
265 

Leu Asp Val He 

Val He Ser Val 

300 

Lys Ser Phe Arg 
315 

Glu Met Leu * 
330 331 



Leu Lys He Ser 
175 

Leu Thr Arg Leu 
190 

Gly Cys Tyr Leu 
205 

Lys Leu Lys Pro • 

Leu Leu Val Gin 

240 

Ala Phe Leu Met 
255 

Ala Phe Thr Thr 

270 

Leu Tyr Tyr He 
285 

Met Leu Tyr Arg 

Ser Gly Ser Leu 

320 



<210> 1053 

<211> 611 

<212> PRT 

<213> Homo sapiens 





<400> 1053 




Met 


Glu Thr 


Ala 


Pro Lys Pro Gly 


1 






5 


Lys 


Leu Gin 


Thr 


Lys Arg Lys Lys 






20 




Thr 


Val Pro 


Thr 


Thr Ala Gly Ala 




35 




40 


Lys 


Asn Arg 


Glu 


Leu Arg Pro Gin 




50 




55 


Lys 


Lys Ser 


Arg 


He Ser Lys Lys 


65 






70 


Glu 


Trp Lys 


Asn 


Pro Glu Ser Gin 








85 


Pro 


Phe Pro 


Gly 


Pro Ala Pro Val 






100 




Cys 


Arg He Asp 


Lys Ser Arg Lys 




115 




120 


Arg 


Ser Arg 


Leu 


Glu Val Ala Glu 




130 




135 


Lys 


Ala Ala 


Arg 


Ser Glu Leu Leu 


145 






150 


Glu 


Gly Glu Asp 


Gly Glu Asp Thr 








165 


Val 


Glu Ala 


Val 


Asp He Ala Ser 






180 




Leu 


Arg Gin 


Phe 


Gly Pro Tyr Arg 




195 




200 


His 


Leu Ala 


Phe 


Gly Gly Arg Arg 




210 




215 


Val 


Thr Lys 


Lys 


Leu Met Cys Glu 


225 






230 


Asp 


He Arg 


Phe 


Leu His Ser Glu 



245 



Lys Asp Val 


Pro 


Pro 


Lys Lys 


Asp 




10 








15 




Pro Arg Arg Tyr 


Trp 


Glu Glu 


Glu 


25 










30 




Ser 


Pro Gly Pro 


Pro Arg Asn 


Lys 










45 






Arg 


Pro 


Lys 


Asn 


Ala 


Tyr He 


Leu 








60 








Pro 


Gin 


Val 


Pro 


Lys 


Lys Pro 


Arg 






75 








80 


Arg Gly Leu Ser 


Gly Ala Gin 


Asp 




90 








95 




Pro 


Val 


Glu 


Val 


Val 


Gin Lys 


Phe 


105 










110 




Leu 


Pro 


His 


Ser 


Lys 


Ala Lys 


Thr 










125 






Ala 


Glu 


Glu 


Glu 


Glu 


Thr Ser 


He 








140 








Leu 


Ala 


Glu 


Glu 


Pro 


Gly Phe 


Leu 






155 








160 


Ala 


Lys 


He 


Cys 


Gin Ala Asp 


He 




170 








175 




Ala 


Ala 


Lys 


His 


Phe 


Asp Leu 


Asn 


185 








190 




Leu 


Asn 


Tyr 


Ser 


Arg Thr Gly 


Arg 










205 






Gly His Val Ala 


Ala 


Leu Asp 


Trp 








220 








He 


Asn 


Val 


Met 


Glu 


Ala Val 


Arg 






235 








240 


Ala 


Leu 


Leu 


Ala 


Val 


Ala Gin 


Asn 




250 








255 
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Arg 

*-* 


Trp 


Leu 


His 


lie 


Tyr 


Asp 


Asn 


Gin 


Gly 


He Glu 


Leu 


His 


Cys 


He 








260 










265 








270 






Arg 


Arg 


Cys 


Asp 


Arg 


Val 


Thr 


Arg 


Leu 


Glu 


Phe Leu 


Pro 


Phe 


His 


Phe 






275 










280 








285 








Leu 


Leu 


Ala 


Thr 


Ala 


Ser 


Glu 


Thr 


Gly 


Phe 


Leu Thr 


Tyr 


Leu 


Asp 


Val 




290 










295 








300 










Ser 


Val 


Gly 


Lys 


lie 


Val 


Ala 


Ala 


Leu 


Asn 


Ala Arg 


Ala 


Gly 


Arg 


Leu 


305 










310 










315 








320 


Asp 


Val 


Met 


Ser 


Gin 


Asn 


Pro 


Tyr 


Asn 


Ala 


Val He 


His 


Leu 


Gly 


His 










325 










330 








335 




Ser 


Asn 


Gly 


Thr 


Val 


Ser 


Leu 


Trp 


Ser 


Pro 


Ala Met 


Lys 


Glu 


Pro 


Leu 








340 










345 








350 






Ala 


Lys 


lie 


Leu 


Cys 


His 


Arg 


Gly 


Gly 
* 


Val 


Arg Ala 


Val 


Ala 


Val 


Asp 






355 










360 








365 








Ser 


Thr 


Gly 


Thr 


Tyr 


Met 


Ala 


Thr 


Ser 


Gly 


Leu Asp 


His 


Gin 


Leu 


Lys 




370 










375 








380 










lie 


Phe 


Asp 


Leu 


Arg 


Gly 


Thr 


Tyr 


Gin 


Pro 


Leu Ser 


Thr 


Arcr 


Thr 


Leu 


385 










390 










395 








400 


Pro 


His 


Gly 


Ala 


Gly 


His 


Leu 


Ala 


Phe 


Ser 


Gin Arg 


Gly 


Leu 


Leu 


Val 










405 










410 








415 




Ala 


Gly 


Met 


Gly 


Asp 


Val 


Val 


Asn 


lie 


Trp 

XT 


Ala Gly 


Gin 


Gly 


LVS 


Ala 








420 










425 








430 






Ser 


Pro 


Pro 


Ser 


Leu 


Glu 


Gin 


Pro 


Tyr 


Leu 


Thr His 


Arg 


Leu 


Ser 


Gly 






435 










440 








445 








Pro 


Val 


His 


Gly 


Leu 


Gin 


Phe 


Cys 


Pro 


Phe 


Glu Asp 


Val 


Leu 


Gly 


Val 




450 










455 








460 










Gly 


His 


Thr 


Gly 


Gly 


lie 


Thr 


Ser 


Met 


Leu 


Val Pro 


Gly 


Ala 


Gly 


Glu 


465 










470 










475 








480 


Pro 


Asn 


Phe 


Asp 


Gly 


Leu 


Glu 


Ser 


Asn 


Pro 


Tyr Arg 


Ser 


Arq 


Lys 


Gin 










485 










490 








495 




Arg 


Gin 


Glu 


Trp 


Glu 


Val 


Lys 


Ala 


Leu 


Leu 


Glu Lys 


Val 


Pro 


Ala 


Glu 








500 










505 








510 

^L. W 






Leu 


lie 


Cys 


Leu 


Asp 


Pro 


Arg 


Ala 


Leu 


Ala 


Glu Val 


Asp 


Val 


He 


Ser 






515 










520 








525 








Leu 


Glu 


Gin 


Gly 


Lys 


Lys 


Glu 


Gin 


He 


Glu 


Arcr Leu 


Gly 


Tvr 




Pro 




530 










535 








540 










Gin 


Ala 


Lys 

• 


Ala 


Pro 


Phe 


Gin 


Pro 


Lys 
•* 


Pro 


Lys Gin 


Lys 


Gly 


Arg 


Ser 


545 










550 










555 








560 


Ser 


Thr 


Ala 


Ser 


Leu 


Val 


Lys 


Arg 


Lys 


Arg 


Lys Val 


Met 


Asp 


Glu 


Glu 










565 










570 








575 




His 


Arg 


Asp 


Lys 


Val 


Arg 


Gin 


Ser 


Leu 


Gin 


Gin Gin 


His 


His 


Lys 


Glu 








580 










585 








590 






Ala 


Lys 


Ala 


Lys 


Pro 


Thr 


Gly 


Ala 


Arg 


Pro 


Ser Ala 


Leu 


Asp 


Arg 


Phe 



595 600 605 



Val Arg * 
610 



<210> 1054 
<211> 671 
<212> PRT 

<213> Homo sapiens 



<400> 1054 



Met 


Pro 


Ala 


Pro 


Val 


Gly 


Arg 


Arg 


Ser 


Pro 


Pro Ser 


Pro 


Arg 


Ser 


Ser 


1 








5 










10 








15 




Met 


Ala 


Ala 


Val 
20 


Ala 


Leu 


Arg 


Asp 


Ser 
25 


Ala 


Gin Gly 


Met 


Thr 
30 


Phe 


Glu 


Asp 


Val 


Ala 
35 


He 


Tyr 


Phe 


Ser 


Gin 
40 


Glu 


Glu 


Trp Glu 


Leu 
45 


Leu 


Asp 


Glu 


Ser 


Gin 
50 


Arg 


Phe 


Leu 


Tyr 


Cys 
55 


Asp 


Val 


Met 


Leu Glu 
60 


Asn 


Phe 


Ala 


His 
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Val 


Thr 


Ser 


Leu 


65 








Ser 


Glu 


Gin 


Ser 


Pro 


Thr 


Gin 


Lys 








100 


Leu 


Lys 


Asp 


He 






115 




Gin 


Lys 


Ser 


Tyr 




130 






Ala 


Asp 


Leu 


His 


145 








Lys 


Arg 


Lys 


Val 


Val 


Leu 


Asn 


Tyr 








180 


Leu 


Leu 


Gin 


His 






195 




Ser 


Ser 


Lys 


His 




210 






Trp 


Gly 


Glu 


Tyr 


225 








His 


Gin 


Ser 


Val 


Glu 


Lys 


Ala 


Phe 








260 


His 


Thr 


Gly 


Gin 






275 




Ser 


Lys 


Lys 


Cys 




290 






Arg 


Pro 


Tyr 


Glu 


305 








Glu 


Phe 

■ 


He 


His 


Cys 

ml 


Gly 


Glu 


Cys 








340 


His 


Gin 


Arg 


Val 






355 




Gly 


Lys 


Ser 


Phe 




370 






His 


Ser 


Gly 


Glu 


385 








Arg 


Gin 


He 


Phe 


Met 


Pro 


Tyr 


Gin 








420 


Glu 


Leu 


He 


Gin 






435 




Cys 


Arg 


Glu 


Cys 




450 






His 


Arg 


Ser 


He 


465 








Glu 


Lys 


Ser 


Phe 


His 


Thr 


Gly 


Glu 








500 


Thr 


Arg 


Lys 


Ser 






515 




Arg 


Pro 


Tyr 


Glu 




530 






Gly 


Leu 


He 


Gin 


545 








Cys 


Ser 


Glu 


Cys 



Gly Tyr Cys 


His 




70 




Val 


Ser He 


Gin 


85 






Thr 


His Leu 


Ser 


Leu 


Pro Ala 


Ala 






120 


Leu 


Gly Ser 


Thr 




135 




Gin 


His Gin 


Lys 

-* 




150 




Asp 


Glu Ala 


Thr 


165 






Phe 


Thr Cys 


Gly 

<* 


Glu 


Ala Thr 


Pro 






200 


He 


Gin Ala 


Phe 




215 




Arg 


Lys Ala 


Ser 




230 




Cys 


Ser Glu 


Gly 
-* 


245 






Thr 


Cys Lys 


Asn 


Lys 


Met Phe 


Glu 






280 


His 


Leu He 


Leu 




295 




Cys 


Ser Asp 


Arg 




310 




His 


Gin Arg 


Arg 


325 






Arg Lys Thr 


Phe 


His 


Thr Gly 


Glu 






360 


Arg Gin Ser 


Ser 




375 




Arg 


Pro Tyr 


Gin 




390 




Asn 


Leu He 


Arg 


405 






Cys Ser Asp 


Cys 


His 


Gin Arg 


He 






440 


Gly Lys Ser 


Phe 




455 




His Thr Gly 


Asp 




470 




Ser Arg Lys 


Phe 


485 






Arg 


Pro Tyr 


Glu 


Asp 


Leu He 


Gin 






520 


Cys 


Ser Glu 


Cys 




535 




His 


Arg Arg 


Leu 




550 




Gly Lys Ser 


Phe 


565 







Gly Met Glu Asn 
75 



Val 


Arg 


Thr Ser 




90 




Glu 


He 


Lys Met 


105 






Glu 


His 


Gin Thr 


Ser 


Met 


Arg Gly 






140 


His 


Tyr 


Asn GlU 






155 


Phe 


Val 


Thr Gly 




170 




Glu 


Ala 


Phe Pro 


185 






Ser Gly 


Glu Glu 


Phe 


Asn 


Ala Lys 






220 


Ser 


His 


Lys His 






235 


Gly Leu 


Tyr Glu 




250 




Thr 


Leu 


Val Gin 


265 






Cys 


Ser 


Glu Cys 


His 


Lys 


He He 






300 


Glu Lys 


Ala Phe 






315 


His 


Thr 


Gly Gly 




330 




Ser 


Tyr 


Lys Ser 


345 






Arg 


Pro 


Tyr Glu 


Ser 


Leu 


Phe Arg 






380 


Cys 


Cys 


Glu Cys 






395 


His Arg 


Arg Val 




410 




Gly Lys 


Ser Phe 


425 






His 


Ser 


Gly Glu 


Arg 
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Trp 
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He 
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175 
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Met Tyr Ser Thr 
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Tyr 
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Trp 


Arg 


Gly 


His 


Leu 


Phe Leu Arg Glu 


Glu 


Val 


Ala 


Lys Phe Leu 


Ser 










85 




90 






95 




Phe 


Tyr 
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He 
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Tyr 
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Thr 
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Thr 
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Glu 
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Leu 


Glu 


Met Ala Leu Arg 


Glu 
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Ser Glu Gly 


Val 
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Pro Leu Gly 
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Val 


Tyr 
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Val 
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He Val Asp Glu 


Val 


Tyr 
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Lys 


Arg 
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225 
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Tyr 
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Thr 
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50 








55 






Lys 


Glu His 


Pro 


Glu 


Ala 


Pro 


Val 


Gin 
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He 
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Met 
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Met 
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Asn 


Phe 
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Glv 
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Gin 
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60 
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Met 
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Cvs 


He 


Leu 
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Met 


Val 
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Val 










110 






Phe 
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Leu 


Pro 
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Thr 


He 
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Trp 
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He 
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Pro 
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Lys 


Pro 
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30 
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Gin 


Thr 
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Ser 
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Ala 
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Ala 
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100 
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Gin 


Lvs 
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Arcr 


Arq 
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Lys 


Thr 


Gin 


Pro 
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Gin 


Tvr 
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Asn 


Glu 
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Gly Val 


Glu 

Hrf 


Asp 
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Aso 
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Thr 
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Glu 


Gin 


Thr 


Thr 


Val 


Glu 
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Ser 


Val 


Phe 


Thr 
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145 
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Pro 


Thr 


Glv 
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Ser 


Gin 


Pro 


Val 


Glv 


Lvs Val 


Phe 


Val 


Glu 


Lys 


Ser 
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170 
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Arq 
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Phe 


Gin 


Ala 


Ala 


Asp 


Arq 


Ser 


Glu Leu 


lie 


Lvs 


Thr 


Thr 


Glu 








180 
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Val 


Ser 


Met 
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Val 


Lvs 
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Tro 


Thr 


Thr 


Arcr 


Aso 






195 
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Arcr 
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Phe 
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He 
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Ala 
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Cvs 
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He 
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He 
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Tvr 
j 
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wi 
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Asn 


Leu 
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Tvr 
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Ser Leu 


Leu 


Tvr 


Leu 
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370 










375 








380 










Glu 


Val 


Glu 


Glu 


Tyr 


Pro 


Asp 


Lys 


Glu 
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Val 


Leu 


Lys 


Glu 


Arg 


Gly Leu 


Lys 


Lys 


He 


Arg 


305 










310 










315 








320 


Leu 


Gly 


He 


Glu 


Gly 


Tyr 


Pro 


Thr 


Tyr 


Lys 


Glu Lys 


Val 


Lys 


Lys 


Arg 










325 










330 








335 




Pro 


Gly 


Gly 


Ala 


Pro 


Arg 


Ser 


Asp 


Leu 


Gin 


Leu Cys 


Pro 


Lys 


Thr 


Leu 








340 










345 








350 






Tyr 


Ser 


Asn 


Val 


Leu 


Gly 


Arg 


Arg 


Lys 


Lys 


Glu Arg 


Val 


Gly Met 








355 










360 








365 




367 





<210> 1066 
<211> 634 
<212> PRT 

<213> Homo sapiens 



<400>. 1066 



Met 


Gin 


Gly 


Gly 


Asn 


Ser 


Gly 


Val 


Arg 


Lys 


Arg 


Glu 


Glu Glu Gly 


Asp 


l 








5 










10 






15 




Gly 


Ala 


Gly 


Ala 


Val 


Ala 


Ala 


Pro 


Pro 


Ala 


He Asp 


Phe Pro Ala 


Glu 








20 










25 








30 




Gly 


Pro 


Asp 


Pro 


Glu 


Tyr 


Asp 


Glu 


Ser 


Asp 


Val 


Pro 


Ala Glu He 


Gin 






35 










40 










45 




Val 


Leu 


Lys 


Glu 


Pro 


Leu 


Gin 


Gin 


Pro 


Thr 


Phe 


Pro 


Phe Ala Val 


Ala 




50 










55 










60 






Asn 


Gin 


Leu 


Leu 


Leu 


Val 


Ser 


Leu 


Leu 


Glu 


His 


Leu 


Ser His Val 


His 


65 










70 










75 






80 


Glu 


Pro 


Asn 


Pro 


Leu 


Arg 


Ser 


Arg 


Gin 


Val 


Phe 


Lys 


Leu Leu Cys 


Gin 










85 










90 






95 




Thr 


Phe 


He 


Lys 


Met 


Gly 


Leu 


Leu 


Ser 


Ser 


Phe 


Thr 


Cys Ser Asp 


Glu 








100 










105 








110 




Phe 


Ser 


Ser 


Leu 


Arg 


Leu 


His 


His 


Asn 


Arg 


Ala 


He 


Thr His Leu 


Met 






115 










120 










125 




Arg 


Ser 


Ala 


Lys 


Glu 


Arg 


Val 


Arg 


Gin 


Asp 


Pro 


Cys 


Glu Asp He 


Ser 




130 








• 


135 










140 






Arg 


He 


Gin 


Lys 


He 


Arg 


Ser 


Arg 


Glu 


Val 


Ala 


Leu 


Glu Ala Gin 


Thr 


145 










150 










155 






160 


Ser 


Arg 


Tyr 


Leu 


Asn 


Glu 


Phe 


Glu 


Glu 


Leu 


Ala 


He 


Leu Gly Lys 


Gly 



165 170 175 
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Gly 


Tyr Gly Arg Val 


Tyr Lys Val Val 


Phe 


His 


Val 


Arg 


Asn 


Lys Leu 




180 




185 










190 




Asp 


Gly Gin Tyr 


Tyr 


Ala He Lys Lys 


He 


Leu 


He 


Lys 


Gly 


Ala Thr 




195 




200 








205 






Lys 


Thr Val Cys 


Met 


Lys Val Leu Arg 


Glu 


Val 


Lys 


Val 


Leu 


Ala Gly 




210 




215 






220 








Leu 


Gin His Pro 


Asn 


He Val Gly Tyr 


His 


Thr 


Ala 


Trp 


He 


Glu His 


225 






230 




235 








240 


Val 


His Val lie 


Gin 


Pro Arg Ala Asp 


Arg 


Ala 


Ala 


He 


Glu 


Leu Pro 






245 




250 










255 


Ser 


Leu Glu Val 


Leu 


Ser Asp Gin Glu 


Glu 


Asp 


Arg 


Glu 


Gin 


Cys Gly 




260 




265 










270 




Val 


Lys Asn Asp 


Glu 


Ser Ser Ser Ser 


Ser 


He 


He 


Phe 


Ala 


Glu Pro 




275 




280 








285 






Thr 


Pro Glu Lys 


Glu 


Lys Arg Phe Gly 


Glu 


Ser 


Asp 


Thr 


Glu 


Asn Gin 




290 




295 






300 








Asn 


Asn Lys Ser 


Val 


Lys Tyr Thr Thr 


Asn 


Leu 


Val 


He 


Arg 


Glu Ser 


305 






310 




315 








320 


Gly 


Glu Leu Glu 


Ser 


Thr Leu Glu Leu 


Gin 


Glu 


Asn 


Gly 


Leu 


Ala Gly 






325 




330 










335 


Leu 


Ser Ala Ser 


Ser 


He Val Glu Gin 


Gin 


Leu 


Pro 


Leu 


Arg 


Arg Asn 




340 




345 










350 




Ser 


His Leu Glu 


Glu 


Ser Phe Thr Ser 


Thr 


Glu 


Glu 


Ser 


Ser 


Glu Glu 




355 




360 








365 






Asn 


Val Asn Phe Leu Gly Gin Thr Glu 


Ala 


Gin 


Tyr 


His 


Leu 


Met Leu 




370 




375 






380 








His 


He Gin Met 


Gin Leu Cys Glu Leu 


Ser 


Leu 


Trp 


Asp 


Trp 


He Val 


385 






390 




395 








400 


Glu 


Arg Asn Lys Arg Gly Arg Glu Tyr 


Val 


Asp 


Glu 


Ser 


Ala 


Cys Pro 






405 




410 










415 


Tyr 


Val Met Ala 


Asn 


Val Ala Thr Lys 


He 


Phe 


Gin 


Glu 


Leu 


Val Glu 




420 




425 










430 




Gly 


Val Phe Tyr 


He 


His Asn Met Gly 


He 


Val 


His 


Arg 


Asp 


Leu Lys 




435 




440 








445 






Pro 


Arg Asn He Phe Leu His Gly Pro 


Asp 


Gin 


Gin 


Val 


Lys 


He Gly 




450 




455 






460 








Asp 


Phe Gly Leu Ala Cys Thr Asp He 


Leu 


Gin 


Lys 


Asn 


Thr 


Asp Trp 


465 






470 




475 








480 


Thr 


Asn Arg Asn Gly Lys Arg Thr Pro 


Thr 


His 


Thr 


Ser 


Arg 


Val Gly 






485 




490 










495 


Thr 


Cys Leu Tyr Ala 


Ser Pro Glu Gin 


Leu 


Glu 


Gly 


Ser 


Glu 


Tyr Asp 




500 




505 










510 




Ala 


Lys Ser Asp Met 


Tyr Ser Leu Gly 


Val 


Val 


Leu 


Leu 


Glu 


Leu Phe 




515 




520 








525 






Gin 


Pro Phe Gly Thr Glu Met Glu Arg 


Ala 


Glu 


Val 


Leu 


Thr 


Gly Leu 




530 




535 






540 








Arg 


Thr Gly Gin Leu Pro Glu Ser Leu 


Arg 


Lys 


Arg 


Cys 


Pro 


Val Gin 


545 






550 




555 








560 


Ala 


Lys Tyr He 


Gin 


His Leu Thr Arg 


Arg 


Asn 


Ser 


Ser 


Gin 


Arg Pro 






565 




570 










575 


Ser 


Ala lie Gin 


Leu 


Leu Gin Ser Glu 


Leu 


Phe 


Gin 


Asn 


Ser 


Gly Asn 




580 




585 










590 




Val 


Asn Leu Thr 


Leu 


Gin Met Lys He 


He 


Glu 


Gin 


Glu 


Lys 


Glu He 




595 




600 








605 






Ala 


Glu Leu Lys 


Lys 


Gin Leu Asn Leu 


Leu 


Ser 


Gin 


Asp 


Lys 


Gly Val 




610 




615 






620 








Arg 


Asp Asp Gly Lys Asp Gly Gly Val 


Gly 












625 






630 


634 
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<400> 1067 



Met 


Lys 


He 


Glu 


Leu 


Ser 


Met 


Gin 


Pro 


Trp 


Asn 


Pro 


Gly Tyr Ser 


Ser 


1 








5 










10 






15 




Glu 


Gly 


Ala 


Thr 


Ala 


Gin 


Glu 


Thr 


Tyr 


Thr 


Cys 


Pro 


Lys Met He 


Glu 








20 










25 








30 




Met 


Glu 


Gin 


Ala 


Glu 


Ala 


Gin 


Leu 


Ala 


Glu 


Leu 


Asp 


Leu Leu Ala 


Ser 






35 










40 










45 




Met 


Phe 


Pro 


Gly 


Glu 


Asn 


Glu 


Leu 


He 


Val 


Asn 


Asp 


Gin Leu Ala 


Val 




50 










55 










60 






Ala 


Glu 


Leu 


Lys 


Asp 


Cys 


He 


Glu 


Lys 


Lys 


Thr 


Met 


Glu Gly Arg 


Ser 


65 










70 










75 






80 


Ser 


Lys 


Val 


Tyr 


Phe 


Thr 


He 


Asn 


Met 


Asn 


Leu 


Asp 


Val Ser Asp 


Glu 










85 










90 






95 




Lys 


Met 


Ala 


Met 


Phe 


Ser 


Leu 


Ala 


Cys 


He 


Leu 


Pro 


Phe Lys Tyr 


Pro 








100 










105 








110 




Ala 


Val 


Leu 


Pro 


Glu 


He 


Thr 


Val 


Arg 


Ser 


Val 


Leu 


Leu Ser Arg 


Ser 






115 










120 










125 




Gin 


Gin 


Thr 


Gin 


Leu 


Asn 


Thr 


Asp 


Leu 


Thr 


Ala 


Phe 


Leu Gin Lys 


His 




13 0 










135 










140 






Cys 


His 


Gly 


Asp 


Val 


Cys 


He 


Leu 


Asn 


Ala 


Thr 


Glu 


Trp Val Arg 


Glu 


145 










150 










155 






160 


His 


Ala 


Ser 


Gly 


Tyr 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Ser 


Ser Pro Thr 


Thr 










165 










170 






175 




Gly 


Ser 


Thr 


Val 


Gin 


Ser 


Val 


Asp 


Leu 


He 


Phe 


Thr 


Arg Leu Trp 


He 








180 










185 








190 




Tyr 


Ser 


His 


His 


He 


Tyr 


Asn 


Lys 


Cys 


Lys 


Arg 


Lys 


Asn He Leu 


Glu 






195 










200 










205 




Trp 


Ala 


Lys 


Glu 


Leu 


Ser 


Leu 


Ser 


Gly 


Phe 


Ser 


Met 


Pro Gly Lys 


Pro 




210 










215 










220 






Gly 


Val 


Val 


Cys 


Val 


Glu 


Gly 


Pro 


Gin 


Ser 


Ala 


Cys 


Glu Glu Phe 


Trp 


225 










230 










235 






240 


Ser 


Arg 


Leu 


Arg 


Lys 


Leu 


Asn 


Trp 


Lys 


Arg 


He 


Leu 


He Arg His Arg 










245 










250 






255 




Glu 


Asp 


He 


Pro 


Phe 


Asp 


Gly 


Thr 


Asn 


Asp 


Glu 


Thr 


Glu Arg Gin Arg 








260 










265 








270 




Lys 


Phe 


Ser 


He 


Phe 


Glu 


Glu 


Lys 


Val 


Phe 


Ser 


Val 


Asn Gly Ala Arg 






275 










280 










285 




Gly 


Asn 


His 


Met 


Asp 


Phe 


Gly 


Gin 


Leu 


Tyr 


Gin 


Phe 


Leu Asn Thr 


Lys 




290 










295 










300 






Gly 


Cys 


Gly 


Asp 


Val 


Phe 


Gin 


Met 


Phe 


Phe 


Gly 


Val 


Glu Gly Gin 


* 


305 










310 










315 




319 





<210> 1068 
<211> 744 
<212> PRT 
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<400> 1068 



Met 


Ala Gly Arg 


Ser 


Met 


Gin 


Ala 


Ala 


Arg 


Cys 


Pro 


Thr 


Asp 


Glu 


Leu 


1 








5 










10 










15 




Ser 


Leu 


Thr 


Asn 


Cys 


Ala 


Val 


Val 


Asn 


Glu 


Lys 


Asp 


Phe 


Gin Ser Gly 








20 










25 










30 






Gin 


His 


Val 


He 


Val 


Arg 


Thr 


Ser 


Pro 


Asn 


His 


Arg 


Tyr 


Thr 


Phe 


Thr 






35 










40 










45 








Leu 


Lys 


Thr 


His 


Pro 


Ser 


Val 


Val 


Pro 


Gly 


Ser 


He 


Ala 


Phe 


Ser 


Leu 




50 










55 










60 










Pro 


Gin 


Arg 


Lys 


Trp 


Ala 


Gly 


Leu 


Ser 


He 


Gly 


Gin 


Glu 


He 


Glu 


Val 


65 










70 










75 










80 
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Ser 


Leu 


Tyr 


Thr 


Phe 


Asp 


Lys 


Ala 










85 








lie 


Glu 


He 


Asp 


Phe 


Leu 


Gin 


Lys 








100 










Asp 


Thr 


Asp 


Lys 


Met 


Ala 


Ala 


Glu 






115 










120 


Ala 


Phe 


Ser 


Val 


Gly 


Gin 


Gin 


Leu 




130 










135 




Phe 


Gly 


Leu 


Leu 


Val 


Lys 


Asp 


He 


145 










150 






Lys 


Gly 


Glu 


Pro 


Ala 


Thr 


Gly 


Lys 










165 








Val 


Val 


Gly 


Asn 


Ser 


Gin 


Val 


Ala 








180 






■ 




Leu 


Asn 


Leu 


He 


Gly 


Lys 


Ala 


Lys 






195 










200 


He 


Asn 


Pro 


Asp 


Trp 


Asn 


Phe 


Glu 




210 










215 




Lys 


Glu 


Phe 


Ser Asp 


He 


Phe 


Arg 


225 










230 






Pro 


Pro 


Glu 


He 


Val 


Glu 


Gin 


Met 










245 








Leu 


Leu 


Tyr 


Gly Pro 


Pro 


Gly 


Cys 








260 










He 


Gly 


Lys 


Met 


Leu 


Asn 


Ala 


Arg 






275 










280 


Glu 


He 


Leu 


Asn Lys 


Tyr 


Val 


Gly 




290 










295 




Leu 


Phe 


Ala 


Asp Ala 


Glu 


Glu 


Glu 


305 










310 






Gly 


Leu 


His 


lie 


He 


He 


Phe 


Asp 










325 








Arg 


Gly 


Ser 


Met 


Ala 


Gly 


Ser 


Thr 








340 










Gin 


Leu 


Leu 


Ser Lys 


He 


Asp 


Gly 






355 










360 


Val 


He 


Gly 


Met 


Thr 


Asn 


Arg 


Pro 




370 










375 




Arg 


Pro 


Gly 


Arg Leu 


Glu 


Val 


Lys 


385 










390 






Lys 


Gly 


Arg 


Leu 


Gin 


lie 


Leu 


His 










405 








His 


Gin 


Leu 


Leu 


Ser 


Ala 


Asp 


Val 








420 










Thr 


Lys 


Asn 


Phe 


Ser 


Gly 


Ala 


Glu 






435 










440 


Gin 


Ser 


Thr 


Ala 


Met 


Asn 


Arg 


His 




450 










455 




Val 


Asp 


Met 


Glu Lys 


Ala 


Glu 


Ser 


465 










470 






Leu 


Ala 


Ser 


Leu 


Glu 


Asn 


Asp 


He 










485 








Glu 


Asp 


Tyr 


Ala 


Ser 


Tyr 


He 


Met 








500 










Pro 


Val 


Thr 


Arg 


Val 


Leu 


Asp 


Asp 






515 










520 


Lys 


Asn 


Ser 


Asp 


Arg 


Thr 


Pro 


Leu 




530 










535 




Pro 


His 


Ser 


Gly 


Lys 


Thr 


Ala 


Leu 


545 










550 






Asn 


Phe 


Pro 


Phe 


He 


Lys 


He 


Cys 










565 








Ser 


Glu 


Thr 


Ala 


Lys 


Cys 


Gin 


Ala 



580 



Lys 


Gin 


Cys 


He Gly Thr 


Met 


Thr 




90 










95 




Lys 


Ser 


He 


Asp 


Ser 


Asn 


Pro 


Tyr 


105 










110 






Phe 


He 


Gin 


Gin 


Phe 


Asn 


Asn 


Gin 










125 








Val 


Phe 


Ser 


Phe 


Asn 


Glu 


Lys 


Leu 








140 










Glu 


Ala 


Met 


Asp 


Pro 


Ser 


He 


Leu 






155 










160 


Arg 


Gin 


Lys 


He 


Glu 


Val 


Gly 


Leu 




170 










175 




Phe 


Glu 


Lys 


Ala 


Glu 


Asn 


Ser 


Ser 


185 










190 






Thr 


Lys 


Glu 


Asn 


Arg 


Gin 


Ser 


He 










205 








Lys 


Met 


Gly 


He 


Gly Gly 


Leu 


Asp 








220 










Arg 


Ala 


Phe 


Ala 


Ser Arg 


Val 


Phe 






235 










240 


Gly 


Cys 


Lys 


His 


Val 


Lys 


Gly 


He 




250 










255 




Gly 


Lys 


Thr 


Leu 


Leu 


Ala 


Arg 


Gin 


265 










270 






Glu 


Pro 


Lys 


Val 


Val 


Asn 


Gly 


Pro 










285 








Glu 


Ser 


Glu 


Ala 


Asn 


He 


Arg 


Lys 








300 










Gin 


Arg 


Arg 


Leu 


Gly Ala 


Asn 


Ser 






315 










320 


Glu 


He 


Asp 


Ala 


He 


Cys 


Lys 


Gin 




330 










335 




Gly 


Val 


His 


Asp 


Thr 


Val 


Val 


Asn 


345 










350 






Val 


Glu 


Gin 


Leu 


Asn 


Asn 


He 


Leu 










365 








Asp 


Leu 


He 


Asp 


Glu 


Ala 


Leu 


Leu 








380 










Met 


Glu 


He 


Gly 


Leu 


Pro 


Asp 


Glu 






395 










400 


He 


His 


Thr 


Ala 


Arg Met 


Arg 


Gly 




410 










415 




Asp 


He 


Lys 


Glu 


Leu 


Ala 


Val 


Glu 


425 










430 






Leu 


Glu 


Gly 


Leu 


Val 


Arg 


Ala 


Ala 










445 








He 


Lys 


Ala 


Ser 


Thr 


Lys 


Val 


Glu 








460 










Leu 


Gin 


Val 


Thr 


Arg Gly 


Asp 


Phe 






475 










480 


Lys 


Pro 


Ala 


Phe 


Gly Thr 


Asn 


Gin 




490 










495 




Asn 


Gly 


He 


He 


Lys 


Trp 


Gly 


Asp 


505 










510 






Gly 


Glu 


Leu 


Leu 


Val 


Gin 


Gin 


Thr 










525 








Val 


Ser 


Val 


Leu 


Leu 


Glu 


Gly 


Pro 








540 










Ala 


Ala 


Lys 


He 


Ala 


Glu 


Glu 


Ser 






555 










560 


Ser 


Pro 


Asp 


Lys 


Met 


He 


Gly 


Phe 




570 










575 




Met 


Lys 


Lys 


He 


Phe 


Asp 


Asp 


Ala 


585 










590 
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Tyr Lys Ser Gin 
595 

Leu Asp Tyr Val 
610 

Ala Leu Leu Val 
625 

Leu He He Gly 

Met Leu Asn Ala 

660 

Gly Glu Gin Leu 
675 

Lys Glu Arg Thr 
690 

He Gly He Lys 
705 

Asp Pro Glu Tyr 

Gly Ala Ser Pro 

740 



<210> 1069 
<211> 291 
<212> PRT 
<213> Homo 



<400> 1069 
Met Gly Asp Gly 
1 

Glu Ser Gly Gly 

20 

Asp Leu Arg Ala 
35 

Thr Ser Ala Ser 
50 

Asp Gly Gin Pro 
65 

Val Arg Asp Ala 

Leu Asp Leu Asp 

100 

Gin Leu Tyr Arg 
115 

Gly Arg Glu Arg 
130 

Gin Val Lys Val 
145 

Gin Ser Arg Asp 

Phe Ala Thr Ser 

180 

Ser Val Pro Arg 
195 

Gly Leu Pro Ala 
210 

Ser Ser Pro Arg 
225 

Leu Pro Pro Pro 

Asp Leu Pro Ala 

260 



Leu 


Ser 


Cys Val 






600 


Pro 


He 


Gly Pro 






615 


Leu 


Leu 


Lvs Lvs 




630 




Thr 


Thr 


Ser Arcr 


645 






Phe 


Ser 


Thr Thr 


Leu 


Glu 


Ala Leu 






680 


Thr 


He 


Ala Gin 








Lys 


Leu 


Leu Met 




710 




Arg 


Val 


Arg Lys 


725 






Leu 


Asp 


Phe Asp 






744 



sapiens 



Gly 


Ala Glu Arg 


5 






Gly 


Gly Gly Arg 


Asp 


Gly Gly Gly 






40 


Ser 


Pro Ala Gly 






55 


Gly 


Pro 


Gly Glu 




70 




Lys 


Gly Thr He 


85 






Arg 


Pro 


Lys Arg 


Leu 


Glu 


Met Glu 






120 


Thr 


Glu 


Leu Ala 






135 


Trp 


Phe 


Gin Asn 




150 




Leu 


Glu 


Lys Arg 


165 






Asn 


lie 


Leu Arg 


Ala 


Pro 


Ser Leu 






200 


Ser 


His Arg Gly 






215 


Leu 


Asn 


Pro Leu 




230 




Leu 


Pro 


Ala Val 


245 






Gly 


Tyr 


Glu Leu 



Val Val Asp Asp 

Arg Phe Ser Asn 

620 

Ala Pro Pro Gin 
635 

Lys Asp Val Leu 
650 

He His Val Pro 
665 

Glu Leu Leu Gly 

Gin Val Lys Gly 

700 

Leu lie Glu Met 
715 

Phe Leu Ala Leu 
730 



Asp Arg Gly Pro 
10 

Cys Gly Asp Arg 
25 

His Ser Pro Thr 

Ser Arg Glu Ser 

60 

Ala Asp His Cys 
75 

Arg Glu He Val 
90 

Thr Arg Thr Ser 
105 

Phe Gin Arg Cys 

Arg Gin Leu Asn 

140 

Arg Arg Thr Lys 
155 

Ala Ser Ser Ser 
170 

Leu Leu Glu Gin 
185 

Leu Ala Leu Thr 

Thr Ser Leu Gly 

220 

Ser Ser Ala Ser 
235 

Cys Phe Ser Ser 
250 

Gly Ser Ser Ala 
265 



He 


Glu Arg 


Leu 


605 








Leu 


Val 


Leu 


Gin 


Gly Arg Lys 


Leu 








640 


Gin 


Glu 


Met 


Glu 






655 




Asn 


lie 


Ala 


Thr 




670 






Asn 


Phe 


Lys 


Asp 


685 








Lys 


Lys 


Val 


Trp 


Ser 


Leu 


Gin 


Met 








720 


Leu Arg 


Glu 


Glu 






735 





Ala Arg Arg 


Ala 


15 




Ser Gly Ala 


Gly 


30 




Glu Val Ala 


Gly 


45 




Gly Ala Asp 


Ser 


Arg Arg He 


Leu 




80 


Leu Pro Lys 


Gly 


95 




Phe Thr Ala 


Glu 


110 




Gin Tyr Val 


Val 


125 




Leu Ser Glu 


Thr 


Gin Lys Lys 


Asp 




160 


Ala Ser Glu 


Ala 


175 




Gly Arg Leu 


Leu 


190 




Pro Ser Leu 


Pro 


205 




Asp Pro Arg 


Asn 


Ala Ser Pro 


Pro 




240 
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His 


Arg 


Asn 


He Ala 


Thr 


Tyr 
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Tvr 


Glv 

OXy 


Ala 


Phe 


lie 


TiVS 


Lvs 


Asn 

*W11 


Pro 


Pro 

Jt «L VJ 


Glv Met 

VJJ* Jf 4 iw ^ 


ASTD ASD 

**W fc^ ***J J|J 


Gin 

VJ All 


Leu 


65 

VJ «J 










70 










75 






80 


Trn 

i i* 


Leu 

AJV* VJk 


Val 

V tA JL 


Met 

1 IC L- 


Glu 

Vj A \JL 


Phe 


Cvs 

L^ jr *^ 


Glv 

oxy 


Ala 


Glv 

oxy 


Ser Val 


Thr Asd 

A 11X J jVJ 


Leu 

AJw LX 


He 

J— ^ v^ 










8 5 










90 

Jr VJ 






95 




Lvs 


Asn 


Thr 


Lvs 

Uy v_> 


Glv 

OXy 


Tvr 


Thr 


Leu 


Lvs 


Glu 

VJ J— V* 


Glu Trn 


He Ala 


Tyr 


He 

^ j* 








x yj \j 










105 

J. V/ -J 






110 






Cvs 

v«> jr •■J 


Arcr 


Glu 

w** v*. 


lie 

J» *JU v«« 


Leu 


Arcr 


Glv 

vj y 


Leu 


Ser 


His 


Leu His 


Gin His 


Lys 


Val 






115 

X X *J 










19 0 

X j£» W 








125 






lie 

J— J* *^ 


His 


Arcr 


Aso 


lie 

^L ^L V^ 


Lvs 


Glv 


Gin 


Asn 


Val 


Leu Leu 


Thr Glu 


Asn 


Ala 




J — JU 










135 

X J J 








140 

-L. \J 








Glu 

VJ A Ul 


Val 

V U J. 


Lvs 


Leu 


Val 

V %JL JL 




Phe 


Glv 

oxy 


Val 


Ser 

U V-» x» 


Ala Gin 

L^4i JL, ^ X 


Leu Asp Arg 


Thr 


145 

X *± J 










150 

X w V 










155 






160 

X VJ VJ 


Val 


Glv 


Arcr 


Arcr 
nxy 




Thr 


Phe 


lie 


Glv 

VJ Jf 


Thr 

A J> l*x» 


Pro Tvr 

j* ju vj x> y i~ 


Trp Met 


Ala 


Pro 

t J* VJ 










165 










170 

J* 9 V/ 






175 




Glu 

VJX lx 


Val 


lie 

J* J* V»F 


Ala 

n, .JL.„ u 


Cvs 


AST5 


Glu 

VJ «1* Vp* 


Asn 


Pro 


Aso 


Ala Thr 


Tyr Asp 


Phe 


Lvs 

y kj 








1 an 










185 
x 0 — » 






190 






O ei y- 


•r"V.o ^j 


uc ll 




O d -L 


Tt*»u 

LL 


Glv 
oxy 


Tie 

X J- VJ 


Thr 

X XIX 


Ala 

x^._l- CL 


He Glu 

XXC VjXU 


Met Ala 


Glu 


Glv 

w x y 
















9nn 








205 






AT a 

£\JLCL 




Pro 

XT J. w 


i-IC LI 




1\ qn 


Met 

I1C L> 


His 

XIX 0 


Pro 

t X. W 


Met 

L1C L» 


Arcr Al a 

«i y nx« 


Leu Phe 


Leu 


He 

IXC 




9i n 


















990 








Pro 

IT X O 


Arcr 
.rvx y 


Asn 
noil 


Pro 

XT J- LJ 


Ala 


Pro 

Jt J- VJ 


Arcr 

*»x y 


UC LI 


Lvs 

xjy is 


OCX 


Lvs Lvs 

uy *j xi y «3 


Trp Ser Lys 


Lvs 












910 










935 
^ -j j 






940 

X *± L> 


Phe 

rue 


Gin 

VJ -A_ 11 


Ser 


Phe 


lie 
-i- %s 


Glu 

VJ -1_ kA 


Ser 


Cvs 


Leu 


Val 


Lvs Asn 

*j y ^j *x*j 1 1 


His Ser 


Gin 


Arcr 

ax y 










94 










9 50 






255 




Irx vj 


nlu 


TV»r 


Gl 11 

OX LI 


Gl n 


XI C Lt 


Mer~ 

nu l. 


xiy 0 


XiXO 


Pro 

XT X LV 


Phe Tl e 

XT 11c xxc 


Arg Asp 


Gin 


Pro 

XT X \J 








X O Is 










9 5 

X D 3 






270 






ftOli 


Glu 

V3X Li. 


Arcr 


Gin 


Val 


Atct 


lie 

•It W 


Gin 


Leu 

IJw LL 


1—1 jr tJ 


Aso His 

l*fcj L/ XXX kJ 


He Asp Arg 


TVir 

X XXX 
















9R n 

X 0 u 








285 






xjy o 


j— i _y o 


u y 0 


Arcr 


Glv 


Glu 

OX LI 


j_iy 0 


A Qn 


Glu 

OX LL 


Thr 

X XXX 


Gl ii Tvr 

OX LL x y X 


Glu Tyr 


Ser 


Glv 

oxy 




9 Qn 










9 Q5 








inn 








Gov* 

OCX 


ul LI 


11 

vim 


gi 11 

ul Li 


ox lx 


f5l ii 

OX LL 


Gl 11 
OX LL 


noil 


Hop 


Car 
OCX 


Glv Gin 
oxy oxll 


Pro Ser 


Ser 


Tl *» 






















71 «^ 

JXJ 






1 9n 

•j x U 


UC Li 




UC Lt 


XT X \J 


Glv 


Glu 

VJ J- LL 


tJ VJ X 


Thr* 
x txx 


UC LL 


Arcr 


Arcr A can 


Phe Leu Arg 


UC Lt 




















j j u 






335 




Gin 

VJ7 -i_ 1 X 


UC LL 


Ala 


A QT1 


T.vrR 
l—l jr O 


Glu 

OX LL 


Arcr 


cpr 


Glu 

VJX LL 


Ala 

AX CI 


Leu Arcr 

XJVJ LL rvL y 


Arg Gin Gin 


UC LL 








J *± LJ 










74 5 






350 






Glu 


Gin 


Gin 


Gin 


Arcr 


Glu 

\J \A 


Asn 

xx W * x 


Glu 

VJ^ u 


Glu 

VJ JU VA 


His 


Lvs Arcr 

u Jr ^J ^ i 1 vj 


Gin Leu 


Leu 


Ala 






J JJ 










*^fiO 








365 






Glu 


Arcr 
■"x y 


Gin 


U Jf W 


«xy 


lie 

^ ^ L^ 


Glu 

V J> 


Glu 

VJX Lt 


Gin 

VJ 111 


Lvs 

Uy *«J 


Glu Gin 

VJ X U VJXU 


Arg Arg Arg 


Lpti 

UC Lt 




J / u 










7 5 








IRA 








Glu 

OX LL 


GTu 

\31 LI 


Gin 

OX1X 


Gin 

VJ _L 11 


Atct 
«xy 




Glu 

OX LI 


xjy a 


Gl 11 

OX Lt 


XJC Lt 


Arcr TiVQ 


Gin Gin 


Glu 


Arrt 


185 

J O J 










1 90 










195 

■J ZJ u 






400 


Glu 

%JX LI 


Gin 


Arcr 

nx y 


Atct 


His 


j.yx 


Glu 


Glu 

<JX LL 


Gin 

Vj JL XI 


Met 

1 1 Vi I— - 


Arcr Arcr 

**x vj rtx y 


Glu Glu 


Glu 


Arcr 

m y 










40 R 

*± L/ -J 










41 O 






415 




Arcr 

-TVX y 


Arcr 


Ala 


Glu 

VJ -X. VA 


His 


Glu 

J. 


Gin 


Glu 

Vj U> 


Tvr 

x y x 


lie 


Arcr Arcr 

fix y x^x y 


Gin Leu 


Glu 


Glu 

VJ JU \A 








420 










49 5 

^ -_J _J 






430 






Glu 

w J> U 


Gin 


Arcr 
**x 3 


Gin 


Leu 


Glu 

«JL 


lie 


T,o-i ] 


Gin 

VJ «JL. H 


Gin 


Gin Leu 


Leu His 


Glu 


Gin 

Vj JL A a 






Tl 










440 








445 






Ala 


Leu 

A-J Vp" W*» 


Leu 


Leu 

1*4 V^ 


Glu 

V* 


Tvr 


Lys 


Arcr 


Lvs 


Gin 


Leu Glu 


Glu Gin Arg 


Gin 

VJ All 




4 50 










455 
i — / ^j 








460 








Ala 

XX J_ d 


Glu 

V-J J- VL 


Arcr 

**x y 


Leu 
j-j ^* la 


Gin 


Arcr 


Gin 

VJ Jj« 


Leu 

UV^ vl 


Lvs 

x— 1 y lj 


Gin 

VJ -L. xx. 


Glu Arcr 

VJ J*. LI JiX 


Asp Tyr 


Leu 


Val 


46 5 

^ O -J 










470 










475 






480 


Car* 

uCJ. 


T.pu 

JLJ VJ VJ. 


Gin 


His 


Gin 

VJ 4.11 


Atct 


Gin 

WXll 


Glu 

VJ J- LL 


Gin 


Arcr 

ax y 


Pro Val 

t X w VCLX 


Glu Lys 


Lys 


Pro 

1 xu 










485 










490 

J \J 






495 




-1—1 ~ LI 


Tvr 
xyx 


His 

11x0 


j-y-i- 


Lvs 

xjy >7 


Glu 

V3X Lt 


Glv 

oxy 


Met 

11C L> 


Ser 


Pro 

X vj 


Ser Glu 

UCX VJXU 


Lys Pro 


Ala 


Trn 








500 










505 

J U -J 






510 






Al a 
AXa 


T iVQ 


Glu 

VJ _1_ LI 


Val 
v ax 


Glu 

ox n 


Glu 

OX Lt 




tj CX 


Arcr 


XIC Lt 


nsu x^x y 


Gin Ser 


Ser 


XT X U 
















C O 

520 








525 






Ala 


Met 


Pro 


His 


Lys 


Val 


Ala 


Asn 


Arg 


He 


Ser Asp 


Pro Asn 


Leu 


Pro 




530 










535 








540 








Pro 


Arg 


Ser 


Glu 


Ser 


Phe 


Ser 


lie 


Ser 


Gly 


Val Gin 


Pro Ala Arg 


Thr 


545 










550 










555 






560 


Pro 


Pro 


Met 


Leu 


Arg 


Pro 


Val 


Asp 


Pro 


Gin 


He Pro 


His Leu 


Val 


Ala 










565 










570 






575 
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Val 


Lys 


Ser 


Gin 


Gly 


Pro Ala 


Leu 


Thr 


Ala 


Ser 


Gin 


Ser 


Val 


His 


Glu 








580 










585 










590 






Gin 


Pro 


Thr 


Lys 


Gly 


Leu 


Ser 


Gly 


Phe 


Gin 


Glu 


Ala 


Leu 


Asn 


Val 


Thr 






595 










600 

w w 




• 






605 








Ser 


His 


Arq 


Val 


Glu 


Met 


Pro 


Arq 


Gin 


Asn 


Ser 


Asd 


Pro 


Thr 


Ser 


Glu 




610 










615 










620 










Asn 


Pro 


Pro 


Leu 


Pro 


Thr 


Arg 


He 


Glu 


Lvs 


Phe 


Asp 


Arq 


Ser 


Ser 


Trp 

*~ XT 


625 










630 










635 










640 


Leu 


Arq 


Gin 


Lys 


Glu 


Asp 


He 


Pro 


Pro 


Lvs 


Val 


Pro 


Gin 


Arq 


Thr 


Thr 










645 










650 










655 




Ser 


lie 


Ser 


Pro 


Ala 


Leu 


Ala 


Arq 


Lvs 


Asn 


Ser 


Pro 


Gly 


Asn 


Gly 


Ser 








660 










665 










670 






Ala 


Leu 


Gly 


Pro 


Arq 


Leu Gly 


Ser 


Gin 


Pro 


He 


Arq 


Ala 


Ser 


Asn 


Pro 






675 










680 










685 








ASP 


Leu 


Arq 


Arq 


Thr 


Glu 


Pro 


He 


Leu 


Glu 


Ser 


Pro 


Leu 


Gin 


Arq 


Thr 




690 










695 










700 










Ser 


Ser 


Gly 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Thr 


Pro 


Ser 


Ser 


Gin 


Pro 


Ser 


705 










710 










715 










720 


Ser 


Gin 


Gly 


Gly 


Ser 


Gin 


Pro 


Gly 


Ser 


Gin 


Ala 


Glv 


Ser 


Ser 


Glu 


Arq 










725 










730 










735 




Thr 


Arcr 


Val 


Arcr 


Ala 


Asn 


Ser 


Lvs 


Ser 


Glu 


Glv 


Ser 


Pro 


Val 


Leu 


Pro 








740 










745 










750 






His 


Glu 


Pro 


Ala 


Lvs 


Val 


Lys 


Pro 


Glu 

Wfc 


Glu 


Ser 


Arcr 


Asp 


He 


Thr 


Arcr 






755 










760 










765 








Pro 


Ser 


Arq 


Pro 


Ala 


Ser Tyr 


Lys 


Lys 


Ala 


He 


Asp 


Glu 


Asp 


Leu 


Thr 

X XXX. 




770 










775 










780 










Ala 


Leu 


Ala 


Lvs 


Glu 

«A» 


Leu Arg 


Glu 


Leu. 


Arcr 


He 


Glu 

«4* 


Glu 


Thr 


Asn 


Arci 


785 










790 










795 










800 

a v> vj 


Pro 


Met 


Lvs 


Lvs 


Val 


Thr Asp 


Tvr 


Ser 


Ser 


Ser 


Ser 


Glu 


Glu 


Ser 


Glu 

u 










805 

O u J 










81 0 










O J. J 




Ser 


Ser 


Glu 


Glu 

^.i X. hX 


Glu 


Glu 


Glu 


Asd 


Glv 


Glu 

W JU u 


Ser 

w w> x> 


Glu 

\mJ «L> Wi 


Thr 


His 

XA X hJ 


ASTD 


Glv 








820 










825 

O A «J 










830 

O \J 






Thr 


Val 


Ala 


Val 


Ser 


Asp 


He 


Pro 


Arq 


Leu 


He 


Pro 


Thr 


Glv 


Ala 


Pro 






835 

~J 










840 










845 








Glv 


Ser 


Asn 


Glu 


Gin 

V.J <X» 


Tyr Asn 


Val 


Glv 


Met 


Val 


Glv 


Thr 


His 


Glv 


XJC. LX 




850 










855 










860 

u u u 










Glu 


Thr 


Ser 


His 


Ala 


Asp 


Ser 


Phe 


Ser 


Gly 


Ser 


He 

<X« 


Ser 


Arcr 


Glu 

*A» *A 


Glv 


865 

W W 










870 










875 










880 

you 


Thr 


Leu 


Met 


lie 


Arq 


Glu 


Thr 


Ser 


Glv 


Glu 


LVS 


Lvs 


Arcr 


Ser 

W Vw— J— 


Glv 


His 










885 

W W 










890 










895 

U «^ 




Ser 


Asp 


Ser 


Asn 


Glv 


Phe 


Ala 


Glv 


His 


He 


Asn 


Leu 


Pro 


Asp 


Leu 


Val 

v ux 








900 










905 










910 
-j- v 






Gin 


Gin 


Ser 


His 


Ser 


Pro 


Ala 


Glv 


Thr 


Pro 


Thr 


Glu 


Glv 


Leu 


Glv 


Atct 






915 










920 










925 








Val 


Ser 


Thr 


His 


Ser 

U W 


Gin 


Glu 


Met 


Ast> 


Ser 

w/ w x« 


Glv 


Thr 


Glu 


Tvr 


Glv 


Met 




930 










935 










940 










Glv 


Ser 


Ser 


Thr 


Lys 


Ala 


Ser 


Phe 


Thr 


Pro 


Phe 


Val 


Asp 


Pro 


Arq 


Val 


945 










950 










955 










960 

^ \J w 


Tyr 


Gin 


Thr 


Ser 


Pro 


Thr 


Asp 


Glu 


Asp 


Glu 


Glu 


Asp 


Glu 


Glu 


Ser 


Ser 










965 










970 










975 




Ala 


Ala 


Ala 


Leu 


Phe 


Thr 


Ser 


Glu 


Leu 


Leu 


Arg 


Gin 


Glu 


Gin 


Ala 


Lvs 








980 










985 










990 






Leu 


Asn 


Glu 


Ala 


Arg 


Lys 


He 


Ser 


Val 


val 


Asn 


Val 


Asn 


Pro 


Thr 


Asn 






995 








1000 








1005 








lie 


Arg 


Pro 


His 


Ser 


Asp 


Thr 


Pro 


Glu 


He 


Arg 


Lys 


Tyr 


Lys 


Lys 


Arg 


1010 








1015 








1020 










Phe 


Asn 


Ser 


Glu 


Xle 


Leu 


Cys 


Ala 


Ala 


Leu 


Trp Gly. Val 


Asn 


Leu 


Leu 


.025 








1030 








1035 








1040 


Val 


Gly 


Thr 


Glu 


Asn Gly Leu Met 


Leu 


Leu Asp Arg 


Ser 


Gly 


Gin Gly 








1045 








1050 








1055 




Lys 


Val 


Tyr 


Asn 


Leu 


He 


Asn Arg 


Arg 


Arg 


Phe 


Gin 


Gin 


Met 


Asp Val 






1060 








1065 








1070 






Leu 


Glu 


Gly Leu Asn Val 


Leu 


Val 


Thr 


He 


Ser Gly Lys 


Lys 


Asn 


Lys 



1075 1080 1085 
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Leu Arg Val Tyr Tyr Leu Ser Trp Leu Arg Asn Arg lie Leu His Asn 

1090 1095 1100 

Asp Pro Glu Val Glu Lys Lys Gin Gly Trp lie Thr Val Gly Asp Leu 
.105 1110 1115 1120 

Glu Gly Cys lie His Tyr Lys Val Val Lys Tyr Glu Arg lie Lys Phe 

1125 1130 1135 

Leu Val lie Ala Leu Lys Asn Ala Val Glu lie Tyr Ala Trp Ala Pro 

1140 1145 1150 

Lys Pro Tyr His Lys Phe Met Ala Phe Lys Ser Phe Ala Asp Leu Gin 

1155 1160 1165 

His Lys Pro Leu Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu 

1170 1175 1180 

Lys Val lie Phe Gly Ser His Thr Gly Phe His Val He Asp Val Asp 
.185 1190 1195 1200 

Ser Gly Asn Ser Tyr Asp He Tyr He Pro Ser His He Gin Gly Asn 

1205 1210 1215 

He Thr Pro His Ala He Val He Leu Pro Lys Thr Asp Gly Met Glu 

1220 1225 1230 

Met Leu Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr Gly 

1235 1240 1245 

.Arg He Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro Thr Ser 

1250 1255 1260 

Val Ala Tyr He His Ser Asn Gin He Met Gly Trp Gly Glu Lys Ala 
L 265 1270 1275 1280 

He Glu He Arg Ser Val Glu Thr Gly His Leu Asp Gly Val Phe Met 

1285 1290 1295 

His Lys Arg Ala Gin Arg Leu Lys Phe Leu Cys Glu Arg Asn Asp Lys 

1300 1305 1310 

Val Phe Phe Ala Ser Val Arg Ser Gly Gly Ser Ser Gin Val Phe Phe 

1315 1320 1325 

Met Thr Leu Asn Arg Asn Ser Met Met Asn Trp * 
1330 1335 1339 



<210> 1084 
<211> 206 
<212> PRT 

<213> Homo sapiens 



<400> 1084 



Met 


Gly 


Gin 


Val 


Glu 


Cys 


Gly 


Gly Gin 


Lys 


Leu 


Gly Asn Gin Leu Glu 


1 








5 








10 






15 


Asp 


Asp 


Ser 


Glu 


Pro 


Ala 


Glu 


Gly Lys 


Val 


Tyr 


Ser 


Ser Asp Glu Glu 








20 








25 








30 


Lys 


Leu 


Glu 


Ala 


Ser 


Ala 


Gly 


Asp Pro 


Ala 


Gly 


Ser 


Glu Gin Glu Glu 






35 










40 








45 


Glu 


Gly 


Ser 


Gly 


Gly 


Asp 


Ser 


Glu Asp 


Asp 


Gly 


Phe 


Leu Asp Ser Ser 




50 










55 








60 




Ala 


Gly 


Gly 


Pro 


Gly 


Ala 


Leu 


Leu Gly 


Pro 


Lys 


Pro 


Lys Leu Lys Gly 


65 










70 








75 




80 


Ser 


Leu 


Gly 


Thr 


Gly 


Ala 


Glu 


Glu Gly 


Ala 


Pro 


Val 


Thr Ala Gly Val 










85 








90 






95 


Thr 


Ala 


Pro 


Gly 


Gly 


Lys 


Ser 


Arg Arg 


Arg 


Arg 


Thr 


Ala Phe Thr Ser 








100 








105 








110 


Glu 


Gin 


Leu 


Leu 


Glu 


Leu 


Glu 


Lys Glu 


Phe 


His 


Cys 


Lys Lys Tyr Leu 






115 










120 








125 


Ser 


Leu 


Thr 


Glu 


Arg 


Ser 


Gin 


He Ala 


His 


Ala 


Leu 


Lys Leu Ser Glu 




130 










135 








140 




Val 


Gin 


Val 


Lys 


He 


Trp 


Phe 


Gin Asn 


Arg 


Arg 


Ala 


Lys Trp Lys Arg 


145 










150 








155 




160 



He Lys Ala Gly Asn Val Ser Ser Arg Ser Gly Glu Pro Val Arg Asn 



165 



170 



175 
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Pro Lys lie Val 

180 

Arg Ser Gin His 
195 



Val Pro lie Pro 

Gin Gin Met Glu 

200 



Val His Val Asn 
185 

Gin Gly Ala Arg 



Arg Phe Ala Val 

190 
Pro * 
205 



<210> 1085 

<211> 472 

<212> PRT 

<213> Homo sapiens 



<400> 1085 
Met Lys Gly Asn 
1 

Gin Pro Asp Val 

20 

Glu Asp Gin Ala 
35 

Glu Glu Pro Gly 
50 

Glu Glu Glu Pro 
65 

Val Tyr Lys Ser 

Gly Leu Ala Arg 

100 

Ser Pro Pro Ala 
115 

Ser Gin Gin Ser 
130 

Leu Pro Glu Ala 
145 

Tyr Pro Leu Pro 

Cys Gly Lys Asn 

180 

His Ala Thr Glu 
195 

Thr Pro Gin Ala 
210 

Thr Pro Pro Thr 
225 

Arg Leu Thr Tyr 

Pro Cys Pro Asp 

260 

Ser His Arg Arg 
275 

Cys Gly Arg Ser 
290 

Gly His Ala Gin 
305 

Phe Asn Gly His 

Glu Arg Pro Tyr 

340 

Glu His Leu Leu 
355 

Ser Cys Pro His 
370 

Lys His Gin Arg 
385 



Tvr 


Glu 


Seir Lou 








Leu 


Ser 


Gin lie 


ui y 


It lU 










Tie 


OCX 


TViy* Sot* 

XI IX OCX 








Gin 

VJ JL. 11 


Val 


Glv Ala 

vji y x*vlgl 




7ft 




TV) -y 
X 11X 


xyr 


Ala 7\ on 

axci ftap 


ft ^ 

O -D 






Ser 


Ser 


Leu Cys 


AT a 

rlxo 


<n>Xa 


T ,\ro A an 








X 11 J. 


OCX 


Mot Thr 
nc l xixx 






nc 

J- -5 D 


Ser 


Glu 


Glv G1 n 




-I 3 \J 




Pro 


JT1U 


Val Glv 

VOl \JX 


165 
j- u ~j 






Leu 


Ser 


Gin Asp 


His 


Pro 


Leu Pro 






200 

V \J 


Asp 


Leu 


Ser Ser 






215 


Cvs 


Pro 


His Cvs 




Z 6 V 




His 


Leu 


Arg Val 


245 






Cys 


Pro 


Lys Arg 


Ala 


His 


Ala Ser 






280 


Phe 


Ser 
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Glu 


He 


Asn 


Thr 


Thr 


His 


Arg 


He 


Glu 


Ser 






515 










520 










525 








Asp 


Lys 


Val 


lie 


He 


Ser 


He 


Val 


Thr 


Gly Leu 


Pro Gly Cys 


His 


Ala 




530 










535 










540 










Ser 


Glu 


Leu 


Cys 


Ala 


Phe 


Leu 


Val 


Thr 


Leu 


His 


Lys 


Glu Cys 


Gly 


Arg 


545 










550 










555 










560 


Trp 

mV 


Met 


Val 


Tyr 


Arg 


Gin 


He 


Met 


Asp 


Ser 


Ser 


Glu Cys 


Phe 


His 


Ala 










565 










570 










575 




Ala 


His 


Phe 


Gin 


Arg 


Tyr 


Leu 


Ser 


Ser 


Ala 


Leu 


Glu 


Ala 


Gin 


Gin 


Asn 








580 










585 










590 






Arg 

mmW 


Ser 


Ala 


Arg 

mat 


Gin 


Ser 


Ala 


Tyr 


He 


Arg Lys 


Lys 


Thr Arg 


Leu 


Leu 






595 










600 










605 








Val 


Val 


Leu 


Gin 


Gly 


Tyr 


Thr 


Asp 


Val 


He Asp 


Val 


Val 


Gin 


Ala 


Leu 




610 










615 










620 










Gin 


Thr 


His 


Pro 


Asp 


Ser 


Asn 


Val 


Lys 

mm 


Ala 


Ser 


Phe 


Thr 


He 


Gly 

mm 


Ala 


625 










630 










635 










640 


lie 


Thr 


Ala 


Cys 

mm 


Val 


Glu 


Pro 


Met 


Ser 


Cys 


Tyr 


Met 


Glu His 


Arg 


Phe 










645 










650 










655 




Leu 


Phe 


Pro 


Lys 


Cys 

mm 


Leu 


Asp 


Gin 


Cys 


Ser 


Gin 


Gly Leu Val 


Ser 


Asn 








660 










665 










670 






Val 


Val 


Phe 


Thr 


Ser 


His 


Thr 


Thr 


Glu 


Gin Arg 


His 


Pro 


Leu 


Leu 


Val 






675 










680 










685 








Gin 


Leu 


Gin 


Ser 


Leu 


He 


Arg 


Ala 


Ala 


Asn 


Pro 


Ala 


Ala 


Ala 


Phe 


He 




690 










695 










700 










Leu 


Ala 


Glu 


Asn 


Gly 


He 


Val 


Thr 


Arg 


Asn 


Glu 


Asp 


He 


Glu 


Leu 


He 


705 










710 






• 




715 










720 


Leu 


Ser 


Glu 


Asn 


Ser 


Phe 


Ser 


Ser 


Pro 


Glu 


Met 


Leu Arg 


Ser 


Arg 


Tyr 










725 










730 










735 




Leu 


Met 


Tyr 


Pro 


Gly 


Trp 


Tyr 


Glu 


Gly 


Lys 


Leu 


Asn Ala Gly 


Ser 


Val 








740 










745 










750 






Tyr 


Pro 


Leu 


Met 


Val 


Gin 


He 


Cys 


Val 


Trp 


Phe 


Gly Arg Pro 


Leu 


Glu 






755 










760 










765 








Lys 

mm 


Thr 


Arg 


Phe 


Val 


Ala 


Lys 


Cys 

mm 


Lys 

mm 


Ala 


He 


Gin 


Ser 


Ser 


He 


Lys 

m£ 




770 










775 










780 










Pro 


Ser 


Pro 


Phe 


Ser 


Gly 


Asn 


He 


Tyr 


His 


He 


Leu Gly Lys 


Val 


Lys 


785 










790 










795 










800 


Phe 


Ser 


Asp 


Ser 


Glu 


Arg 


Thr 


Met 


Glu 


Val 


Cys 


Tyr Asn 


Thr 


Leu 


Ala 










805 










810 










815 




Asn 


Ser 


Leu 


Ser 


He 


Met 


Pro 


Val 


Leu 


Glu Gly 


Pro 


Thr 


Pro 


Pro 


Pro 








820 










825 










830 
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Asp Ser Lys Ser 
835 

Leu Val Phe lie 
850 

Leu Arg Gin Ser 
865 

Arg Gly Met Leu 

His Leu Glu Pro 

900 

Val Asn Phe Phe 
915 

Phe Met Asn Asp 
930 

Asn Gin Glu Leu 

945 

Pro 

961 



Val Ser Gin Asp 

840 

Gly Cys Ser Leu 
855 

Ala Lys Gin Lys 
870 

Thr Gin Gin Glu 
885 

Leu Pro Ala Gly 

Gly Asp Lys Thr 

920 

Tyr Val Glu Glu 
935 

Glu Gin Gin Glu 
950 



Ser 


Ser 


Gly Gin 


Lys 


Glu 


Asp 


ber 








860 


Pro 


Gin 


Arg 


Lys 






Q "7 




lie Arg 


O A V* 

ber 


lie 




890 






•pyx 


Phe 


Tyr 


Asn 


905 








Asp 


Phe 


His 


Pro 


Ala 


Asn 


Arg 


Glu 








940 


Tyr His 


Asp 


Leu 






955 





Gin Glu Cys Tyr 
845 

lie Lys Asp Trp 

Ala Leu Lys Thr 

880 

His Val Lys Arg 
895 

Gly Thr Gin Phe 
910 

Leu Met Asp Gin 
925 

He Glu Lys Tyr 

Phe Glu Leu Lys 

960 



<210> 1098 

<211> 127 

<212> PRT 

<213> Homo 



<400> 1098 
Met Ser Ala Ala 
1 

Leu Asp Lys Val 

20 

Asn His Pro Ala 
35 

Lys Trp Gly Leu 
50 

Glu Lys Leu Ser 
65 

He Trp Ser Arg 

Phe Ala Val Asn 

100 

Arg He Trp Arg 
115 



sapiens 



Gly Ala 


Arg 


Gly 


5 






Glu Leu 


Met 


Leu 


Gly Pro 


Arg 


Thr 






40 


Val Cys 


Ala 


Gly 




55 




Thr Ala 


Gin 


Ser 


70 






Tyr Ser 


Leu 


Val 


85 






Phe Phe 


Val 


Gly 


Tyr Asn 


Gin 


Glu 



120 



Leu Arg Ala Thr 
10 

Pro Glu Lys Leu 
25 

Val Phe Phe Trp 

Leu Ala Asp Met 

60 

Ala Val Leu Met 
75 

He He Pro Lys 
90 

Ala Ala Gly Ala 
105 

Leu Lys Ala Lys 



Tyr His Arg Leu 
15 

Arg Pro Leu Tyr 
30 

Ala Pro He Met 
45 

Ala Arg Pro Ala 

Ala Thr Gly Phe 

80 

Asn Trp Ser Leu 
95 

Ser Gin Leu Phe 

110 
Ala His Lys 
125 127 



<210> 1099 

<211> 325 

<212> PRT 

<213> Homo sapiens 



<400> 1099 
Met Ser Leu Leu 

" 1 

Ser Tyr Pro Ala 

20 

Thr Phe Tyr Ala 
35 

Leu Leu Met Lys 
50 

Lys Lys Ala Leu 
65 



Arg Ser 


Leu 


Arg 


5 






Gly Ser 


Leu 


Leu 


Gly Pro 


Arg 


Leu 






40 


Leu Arg 


Arg 


Lys 




55 




Glu Thr 


Cys 


Gly 


70 







Val Phe Leu Val 
10 

Arg Gin Ser Pro 
25 

Ser Ala Ser Ala 

Thr Gly Tyr Ser 

60 

Gly Asp Leu Lys 
75 



Ala Arg Thr Gly 
15 

Gin Pro Arg His 
30 

Ser Ser Lys Glu 
45 

Phe Val Asn Cys 

Gin Ala Glu He 

80 
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Trp Leu 


His 


Lys 


Glu 


Ala 


Gin 


Lys Glu Gly 


Trp 


Ser 


Lys 


Ala Ala 


Lys 








85 






90 








95 




Leu Gin 


Gly 


Arg 


Lys 


Thr 


Lys 


Glu Gly Leu 


He 


Gly Leu 


Leu Gin 


Glu 






100 








105 








110 




Gly Asn 


Thr 


Thr 


Val 


Leu 


Val 


Glu Val Asn 


Cys 


Glu 


Thr 


Asp Phe 


Val 




115 










120 






125 






Ser Arg 


Asn 


Leu 


Lys 


Phe 


Gin 


Leu Leu Val 


Gin 


Gin 


Val 


Ala Leu 


Gly 


130 










135 






140 








Thr Met 


Met 


His 


Cys 


Gin 


Thr 


Leu Lys Asp 


Gin 


Pro 


Ser 


Ala Tyr 


Ser 


145 








150 






155 








160 


Lys Gly 


Phe 


Leu 


Asn 


Ser 


Ser 


Glu Leu Ser 


Gly 


Leu 


Pro 


Ala Gly 


Pro 








165 






170 








175 




Asp Arg 


Glu 


Gly 


Ser 


Leu Lys 


Asp Gin Leu 


Ala 


Leu 


Ala 


He Gly 


Lys 






180 








185 








190 




Leu Gly 


Glu 


Asn 


Met 


He 


Leu 


Lys Arg Ala 


Ala 


Trp 


Val 


Lys Val 


Pro 




195 










200 






205 






Ser Gly 


Phe 


Tyr 


Val 


Gly 


Ser 


Tyr Val His 


Gly 


Ala 


Met 


Gin Ser 


Pro 


210 










215 






220 








Ser Leu 


His 


Lys 


Leu 


Val 


Leu 


Gly Lys Tyr 


Gly 

•* 


Ala 


Leu 


Val He 


Cys 

•* 


225 








230 






235 








240 


Glu Thr 


Ser 


Glu 


Gin 


Lys 


Thr 


Asn Leu Glu 


Asp 


Val 


Gly 


Arg Arg 


Leu 








245 






250 








255 




Gly Gin 


His 


Val 


Val 


Gly Met 


Ala Pro Leu 


Ser 


Val 


Gly 


Ser Leu 


Asp 






260 








265 








270 




a en a"] 11 

rVOp V3XU 


XT 1. 


Glv 


Glv 
vj j» y 


Glu 


Ala 


CZ~\ ii Thi" TiVS 

\J -i- KA. liiii u y o 


Met 


Leu 


Ser 


Gin Pro 

Vail — *— J-Jm -A- Jm 


Tvr 




275 










280 






285 






Leu Leu 


Asp 


Pro 


Ser 


He 


Thr 


Leu Gly Gin 


Tyr 


Val 


Gin 


Pro Gin 


Gly 


290 










295 






300 








Val Ser 


Val 


Val 


Asp 


Phe 


Val 


Arg Phe Glu 


Cys 


Gly Glu 


Gly Glu 


Glu 


305 








310 






315 








320 


Ala Ala 


Glu 


Thr 


Glu 



















325 



<210> 1100 
<211> 409 
<212> PRT 
<213> Homo 



sapiens • 



<400> 1100 
Met Pro Pro Pro 
1 

He Ser Ala Ala 

20 

Glu Met Leu He 
35 

Ala Leu Ser Val 
50 

He Arg Gly Ser 
65 

Val Phe Thr Gly 

Ser Thr Trp Pro 

100 

Gin Leu Leu Ser 
115 

Leu Glu Lys His 
130 

Leu Gly Lys Ala 
145 

Ser Arg Val Gin 



Arg Lys His Thr 
5 

Leu Leu Met Ala 

Val Gly Arg Phe 

40 

Leu Pro Met Tyr 
55 

Leu Gly Gin Val 
70 

Gin Leu Leu Gly 
85 

Tyr Leu Phe Gly 

Leu Pro Phe Leu 

120 

Asn Glu Ala Arg 
135 

Asp He Ser Gin 
150 

Arg Ser He Arg 
165 



Leu Leu Ala Asn 
10 

Cys Ser Leu Gin 

25 

He Met Gly He 

Leu Ser Glu He 

60 

Thr Ala He Phe 
75 

Leu Pro Glu Leu 
90 

Val He Val Val 
105 

Pro Asp Ser Pro 

Ala Val Lys Ala 

140 

Glu Val Glu Glu 
155 

Leu Val Ser Val 

170 , 



Asn 


Gly Phe 


Ala 




15 




Ala 


Gly Ala 


Phe 




30 




Asp 


Gly Gly 


Val 


45 






Ser 


Pro Lys 


Glu 


He 


Cys He 


Gly 






80 


Leu 


Gly Lys 


Glu 




95 




Pro 


Ala Val 


Val 




110 




Arg 


Tyr Leu 


Leu 


125 






Phe 


Gin Thr 


Phe 


Val 


Leu Ala 


Glu 






160 


Leu 


Glu Leu 


Leu 




175 
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Arg 


Ala 


Pro 


Tyr 


Val 


Arg 


Trp 


Gin 


Val 








180 










185 


Ala 


Cys 


Tyr 


Gin 


Leu 


Cys 


Gly 


Leu 


Asn 






195 










200 




Ser 


He 


Phe 


Gly 


Lys 


Ala 


Gly 


He 


Pro 




210 










215 






Thr 


Leu 


Ser 


Thr 


Gly 


Gly 


He 


Glu 


Thr 


225 










230 








Leu 


Val 


He 


Glu 


His 


Leu 


Gly 


Arg 


Arg 










245 










Gly 


Leu 


Met 


Gly 


Leu 


Phe 


Phe 


Gly 


Thr 








260 










265 


Gin 


Asp 


His 


Ala 


Pro 


Trp 


Val 


Pro 


Tyr 






275 










280 




Ala 


He 


He 


Ala 


Ser 


Phe 


Cys 


Ser 


Gly 




290 










295 






Leu 


Thr 


Gly 


Glu 


Phe 


Phe 


Gin 


Gin 


Ser 


305 










310 








He 


Ala 


Gly 


Thr 


Val 


Asn 


Trp 


Leu 


Ser 










325 










Phe 


Pro 


Phe 


He 


Gin 


Lys 


Ser 


Leu 


Asp 








340 










345 


Ala 


Thr 


He 


Cys 


He 


Thr 


Gly 


Ala 


He 






355 










360 




Glu 


Thr 


Lys 


Asn 


Arg 


Thr 


Tyr 


Ala 


Glu 




370 










*-i r*» f> 

375 






Arg 


Asn 


Lys 


Ala 


Tyr 


Pro 


Pro 


Glu 


Glu 


385 










390 








Asp 


Gly 


Lys 


He 


Asn 


Gly 


Arg 


Pro 


* 










405 






408 






<210> : 


L101 














<211> : 


L78 














<212> PRT 














<213> Homo 


sapiens 










<400> 1101 












Met 


Pro 


Lys 


Ala 


Lys 


Gly 


Lys 


Thr 


Arg 


1 








5 










Val 


Asn 


Arg 


Lys 


Arg 


Leu 


Asn 


Arg 


Asn 








20 










25 


Arg 


He 


Glu 


Cys 


Ser 


His 


He 


Arg 


His 






35 










40 




Val 


Arg 


Gin 


Asn 


Leu 


Ala 


Glu 


Met 


Gly 




50 










55 






Ala 


Val 


Pro 


Leu 


Arg 


Lys 


Arg 


Lys 


Val 


65 










70 








Glu 


Glu 


Arg 


Pro 


Lys 


Glu 


Leu 


Val 


Arg 










85 










Leu 


Glu 


Ala 


Glu 


Ala 


Ser 


Leu 


Pro 


Glu 








100 










105 


Arg 


Asp 


Leu 


He 


Asp 


Tyr 


Val 


Arg 


Tyr 






115 










120 




Asp 


Tyr 


Lys 


Ala 


Met 


Ala 


Arg 


Asp 


Glu 




130 










135 






Pro 


Lys 


Gin 


He 


Arg 


Ser 


Lys 


He 


Asn 


145 










150 








Ala 


Glu 


Trp 


Gin 


Asp 

1 £TC 


Phe 


Leu 


Asp 


Ser 



165 



Val Glu 
178 
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Val 


Thr 


Val 


lie 


Val 
190 


Thr 


Met 


Ala 


He 


Trp 


Phe 
205 


Tyr 


Thr 


Asn 


Pro 


Ala 


Lys 
220 


lie 


Pro 


Tyr 


Val 


Leu 


Ala 
235 


Ala 


Val 


Phe 


Ser 


Gly 
240 


Pro 


Leu 


Leu 


He Gly Gly 


Phe 


250 










255 




Leu 


Thr 


He 


Thr 


Leu 
270 


Thr 


Leu 


Leu 


Ser 


He 


Val 


Gly He 


Leu 








285 








Pro Gly 


Gly 


He 


Pro Phe 


He 






300 










Gin Arg 


Pro 


Ala 


Ala 


Phe 


He 




315 










320 


Asn 


Phe 


Ala 


Val 


Gly Leu 


Leu 


330 










335 




Thr 


Tyr 


Cys 


Phe 


Leu 
350 


Val 


Phe 


Tyr 


Leu 


Tyr 


Phe 
365 


Val 


Leu 


Pro 


He 


Ser 


Gin 
380 


Ala 


Phe 


Ser 


Lys 


Lys 


He 
395 


Asp 


Ser 


Ala 


Val 


Thr 
400 



Arg 


Gin 


Lys Phe Gly Tyr 


Ser 


10 




15 




Ala 


Arg 


Arg Lys Ala Ala 


Pro 






30 




Ala 


Trp 


Asp His Ala Lys 


Ser 






45 




Leu 


Ala 


Val Asp Pro Asn 


Arg 






60 




Lys Ala 


Met Glu Val Asp 


He 




75 




80 


Lys 


Pro 


Tyr Val Leu Asn 


Asp 


90 




95 




Lys 


Lys 


Gly Asn Thr Leu 


Ser 






110 




Met 


Val 


Glu Asn His Gly 


Glu 






125 




Lys 


Asn 


Tyr Tyr Gin Asp 


Thr 






140 




Val 


Tyr 


Lys Arg Phe Tyr 


Pro 




155 




160 


Leu 


Gin 


Lys Arg Lys Met 


Glu 


170 




175 
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<210> 1102 

<211> 527 

<212> PRT 

<213> Homo sapiens 



<400> 1102 



Met 


Ala 


Asp 


Ser 


1 








Glu 


Gin 


Arg 


Ala 








20 


Asn 


Pro 


Val 


Gly 






35 




Pro 


Leu 


Leu 


Val 




50 






Asp 


Arg 


Glu 


Arg 


65 








Ala 


Phe 


Gly 

* 


Tyr 


Ala 


Lys 


val 


Phe 








100 


Phe 


Ser 


Thr 


Val 






115 




Pro 


Arg 


Gly 


Phe 




130 






Leu 


Val 


Gly 


Asn 


145 








Phe 


Pro 


Ser 


Phe 


Lys 


Asp 


Pro 


Asp 








180 


Leu 


His 


Gin 


Val 






195 




His 


Arg 


His 


Met 




210 






Ala 


Asn 


Gly 


Glu 


225 








Gly He 


Lys 


Asn 


Asp 


Pro 


Asp 


Tyr 








260 


Lys 


Tyr 


Pro 


Ser 






275 




Ala 


Glu 


Thr 


Phe 




290 






His 


Lys 


Asp 


Tyr 


305 








Asn 


Pro 


Val 


Asn 


Ser 


Asn 


Met 


Pro 








340 


Gly Arg 


Leu 


Phe 






355 




Asn 


Tyr 


Leu 


His 




370 






Asn 


Tyr 


Gin 


Arg 


385 








Ala 


Pro 


Asn 


Tyr 


Ser 


Ala 


Leu 


Glu 



420 



Arg Asp Pro Ala 
5 

Ala Gin Lys Ala 

Asp Lys Leu Asn 

40 

Gin Asp Val Val 
55 

He Pro Glu Arg 
70 

Phe Glu Val Thr 
85 

Glu His He Gly 

Ala Gly Glu Ser 

120 

Ala Val Lys Phe 
13 5 

Asn Thr Pro He 
150 

He His Ser Gin 
165 

Met Val Trp Asp 

Ser Phe Leu Phe 

200 

Asn Gly Tyr Gly 
215 

Ala Val Tyr Cys 
230 

Leu Ser Val Glu 
245 

Gly He Arg Asp 

Trp Thr Phe Tyr 

280 

Pro Phe Asn Pro 
295 

Pro Leu He Pro 
310 

Tyr Phe Ala Glu 
325 

Pro Gly He Glu 

Ala Tyr Pro Asp 

360 

lie Pro Val Asn 
375 

Asp Gly Pro Met 
390 

Tyr Pro Asn Ser 
405 

His Ser He Gin 



Ser 


Asp 


Gin 


Met 




10 






Asp 


Val 


Leu 


Thr 


25 








Val 


He 


Thr 


Val 


Phe 


Thr 


Asp 


Glu 








60 


Val 


Val 


His 


Ala 






75 




His 


Asp 


He 


Thr 




90 






Lys 

m% 


Lys 


Thr 


Pro 


105 








Gly 

m% 


Ser 


Ala 


Asp 


Tyr 


Thr 


Glu 


Asp 








140 


Phe 


Phe 


He 


Arg 






155 




Lys 


Arg 


Asn 


Pro 




170 






Phe 


Trp 


Ser 


Leu 


185 








Ser 


Asp 


Arg 


Gly 


Ser 


His 


Thr 


Phe 








220 


Lys 


Phe 


His 


Tyr 






235 




Asp 


Ala 


Ala 


Arg 




250 






Leu 


Phe 


Asn 


Ala 


265 








He 


Gin 


Val 


Met 


Phe 


Asp 


Leu 


Thr 








300 


Val 


Gly 


Lys 


Leu 






315 




Val 


Glu 


Gin 


He 




330 






Ala 


Ser 


Pro 


Asp 


345 








Thr 


His 


Arg 


His 


Cys 


Pro 


Tyr 


Arg 








380 


Cys 


Met 


Gin 


Asp 






395 




Phe 


Gly 


Ala 


Pro 




410 






Tyr 


Ser 


Gly 


Glu 



425 



Gin 


His 


Trp 


Lys 






15 




Thr 


Gly 


Ala 


Gly 




30 






Gly 


Pro 


Arg 


Gly 


45 








Met 


Ala 


His 


Phe 


Lys 


Gly 


Ala 


Gly 








80 


Lys 


Tyr 


Ser 


Lys 






95 




He 


Ala 


Val 


Arg 




110 






Thr 


Val 


Arg 


Asp 


125 








Gly 


Asn 


Trp 


Asp 


Asp 


Pro 


He 


Leu 








160 


Gin 


Thr 


His 


Leu 






175 




Arg 


Pro 


Glu 


Ser 




190 






He 


Pro 


Asp 

mm 


Gly 

ml 


205 








Lys 


Leu 


Val 


Asn 


Lys 


Thr 


Asp 


Gin 








240 


Leu 


Ser 


Gin 


Glu 






255 




He 


Ala 


Thr 


Gly 




270 






Thr 


Phe 


Asn 


Gin 


285 








Lys 


Val 


Trp 


Pro 


Val 


Leu 


Asn 


Arg 








320 


Ala 


Phe 


Asp 


Pro 






335 




Lys 


Met 


Leu 


Gin 




350 






Arg 


Leu 


Gly 


Pro 


365 








Ala 


Arg 


Val 


Ala 


Asn 


Gin 


Gly 


Gly 








400 


Glu 


Gin 


Gin 


Pro 






415 




Val 


Arg 


Arg 


Phe 




430 
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Asn 


Thr 


Ala 


Asn 


Asp 


Asp 


Asn 


Val 


Thr 


Gin 


Val 


Arg Ala 


Phe 


Tyr Val 






435 










440 










445 








Asn 


Val 
450 


Leu 


Asn 


Glu 


Glu 


Gin 
455 


Arg 


Lys 


Arg 


Leu 


Cys 
460 


Glu 


Asn 


He 


Ala 


Gly 


His 


Leu 


Lys 


Asp 


Ala 


Gin 


He 


Phe 


He 


Gin 


Lys 


Lys 


Ala 


Val 


Lys 


465 










470 










475 










480 


Asn 


Phe 


Thr 


Glu 


Val 
485 


His 


Pro 


Asp 


Tyr 


Gly 
490 


Ser 


His 


He 


Gin 


Ala 
495 


Leu 


Leu 


Asp 


Lys 


Tyr 
500 


Asn 


Ala 


Glu 


Lys 


Pro 
505 


Lys 


Asn 


Ala 


He 


His 
510 


Thr 


Phe 


Val 


Gin 


Ser 
515 


Gly 


Ser 


His 


Leu 


Ala 
520 


Ala 


Arg 


Glu 


Lys 


Ala 
525 


Asn 


Leu 
527 





<210> 1103 

<211> 329 

<212> PRT 

<213> Homo sapiens 



<400> 1103 



Met 


Thr 


Gly 


Asn 


Ala 


Gly 


Glu 


Trp 


Cys 


Leu 


Met 


Glu Ser Asp 


Pro Gly 


1 








5 










10 






15 


Val 


Phe 


Thr 


Glu 


Leu 


He 


Lys 


Gly 


Phe 


Gly 


Cys 


Arg Gly Ala 


Gin Val 








20 










25 






30 




Glu 


Glu 


He 


Trp 


Ser 


Leu 


Glu 


Pro 


Glu 


Asn 


Phe 


Glu Lys Leu 


Lys Pro 






35 










40 








45 




Val 


His 


Gly 


Leu 


He 


Phe 


Leu 


Phe 


Lys 


Trp 


Gin 


Pro Gly Glu 


Glu Pro 




50 










55 










60 




Ala 


Gly 


Ser 


Val 


Val 


Gin 


Asp 


Ser 


Arg 


Leu 


Asp 


Thr He Phe 


Phe Ala 


65 










70 










75 




80 


Lys 


Gin 


Val 


He 


Asn 


Asn 


Ala 


Cys 


Ala 


Thr 


Gin 


Ala He Val 


Ser Val 










85 










90 






95 


Leu 


Leu 


Asn 


Cys 


Thr 


His 


Gin 


Asp 


Val 


His 


Leu 


Gly Glu Thr 


Leu Ser 








100 










105 






110 




Glu 


Phe 


Lys 


Glu 


Phe 


Ser 


Gin 


Ser 


Phe 


Asp 


Ala 


Ala Met Lys 


Gly Leu 






115 










12 0 








125 




Ala 


Leu 


Ser 


Asn 


Ser 


Asp 


Val 


He 


Arg 


Gin 


Val 


His Asn Ser 


Phe Ala 




130 










135 










140 




Arg 


Gin 


Gin 


Met 


Phe 


Glu 


Phe 


Asp 


Thr 


Lys 


Thr 


Ser Ala Lys 


Glu Glu 


145 










150 










155 




160 


Asp 


Ala 


Phe 


His 


Phe 


Val 


Ser 


Tyr 


Val 


Pro 


Val 


Asn Gly Arg 


Leu Tyr 










165 










170 






175 


Glu 


Leu 


Asp 


Gly 


Leu 


Arg 


Glu 


Gly 


Pro 


He 


Asp 


Leu Gly Ala 


Cys Asn 








180 










185 






190 




Gin 


Asp 


Asp 


Trp 


He 


Ser 


Ala 


Val 


Arg 


Pro 


Val 


He Glu Lys 


Arg He 






195 










200 








205 




Gin 


Lys 


Tyr 


Ser 


Glu 


Gly 


Glu 


He 


Arg 


Phe 


Asn 


Leu Met Ala 


He Val 




210 










215 










220 




Ser 


Asp 


Arg 


Lys 


Met 


He 


Tyr 


Glu 


Gin 


Lys 


He 


Ala Glu Leu 


Gin Arg 


225 










230 










235 




240 


Gin 


Leu 


Ala 


Glu 


Glu 


Glu 


Pro 


Met 


Asp 


Thr 


Asp 


Gin Gly Asn 


Ser Met 










245 










250 






255 


Leu 


Ser 


Ala 


He 


Gin 


Ser 


Glu 


Val 


Ala 


Lys 


Asn 


Gin Met Leu 


He Glu 








260 










265 






270 




Glu 


Glu 


Val 


Gin 


Lys 


Leu 


Lys 


Arg 


Tyr 


Lys 


He 


Glu Asn He 


Arg Arg 






275 










280 








285 




Lys 


His 


Asn 


Tyr 


Leu 


Pro 


Phe 


He 


Met 


Glu 


Leu 


Leu Lys Thr 


Leu Ala 




290 










295 










300 




Glu 


His 


Gin 


Gin 


Leu 


He 


Pro 


Leu 


Val 


Glu 


Lys 


Ala Lys Glu 


Lys Gin 


305 










310 










315 




320 


Asn 


Ala 


Lys 


Lys 


Ala 


Gin 


Glu 


Thr 


Lys 











325 329 
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<210> 1104 

<211> 749 

<212> PRT 

<213> Homo sapiens 



<400> 1104 



Met 


Ala 


Glu 


Leu 


Gly 


Ala 


Gly 


Gly 


Asp 


Gly His 


Arg Gly Gly 


Asp Gly 


1 








5 










10 










15 




Ala 


Val 


Arg 


Ser 
20 


Glu 


Thr 


Ala 


Pro 


Asp 
25 


Ser 


Tyr 


Lys 


Val 


Gin 
30 


Asp 


Lys 


Lys 


Asn 


Ala 


Ser 


Ser 


Arg 


Pro 


Ala 


Ser 


Ala 


He 


Ser Gly Gin 


Asn 


Asn 






35 










40 










45 








Asn 


His 


Ser 


Gly 


Asn 


Lys 


Pro 


Asp 


Pro 


Pro 


Pro 


Val 


Leu Arg 


Val 


Asp 




50 










55 










60 










Asp 


Arg 


Gin 


Arg 


Leu 


Ala 


Arg 


Glu 


Arg 


Arg Glu 


Glu Arg Glu 


Lys 


Gin 


65 










70 










75 










80 


Leu 


Ala 


Ala 


Arg 


Glu 


He 


Val 


Trp 


Leu 


Glu Arg 


Glu Glu Arg 


Ala 


Arg 










85 










90 










95 




Gin 


His 


Tyr 


Glu 


Lys 


His 


Leu 


Glu 


Glu 


Arg Lys 


Lys 


Arg 


Leu 


Glu 


Glu 




■ 




100 










105 










110 






Gin 


Arg 


Gin 
115 


Lys 


Glu 


Glu 


Arg 


Arg 
120 


Arg 


Ala 


Ala 


Val 


Glu 
125 


Glu 


Lys 


Arg 


Arg 


Gin 


Arg 


Leu 


Glu 


Glu 


Asp 


Lys 


Glu 


Arg His 


Glu 


Ala 


Val 


Val 


Arg 




130 










135 










140 










Arg 


Thr 


Met 


Glu 


Arg 


Ser 


Gin 


Lys 


Pro 


Lys 


Gin 


Lys 


His 


Asn 


Arg Trp 


145 










150 










155 










160 


Ser 


Trp 


Gly 


Gly 


Ser 


Leu 


His 


Gly 


Ser 


Pro 


Ser 


He 


His 


Ser 


Ala Asp 










165 










170 










175 




Pro 


Asp 


Arg 


Arg 
180 


Ser 


Val 


Ser 


• Thr 


Met 
185 


Asn 


Leu 


Ser 


Lys 


Tyr 
190 


Val 


Asp 


Pro 


Val 


He 
195 


Ser 


Lys 


Arg 


Leu 


Ser 
200 


Ser 


Ser 


Ser 


Ala 


Thr 
205 


Leu 


Leu 


Asn 


Ser 


Pro 


Asp 


Arg 


Ala 


Arg 


Arg 


Leu 


Gin 


Leu 


Ser 


Pro 


Trp Glu 


Ser 


Ser 




210 










215 










220 










Val 


Val 


Asn 


Arg 


Leu 


Leu 


Thr 


Pro 


Thr 


His 


Ser 


Phe 


Leu 


Ala 


Arg 


Ser 


225 










230 










235 










240 


Lys 


Ser 


Thr 


Ala 


Ala 


Leu 


Ser 


Gly 


Glu 


Ala Ala 


Ser 


Cys 


Ser 


Pro 


He 










245 










250 










255 




He 


Met 


Pro 


Tyr 


Lys 


Ala 


Ala 


His 


Ser 


Arg Asn 


Ser 


Met 


Asp 


Arg 


Pro 








260 










265 










270 






Lys 


Leu 


Phe 


Val 


Thr 


Pro 


Pro 


Glu 


Gly 


Ser 


Ser 


Arg Arg Arg 


He 


He 






275 










280 










285 








His 


Gly 


Thr 


Ala 


Ser 


Tyr 


Lys 


Lys 


Glu 


Arg Glu 


Arg 


Glu 


Asn 


Val 


Leu 




290 










295 










300 










Phe 


Leu 


Thr 


Ser 


Gly 


Thr 


Arg 


Arg 


Ala 


Val 


Ser 


Pro 


Ser 


Asn 


Pro 


Lys 


305 










310 










315 










320 


Ala 


Arg 


Gin 


Pro 


Ala 


Arg 


Ser 


Arg 


Leu 


Trp 


Leu 


Pro 


Ser Lys 


Ser 


Leu 










325 










330 










335 




Pro 


His 


Leu 


Pro 


Gly 


Thr 


Pro 


Arg 


Pro 


Thr 


Ser 


Ser 


Leu 


Pro 


Pro Gly 








340 










345 










350 






Ser 


Val 


Lys 


Ala 


Ala 


Pro 


Ala 


Gin 


Val 


Arg 


Pro 


Pro 


Ser 


Pro 


Gly Asn 






355 










360 










365 








He 


Arg 
370 


Pro 


Val 


Lys 


Arg 


Glu 
375 


Val 


Lys 


Val 


Glu 


Pro 
380 


Glu 


Lys 


Lys 


Asp 


Pro 


Glu 


Lys 


Glu 


Pro 


Gin 


Lys 


Val 


Ala 


Asn 


Glu 


Pro 


Ser 


Leu 


Lys 


Gly 


385 










390 










395 










400 


Arg 


Ala 


Pro 


Leu 


Val 
405 


Lys 


Val 


Glu 


Glu 


Ala 
410 


Thr 


Val 


Glu 


Glu 


Arg 
415 


Thr 


Pro 


Ala 


Glu 


Pro 
420 


Glu 


Val 


Gly 


Pro 


Ala 
425 


Ala 


Pro 


Ala 


Met 


Ala 
430 


Pro 


Ala 
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Pro 


Ala 


Ser 


Ala 


Pro 


Ala 


Pro 


Ala 


Ser 


Ala 


Pro 


Ala Pro Ala Pro Val 






435 










440 








445 


Pro 


Thr 


Pro 


Ala 


Met 


Val 


Ser 


Ala 


Pro 


Ser 


Ser 


Thr Val Asn Ala Ser 




450 










455 










460 


Ala 


Ser 


Val 


Lys 


Thr 


Ser 


Ala 


Gly 


Thr 


Thr 


Asp 


Pro Glu Glu Ala Thr 


465 










470 










475 


480 


Arg 


Leu 


Leu 


Ala 


Glu 


Lys 


Arg 


Arg 


Leu 


Ala 


Arg 

ZJ 


Glu Gin Arg Glu Lys 










485 










490 




495 


Glu 


Glu 


Arg 


Glu 


Arg 


Arg 


Glu 


Gin 


Glu 


Glu 


Leu 


Glu Arg Gin Lys Arg 








500 










505 






510 


Glu 


Glu 


Leu 


Ala 


Gin 


Arg 


Val 


Ala 


Glu 


Glu 


Arq 


Thr Thr Arg Arg Glu 






515 










520 








525 


Glu 


Glu 


Ser 


Arg 


Arg 


Leu 


Glu 


Ala 


Glu 


Gin 


Ala 


Arg Glu Lys Glu Glu 




530 










535 










540 


Gin 


Leu 


Gin 


Arg 


Gin 


Ala 


Glu 


Glu 


Arg 


Ala 


Leu 


Arg Glu Trp Glu Glu 


545 










550 










555 


560 


Ala 


Glu 


Arg 


Ala 


Gin 


Arg 


Gin 


Lys 


Glu 


Glu 


Glu 


Ala Arg Val Arg Glu 










565 










570 




575 


Glu 


Ala 


Glu 


Arq 


Val 


Arg 


Gin 


Glu 


Arq 


Glu 


Lys 


His Phe Gin Arg Glu 








580 










585 






590 


Glu 


Gin 


Glu 


Arq 


Leu 


Glu 


Arg 


Lvs 


Lys 


Arq 


Leu 


Glu Glu He Met Lys 






595 










600 

w v» w 








605 


Arcr 


Thr 


Arcr 


Arcr 


Thr 


Glu 


Ala 


Thr 


Asp 


Lys 


Lys 


Thr Ser Aso Gin Arcr 




610 










615 










620 

\J AJ w 


Asn 


Gly 


Asp 


He 


Ala 


Lvs 


Gly 


Ala 


Leu 


Thr 


Glv 


Glv Thr Glu Val Ser 


625 










630 










635 


640 


Ala 


Leu 


Pro 


Cys 


Thr 


Thr 


Asn 


Ala 


Pro 


Glv 


Asn 


Glv Lvs Pro Val Glv 










645 










650 

w W W 




655 


Ser 


Pro 


His 


Val 


Val 


Thr 


Ser 


His 


Gin 


Ser 


Lvs 


Val Thr Val Glu Ser 








660 

w W W 










665 






670 


Thr 


Pro 


Asp 


Leu 


Glu 


LVS 


Gin 


Pro 


Asn 


Glu 


Asn 


Glv Val Ser Val Gin 






675 










680 

w W W 








685 

\J KJ w/ 


Asn 


Glu 


Asn 


Phe 

X> AAV 


Glu 


Glu 


He 


He 


Asn 

**WA* 


Leu 


Pro 


He Glv Ser Lvs Pro 


























Ser 


Arg 


Leu 


Asp 


Val 


Thr 


Asn 


Ser 


Glu 


Ser 


Pro 


Glu He Pro Leu Asn 


705 










710 










715 


720 


Pro 


He 


Leu 


Ala 


Phe 


Asp 


Asp 


Glu 


Gly 


Thr 


Leu 


Gly Pro Leu Pro Gin 










725 










730 




735 


Val 


Asp 


Gly 


Val 


Gin 


Thr 


Gin 


Gin 


Thr 


Ala 


Glu 


Val He 








740 










745 






749 



<210> 1105 

<211> 758 

<212> PRT 

<213> Homo sapiens 



<400> 1105 



Met 


Pro 


Ala 


Leu 


Pro 


Leu 


Asp 


Gin 


Leu 


Gin 


He 


Thr 


His 


Lys Asp 


Pro 


1 








5 










10 








15 




Lys 


Thr 


Gly 


Lys 
20 


Leu 


Arg 


Thr 


Ser 


Pro 
25 


Ala 


Leu 


His 


Pro 


Glu Gin 
30 


Lys 


Ala 


Asp 


Arg 
35 


Tyr 


Phe 


Val 


Leu 


Tyr 
40 


Lys 


Pro 


Pro 


Pro 


Lys 
45 


Asp Asn 


He 


Pro 


Ala 
50 


Leu 


Val 


Glu 


Glu 


Tyr 
55 


Leu 


Glu 


Arg 


Ala 


Thr 
60 


Phe 


Val Ala 


Asn 


Asp 


Leu 


Asp 


Trp 


Leu 


Leu 


Ala 


Leu 


Pro 


His 


Asp 


Lys 


Phe 


Trp Cys 


Gin 


65 










70 










75 








80 


Val 


He 


Phe 


Asp 


Glu 


Thr 


Leu 


Gin 


Lys 


Cys 


Leu 


Asp 


Ser 


Tyr Leu Arg 










85 










90 








• 95 




Tyr 


Val 


Pro 


Arg 
100 


Lys 


Phe 


Asp 


Glu 


Gly 
105 


Val 


Ala 


Ser 


Ala 


Pro Glu 
110 


Val 
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Val Asp Met Gin Lys Arg Leu His Arg Ser Val Phe Leu Thr Phe Leu 

115 120 , 125 

Arg Met Ser Thr His Lys Glu Ser Lys Asp His Phe lie Ser Pro Ser 

130 135 140 

Ala Phe Gly Glu lie Leu Tyr Asn Asn Phe Leu Phe Asp lie Pro Lys 

145 150 155 160 



lie 


Leu 


Asp 


Leu 


Cys 


Val 


Leu 


Phe 


Gly 


Lys 


Gly 


Asn 


Ser 


Pro 


Leu 


Leu 










165 










170 










175 




Gin 


Lys 


Met 


He 


Gly 


Asn 


He 


Phe 


Thr 


Gin 


Gin 


Pro 


Ser 


Tyr 


Tyr 


Ser 








180 










185 










190 






Asp 


Leu 


Asp 


Glu 


Thr 


Leu 


Pro 


Thr 


He 


Leu 


Gin 


Val 


Phe 


Ser 


Asn 


He 






195 










200 










205 








Leu 


Gin 


His 


Cys 


Gly 


Leu 


Gin 


Gly 


Asp 


Gly 


Ala 


Asn 


Thr 


Thr 


Pro 


Gin 




210 










215 










220 










Lys 


Leu 


Glu 


Glu 


Arg 

mmW 


Gly 


Arg 


Leu 


Thr 


Pro 


Ser 


Asp 

IT 


Met 


Pro 


Leu 


Leu 


225 










230 










235 










240 


Glu 


Leu 


Lys 

m% 


Asp 

mmT 


He 


Val 


Leu 


Tyr 


Leu 


Cys 

mt 


Asp 

Mm 


Thr 


Cys 

mm 


Thr 


Thr 


Leu 










245 










250 










255 




Trp 

mm 


Ala 


Phe 


Leu 


Asp 

mm 


He 


Phe 


Pro 


Leu 


Ala 


Cys 


Gin 


Thr 


Phe 


Gin 


Lys 

-* 








260 










265 










270 






His 


Asp 


Phe 


Cys 


Tyr 

* 


Arg 


Leu 


Ala 


Ser 


Phe 


Tyr 


Glu 


Ala 


Ala 


He 


Pro 






275 










280 










285 








Glu 


Met 


Glu 


Ser 


Ala 


He 


Lys 


Lys 


Arg 


Arg 


Leu 


Glu 


Asp 


Ser 


Lys 


Leu 




290 










295 










300 










Leu 


Gly 


Asp 


Leu 


Trp 


Gin 


Arg 

mm* 


Leu 


Ser 


His 


Ser 


Arg 


Lys 


Lys 


Leu 


Met 


305 










310 










315 










320 


Glu 


He 


Phe 


His 


He 


He 


Leu 


Asn 


Gin 


He 


Cys 


Leu 


Leu 


Pro 


He 


Leu 










325 










330 










335 




Glu 


Ser 


Ser 


Cys 


Asp 


Asn 


He 


Gin 


Gly 


Phe 


He 


Glu 


Glu 


Phe 


Leu 


Gin 








340 










345 










350 






He 


Phe 


Ser 


Ser 


Leu 


Leu 


Gin 


Glu 


Lys 


Arg 


Phe 


Leu 


Arg Asp 


Tyr 


Asp 






355 










360 










365 








Ala 


Leu 


Phe 


Pro 


Val 


Ala 


Glu 


Asp 


He 


Ser 


Leu 


Leu 


Gin 


Gin 


Ala 


Ser 




370 










375 










380 










Ser 


Val 


Leu 


Asp 

mmT 


Glu 


Thr 


Arg 

mm 


Thr 


Ala 


Tyr 

mm 


He 


Leu 


Gin 


Ala 


Val 


Glu 


385 










390 










395 










400 


Ser 


Ala 


Trp 

XT 


Glu 


Gly 


Val 


Asp 


Arg 


Arg 


Lys 


Ala 


Thr 


Asp Ala 


Lys 


Asp 










405 










410 










415 




Pro 


Ser 


Val 


He 


Glu 


Glu 


Pro 


Asn 


Gly 


Glu 


Pro 


Asn 


Gly Val 


Thr 


Val 








420 










425 










430 






Thr 


Ala 


Glu 


Ala 


Val 


Ser 


Gin 


Ala 


Ser 


Ser 


His 


Pro 


Glu 


Asn 


Ser 


Glu 






435 










440 










445 








Glu 


Glu 


Glu 


Cys 


Met 


Gly 


Ala 


Ala 


Ala 


Ala 


Val 


Gly 


Pro 


Ala 


Met 


Cys 




450 










455 










460 










Gly 


Val 


Glu 


Leu 


Asp 


Ser 


Leu 


He 


Ser 


Gin 


Val 


Lys 


Asp 


Leu 


Leu 


Pro 


465 










470 










475 










480 


Asp 


Leu 


Gly 


Glu 


Gly 


Phe 


He 


Leu 


Ala 


Cys 


Leu 


Glu 


Tyr 


Tyr 


His 


Tyr 










485 










490 










495 




Asp 


Pro 


Glu 


Gin 


Val 


He 


Asn 


Asn 


He 


Leu 


Glu 


Glu 


Arg 


Leu 


Ala 


Pro 








500 










505 










510 






Thr 


Leu 


Ser 


Gin 


Leu 


Asp 


Arg 


Asn 


Leu 


Asp 


Arg 


Glu 


Met 


Lys 


Pro 


Asp 






515 

■mm* 4* mm* 










520 










525 








Pro 


Thr 


Pro 


Leu 


Leu 


Thr 


Ser 


Arg 


His 


Asn 


Val 


Phe 


Gin 


Asn 


Asp 


Glu 




530 










535 










540 










Phe 


Asp 


Val 


Phe 


Ser 


Arg 


Asp 


Ser 


Val 


Asp 


Leu 


Ser 


Arg 


Val 


His 


Lys 


545 










550 










555 










560 


Gly 


Lys 


Ser 


Thr 


Arg 


Lys 


Glu 


Glu 


Asn 


Thr 


Arg 


Ser 


Leu 


Leu 


Asn 


Asp 










565 










570 










575 




Lys 


Arg 


Ala 


Val 


Ala 


Ala 


Gin 


Arg 


Gin 


Arg 


Tyr 


Glu 


Gin 


Tyr 


Ser 


Val 








580 










585 










590 






Val 


Val 


Glu 


Glu 


Val 


Pro 


Leu 


Gin 


Pro 


Gly 


Glu 


Ser 


Leu 


Pro 


Tyr 


His 






595 










600 










605 








Ser 


Val 


Tyr 


Tyr 


Glu 


Asp 


Glu 


Tyr 


Asp 


Asp 


Thr 


Tyr 


Asp 


Gly 


Asn 


Gin 




610 










615 










620 
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Val Gly Ala Asn 
625 

Pro Phe Thr He 

Gin Glu Glu Asp 

660 

Pro Lys Pro Asp 
675 

Ala Glu Ala Arg 
690 

Asp Ser Ser Thr 
705 

Arg Glu Thr Thr 

Arg Ala Asn His 

740 

Gly Met He Pro 
755 



Asp Ala Asp Ser 
630 

Pro Gin Val Leu 
645 

Asp Asp Asp Glu 

His Phe Val Gin 

680 

Arg Met Ala Phe 
695 

Ala Val Ala Gly 
710 

Gin Glu Arg Arg 
725 

Asn Arg Arg Thr 

Ser * 
757 



Asp Asp Glu Leu 
635 

Arg Thr Lys Val 
650 

Glu Asp Asp Ala 
665 

Asp Pro Ala Val 

Leu Ala Lys Lys 

700 

Ser Pro Arg Gly 
715 

Lys Lys Glu Ala 
730 

Met Ala Asp Arg 
745 



He Ser Arg Arg 

640 

Pro Arg Glu Gly 
655 

Asp Glu Glu Ala 
670 

Leu Arg Glu Lys 
685 

Gly Tyr Arg His 

His Gly Gin Ser 

720 

Asn Lys Ala Thr 
735 

Lys Arg Ser Lys 
750 



<210> 1106 

<211> 69 

<212> PRT 

<213> Homo sapiens 





<400> 1106 






Met 


Asp 


Pro 


Glu 


Thr Cys 


Pro Cys 


1 








5 




Ala 


Asp 


Ser 


Cys 


Lys Cys 


Glu Gly 








20 






Ser 


Cys 


Cys 


Ser 


Cys Cys 


Pro Ala 






35 






40 


Cys 


Val 


Cys 


Lys 


Gly Gly Glu Ala 




50 








55 


Ser 


Cys 


Cys 


Gin 


* 




65 






68 







Pro Ser Gly Gly Ser Cys Thr Cys 

10 15 
Cys Lys Cys Thr Ser Cys Lys Lys 

25 30 
Glu Cys Glu Lys Cys Ala Lys Asp 

45 

Ala Glu Ala Glu Ala Glu Lys Cys 

60 



<210> 1107 

<211> 243 

<212> PRT 

<213> Homo sapiens 



<400> 1107 
Met Ala Ala He 
1 

Gly Ser Leu Ala 

20 

Arg Leu Arg Lys 
35 

Lys Leu Asn His 
50 

Pro Ala Asn Trp 
65 

Glu Glu Glu Lys 

Lys Val Lys Leu 

100 

Arg Lys Lys Lys 
115 



Ala Ala Ser Glu 
5 

Ala Ala Ala Glu 

Phe Arg Glu Leu 

40 

Gin Glu Val Val 
55 

Glu Ala Lys Lys 
70 

Lys Lys Glu Cys 
85 

Leu Glu He Ser 

Arg Lys Asn Pro 

120 



Val Leu Val Asp 
10 

Leu Ala Ala Gin 
25 

His Leu Met Arg 

Glu Glu Asp Lys 

60 

Ala Arg Leu Glu 
75 

Ala Ala Arg Gly 
90 

Ala Glu Asp Ala 
105 

Asp Leu Gly Phe 



Ser Ala Glu Glu 
15 

Lys Arg Glu Gin 
30 

Asn Glu Ala Arg 
45 

Arg Leu Lys Leu 

Trp Glu Leu Lys 

80 

Glu Asp Tyr Glu 
95 

Glu Arg Trp Glu 
110 

Ser Asp Tyr Ala 
125 



2849 



WO 01/57190 



PCT/USO 1/04098 



Ala 


Ala 


Gin 


Leu Arg 


Gin 


Tyr His 




130 










135 


Asp 

mm 


Met 


Glu 


Thr 


Tyr 


Glu 


Arg Leu 


145 










150 




Phe 


Pro 


Thr 


Ser 


Asn 


Ser 


Leu Leu 










165 






Glu 


Glu 


lie 


Asp Arg 


Met 


Val He 








180 








Arg 


Asp 


Lys 


Tyr 


Ser 


Arg 


Arcr Arq 






195 








200 


Asp 


Tyr 


He 


Asn 


Glu 


Arg 


Asn Ala 




210 










215 


Phe 


Tyr 


Gly 


Lys 


Tyr 


Thr 


Ala Glu 


225 










230 




Thr 


Ala 


Val 














243 












<210> 1108 










<211> 202 . 










<212> PRT 










<213> Homo 


sapiens 






<400> 1108 








Met 


Ala 


Ala 


He 


Ala 


Ala 


Ser Glu 


1 








5 






Gly 


Ser 


Leu 


Ala 


Ala 


Ala 


Ala Glu 








20 








Arg 


Leu Arg 


Lys 


Phe 


Arg 


Glu Leu 






•35 








40 


Arcr 


Gly Glu 


Asp 


Tyr 


Glu 


Lys Val 




50 










55 


ASD 


Ala 


Glu 


Arg Trp 


Glu 


Arcr Lvs 


65 










70 




Glv 


Phe 


Ser 


Asp Tyr Ala 


Ala Ala 










85 






Thr 


Lys 


Gin 


He 


Lys 


Pro 


Asp Met 








100 








Lys 


His 


Gly 


Glu 


Glu 


Phe 


Phe Pro 






115 








120 


Thr 


His 


Val 


Pro 


Ser 


Thr 


Glu Glu 




130 










135 

mfm m* m* 9 


Glu 


Lys 


Gin 


He 


Glu 


Lys 


Arg Asp 












150 




Asn 


Asp 


Asp 


Ala 


Asp 


He 


Asp Tyr 










165 






Asn 


Lys 


Lys 


Ala Glu Arg 


Phe Tyr 








180 








Gin 


Asn 


Leu 


Glu Arg Gly 


Thr Ala 






195 








200 



<210> 1109 
<211> 323 
<212> PRT 

<213> Homo sapiens 



<400> 1109 
Met Ser Leu Arg Pro Arg Arg Ala 
1 5 



Arcr 


Leu Thr 


Lys Gin He Lys 


Pro 






140 




Arg 


Glu Lys His Gly Glu Glu 


Phe 




155 




160 


His 


Gly Thr 


His Val Pro Ser 


Thr 




170 


175 




Asp 


Leu Glu 


Lys Gin He Glu 


Lys 


185 




190 




Pro 


Tyr Asn 


Asp Asp Ala Asp 


He 






205 




Lys 


Phe Asn 


Lys Lys Ala Glu 


Arg 






220 




He 


Lys Gin 


Asn Leu Glu Arg 


Gly 




235 




240 


Val 


Leu Val 


Asd Ser Ala Glu 

A mmmmf fmw -A* m^^m^m* W% m*m *m^ 


Glu 

VJ -JL- 




10 


15 




Leu 


Ala Ala 


Gin Lvs Arcr Glu 


Gin 


25 




30 




His 


Leu Met 


Arcr Glu Cvs Ala 

m m*mm ^» Wfc Jr m*f m m>mmm *— 


Ala 






45 




Lvs 


Leu Leu 


Glu He Ser Ala 


Glu 






60 




Lvs 


Lvs Arg 


Lvs Asn Pro Asd 


Leu 




75 




80 


Gin 


Leu Arg 


Gin Tvr His Ara 


Leu 




90 


95 




Glu 


Thr Tyr 


Glu Arg Leu Arg 


Glu 


105 

Jm \J J 




110 




Thr 


Ser Asn 


Ser Leu Leu His 


Glv 

VJ ml*, Y 






125 




He 


Gly Arg 


Met Val He Asp 


Leu 






140 




Lys 


Tyr Ser 


Arg Arg Arg Pro 


Tvr 




155 




160 


He 


Asn Glu 


Arg Asn Ala Lys 


Phe 




170 


175 




Gly 


Lys Tyr 


Thr Ala Glu He 


Lys 


185 




190 




Val 


* 






201 








Cys 


Ala Gin 


Leu Leu Trp His 


Pro 




10 


15 
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Ala 


Ala 


Gly 


Met 








20 


Gly 


Leu 


Leu 


Gin 






35 




He 


Gly 


Lys 


Ala 




50 






Val 


He 


Ala 


Ser 


65 








Leu 


Gin 


Ala 


Asn 


Gin 


Cys 

-* 


Asn 


He 








100 


Thr 


Leu 


Asp 


Thr 






115 




Gly 


Gin 


Phe 


Leu 




130 






Ala 


Val 


Leu 


Glu 


145 








Val 


Tyr 


Ser 


Ser 


He 


Val 


Pro 


Thr 








180 


Ala 


Arg 


Ala 


Gly 






195 




Ala 


Cys 


Ser 


Gly 




210 






Ser 


Gin 


Thr 


Ala 


225 








Glu 


Gly 


Ser 


Phe 


Glu 


Val 


Ser 


Ser 








260 


He 


Thr 


Gly 


Gin 










His 


Ser 


Tyr 


Glu 




290 






Asp 


Leu 


Ser 


Val 


305 








Lys 


Leu 


* 






322 







Ala Ser Trp Ala 

Gly Gin Val Ala 

40 

He Val Lys Glu 
55 

Arg Lys Leu Glu 
70 

Leu Pro Pro Thr 
85 

Arg Asn Glu Glu 

Phe Gly Lys He 

120 

Ser Pro Ala Glu 
135 

Thr Asn Leu Thr 
150 

Trp Met Lys Lys 
165 

Lys Ala Gly Phe 

Val Tyr Asn Leu 

200 

He Arg He Asn 
215 

Val Glu Asn Tyr 
230 

Gin Lys He Pro 
245 

Val Val Cys Phe 

Ser Val Asp Val 

280 

Val Pro Asp His 
295 

Val Lys Lys Met 
310 



Lys Gly Arg Ser 
25 

He Val Thr Gly 



Leu Leu Glu 


Leu 




60 


Arg Leu Lys 


Ser 


75 




Lys Gin Ala 


Arg 


90 




Glu Val Asn 


Asn 


105 




Asn Phe Leu 


Val 


His He Ser 


Ser 




140 


Gly Thr Phe 


Tyr 


155 




His Gly Gly 


Ser 


170 




Pro Leu Ala 


Val 


185 




Thr Lys Ser 


Leu 


Cys Val Ala 


Pro 




220 


Gly Ser Trp 


Gly 


l J j 




Ala Lys Arg 


lie 


250 




Leu Leu Ser 


Pro 


265 




Asp Gly Gly 


Arg 


Asp Asn Trp 


Pro 




300 


Lys Glu Thr 


Phe 


315 





Tyr 


Leu 


Ala 


Pro 




30 






Gly Ala Thr 


Gly 


45 








Gly 


Ser 


Asn 


Val 


Ala Ala Asp 


Glu 








80 


Val 


He 


Pro 


He 






95 




Leu 


Val 


Lys 


Ser 




110 






Asn Asn Gly 


Gly 


125 








Lys 


Gly Trp 


His 


Met 


Cys 


Lys 


Ala 


• 






160 


He 


Val 


Asn 


He 






175 




His 


Ser 


Gly 


Ala 




190 






Ala 


Leu 


Glu 


Trp 


205 








Gly Val 


He 


Tvr 


Gin 


Ser 


Phe 


Phe 








240 


Gly Val 


Pro 


Glu 






255 




Ala 


Ala 


Ser 


Phe 




270 






Ser 


Leu Tyr 


Thr 


285 








Lys 


Gly Ala 


Gly 


Lys 


Glu Lys 


Ala 








320 



<210> 1110 
<211> 1085 
<212> PRT 

<213> Homo sapiens 



<400> 1110 
Met Gly Tyr Met Gly Glu Met Glu 

1 5 
Gly Gin Ser Leu Pro Pro Gin Lys 

20 

Thr Gly Ser Gly His He Glu Gly 
35 . 40 
Leu Leu Lys Pro Arg Ser He Gin 

50 55 
Trp Leu lie Met Asn Glu Glu Gin 

65 70 
Arg Glu Tyr Pro Ser He Arg Asp 

85 

Tyr Thr Gly Pro Phe Lys Val Glu 

100 



Val Gin Gly 


Pro Thr Arg Glu 


Ser 


10 


15 




Lys Ala Tyr 


Leu Ser His Leu 


Ser 


25 


30 




Asp Trp Ala 


Gly Arg Asn Arg 


Lys 




45 




Lys Ser Trp 


Phe Val Gin Phe 


Pro 




60 




Thr Ala Leu 


Phe Cys Ser Ala 


Cys 


75 




80 


Lys Arg Ser 


Arg Leu He Glu 


Gly 


90 


95 




Thr Leu Lys 


Tyr His Ala Lys 


Ser 


105 


110 
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Lys 


Ala 


His 


Met 


Phe 


Cys 


Val 


Asn 






115 










120 


Trp 


Ala 


Ala 


Arg 


Phe 


Arg 


Ser 


He 




130 










135 




Ala 


Ser 


Pro 


Glu 


Pro 


Leu 


Phe 


Thr 


145 










150 






Pro 


Gly 


Pro 


Leu Gly 


Gly 


Phe Asp 










165 








Ser 


Arg 


Ala 


Glu 


Leu 


Glu Asp 


Pro 








180 










Met 


Tyr 


Leu 


Asp 


Cys 


He 


Ser 


Asp 






195 










200 


Gly 


He 


His 


Ser 


Ser 


Ser 


Asp 


He 




210 










215 




Glu 


Ser 


Cys 


He 


Gin 


Asp 


Pro 


Ser 


225 










230 






Pro 


Val 


Val 


Phe 


Glu 


Glu 


Leu 


Pro 










245 








Tyr 


Phe 


Thr 


Arg Glu 


Glu 


Trp Gly 








260 










Leu 


Tyr 


Arg 


Asp Val 


Met 


Arg 


Met 






275 










280 


Gly 


Pro 


Ala 


Ala 


Ala 


Lys 


Pro 


Asp 




290 










295 




Ala 


Ala 


Pro 


Trp 


He 


Lys 


Asp 


Pro 


305 










310 






Arg 


Pro 


Pro 


Gly Asn 


Lys 


Lys 


Met 










325 








Gin 


Ala 


Ser 


Ala 


Ala 


Asp 


Ser 


Ala 








340 










Ala 


Arg 


Ala 


Ser Cys 


Cys 


Ser 


Ser 






355 










360 


Pro 


Arg 


Arg 


He 


Lys 


Arg 


Thr 


Tyr 




370 










375 




Trp 


Phe 


Gly 


Gin 


Phe 


Pro 


Trp 


Leu 


385 










390 






Leu 


Phe 


Cys 


Ser 


Ala 


Cys 


He 


Glu 










405 








Ser 


Arg 


Leu 


Val 


Arg 


Gly Tyr Thr 








420 










Lys 


Tyr 


His 


Glu 


Val 


Ser 


Lys 


Ala 






435 










440 


Glu 


He 


Lys 


Glu Asp 


Thr 


Pro 


His 




450 










455 




Ser 


Asp 


Leu 


Met 


Ala 


Asn 


Met 


Glu 


465 










470 






He 


Ala 


Tyr 


His 


Ser 


Arg 


Pro 


Leu 










485 








Leu 


Leu 


Gin 


Ser 


Thr 


Gly Thr Val 








500 










Thr 


Ala 


Cys 


Thr 


Gin 


Phe 


He 


Lys 






515 










520 


Glu 


He 


Leu 


Glu Asp 


Val 


Arg Asn 




530 










535 




Asp 

mm 


Ser 


Ser 


Thr Asp 


Ala 


Ser 


Glu 


545 










550 






Arg 


Tyr 


Phe 


Lys 


Gin 


Met 


Glu 


Val 










565 








Pro 


Leu 


Tyr 


Ser 


Glu 


Thr 


Ala 


Asp 








580 


t 








Ala 


Leu 


Asp 


Glu 


Leu 


Asp 


He 


Pro 






595 










600 


Gly 


Leu 


Gly 


Thr Asp 


Gly 


Ser 


Ala 




610 










615 





Ala 


Leu 


Ala 


Ala 


Arg 


Asp 


Pro 


He 










125 








Arg 


Asp 


Pro 


Pro 


Gly 


Asp 


Val 


Leu 








140 










Ala 


Asp 


Cys 


Pro 


He 


Phe 


Tyr 


Pro 






155 










160 


Ser 


Met 


Ala 


Glu 


Leu 


Leu 


Pro 


Ser 




170 










175 




Gly 

mt 


Gly 

<* 


Asp 


Gly 


Ala 


He 


Pro 


Ala 


185 










190 






Leu 


Arg 


Gin 


Lys 


Glu 


He 


Thr 


Asp 










205 








Asn 


He 


Leu 


Tyr 


Asn 


Asp 


Ala 


Val 








220 










Ala 


Glu 


Gly 

mi 


Leu 


Ser 


Glu 


Glu 


Val 






235 










240 


Val 


Val 


Phe 


Glu 


Asp 


Val 


Ala 


Val 




250 










255 




Met 


Leu 


Asp 


Lys 


Arg 


Gin 


Lys 


Glu 


265 










270 






Asn 


Tyr 

mt 


Glu 


Leu 


Leu 


Ala 


Ser 


Leu 










285 








Leu 


He 


Ser 


Lys 

mt 


Leu 


Glu 


Arg 


Arg 








300 










Asn 


Gly 


Pro 


Lys 


Trp 

mm 


Gly 

m% 


Lys 

Mm 


Gly 






315 










320 


Val 


Ala 


Val 


Arg 

mmf 


Glu 


Ala 


Asp 

mm 


Thr 




330 










335 




Leu 


Leu 


Pro 


Gly 


Ser 


Pro 


Val 


Glu 


345 










350 






Ser 


He 


Cys 


Glu 


Glu 


Gly 


Asp 

Mm 


Gly 










365 








Arg 


Pro 


Arg 


Ser 


He 


Gin 


Arg 


Ser 








380 










Val 


He 


Asp 


Pro 


Lys 


Glu 


Thr 


Lys 






395 










400 


Arg 


Pro 


Asn 


Leu 


His 


Asp 


Lys 


Ser 




410 










415 




Gly 


Pro 


Phe 


Lys 


Val 


Glu 


Thr 


Leu 


425 










430 






His 


Arg 


Leu 


Cys 

j. 


Val 


Asn 


Thr 


Val 










445 








Thr 


Ala 


Leu 


Val 


Pro 


Glu 


He 


Ser 








460 










His 


Phe 


Phe 


Asn 


Ala 


Ala 


Tyr 


Ser 






475 










480 


Asn 


Asp 


Phe 


Glu 


Lys 


He 


Leu 


Gin 




490 










495 




He 


Leu 


Gly 


Lys 


Tyr 


Arg 


Asn 


Arg 


505 










510 






Tyr 


He 


Ser 


Glu 


Thr 


Leu 


Lys 


Arg 

Mmf 










525 








Ser 


Pro 


Cys 


Val 


Ser 


Val 


Leu 


Leu 








540 










Gin 


Ala 


Cys 


Val 


Gly 


He 


Tyr 


lie 






555 










560 


Lys 


Glu 


Ser 


Tyr 

m% 


He 


Thr 


Leu 


Ala 




570 










575 




Gly 


Tyr 


Phe 


Glu 


Thr 


He 


Val 


Ser 


585 










590 






Phe 


Arg 


Lys 


Pro 


Gly 


Trp 


Val 


Val 










605 








Met 


Leu 


Ser 


Cys 


Arg 


Gly 


Gly 


Leu 



620 
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Val 


Glu 


Lys Phe 


Gin 


Glu 


Val lie 


Pro 


Gin 


Leu 


Leu Pro 


Val 


His 


Cys 


625 








630 








635 








640 


Val 


Ala 


His Arg 


Leu 


His 


Leu Ala 


Val 


Val 


Asp 


Ala Cys 


Gly 


Ser 


He 








645 








650 








655 




Asp 


Leu 


Val Lys 


Lvs 


Cvs 


Asp Arg 


His 


He 


Arg 


Thr Val 


Phe 


Lys 


Phe 






660 








665 








670 






Tvr 


Gin 


Ser Ser 


Asn 


Lvs 


Arg Leu 


Asn 


Glu 


Leu 


Gin Glu Gly 


Ala 


Ala 






675 






680 








685 








Pro 


Leu 


Glu Gin 


Glu 


lie 


lie Arg 


Leu 


Lys 

mi 


Asp 


Leu Asn 


Ala 


Val 


Arg 




690 








695 








700 








Tro 


Val 


Ala Ser 


Arcr 


Arcr 


Arg Thr 


Leu 


His 


Ala 


Leu Leu 


Val 


Ser 


Trp 


705 








710 








715 








720 


Pro 


Ala 


Leu Ala 


Arcr 


His 


Leu Gin 


Arcr 


Val 


Ala 


Glu Ala Gly 


Gly 


Gin 








725 








730 








735 




lie 


Glv 


His Arg 


Ala 


Lys 


Glv Met 


Leu 


Lvs 

2 


Leu 


Met Arg Gly 


Phe 


His 






740 








745 








7 RO 






Phe 


Val 


Lvs Phe 


Cvs 


His 


Phe Leu 


Leu 


Asp 


Phe 


T.f=Hl Q^y* 
JJCU uCi 


Tl 
11C 


Tyr 


Arg 






755 






760 








/ O J 








Pro 


Leu 


Ser Glu 


Val 


Cvs 


Gin Lys 


Glu 


He 


Val 


lieu lie 


JL 11JL 


Glu 


Val 




770 








775 








780 








Asn 


Ala 


Thr Leu 


Glv 


Arcr 


Ala Tyr 


Val 


Ala 


Leu 


Glu Ser 


Leu 


Arg 


His 


785 








790 








795 








800 


Gin 


Ala 


Glv Pro 


Lvs 

JL 


Glu 


Glu Glu 


Phe 


Asn 


Ala 


Ser Phe 


Lys 


Asp 


Gly 








805 

V \J mj 








810 

W V 








815 




Arcr 


Leu 


His Glv 


lie 

tA* <X> Vm* 


Cvs 


Leu Aso 


Lys 


Leu 


Glu 


Val Ala 


Glu 


Gin 


Ara 






820 

U 4U W 








825 








830 






Phe 


Gin 


Ala Asp 


Arcr 


Glu 


Arcr Thr 


Val 


Leu 


Thr 


Gly He 


Glu 


Tyr 


Leu 






835 

\J *J -J 






840 








845 








Gin 


Gin 

V-* JkX 


Arc Phe 


Aso 


Ala 


Asn Arcr 


Pro 


Pro 


Gin 


Leu Lys 


Asn 


Met 


Glu 




850 








855 








860 








Val 


Phe 


Asn tHt* 


Met 


Ala 


Trn Pro 


Ser 


Glv 

XJ Jr 


He 


Glu Leu 


Ala 


Ser 


Phe 


865 

U VJ J 








870 








875 








880 

\-f \J w 


Glv 


Asn 


Asn Astd 


lie 


Leu 


Asn Leu 


Ala 


Arcr 


Tvr 


Phe Glu 


Cys 


Ser 


Leu 








885 








890 








895 




Pro 


Thr 


Glv Tvr 


Ser 


Glu 


Glu Ala 


Leu 


Leu 


Glu 


Glu Trp 


Leu 


Gly 


Leu 






900 








905 








910 






Lys 


Thr 


lie Ala 


Gin 


His 


Leu Pro 


Phe 


Ser 


Met 


Leu Cys 


Lys 


Asn 


Ala 






915 






920 








925 








Leu 


Ala 


Gin His 


Cvs 


Arcr 


Phe Pro 


Leu 


Leu 


Ser 


Lys Leu 


Met 


Ala 


Val 




930 








935 

^9 J 








940 








Val 


Val 


Cys Val 


Pro 


lie 


Ser Thr 


Ser 


Cvs 


Cvs 


Glu Arg Gly 


Phe 


Lvs 


945 

^ 








950 








955 








960 


Ala 


Met 


Asn Arg 


lie 


Arcr 


Thr Asp 


Glu 


Arq 


Thr 


Lys Leu 


Ser 


Asn 


Glu 








965 








970 








975 




Val 


Leu 


Asn Met 


Leu 


Met 


Met Thr 


Ala 


Val 


Asn 


Gly Val Ala 


Val 


Thr 






980 








985 








990 






Glu 


Tyr 


Asp Pro 


Gin 


Pro 


Ala He 


Gin 


His 


Trp 


Tyr Leu 


Thr 


Ser 


Ser 






995 






1000 








1005 








Gly 


Arg 


Arg Phe 


Ser 


His 


Val Tyr 


Thr 


Cys 


Ala 


Gin Val 


Pro 


Ala 


Arg 


1010 






1015 






1020 








Ser 


Pro 


Ala Ser 


Ala 


Arg 


Leu Arg 


Lys 


Glu 


Glu 


Met Gly Ala 


Leu 


Tyr 



1025 1030 1035 1040 

Val Glu Glu Pro Arg Thr Gin Lys Pro Pro He Leu Pro Ser Arg Glu 

1045 1050 1055 

Ala Ala Glu Val Leu Lys Asp Cys He Met Glu Pro Pro Glu Arg Leu 

1060 1065 1070 

Leu Tyr Pro His Thr Ser Gin Glu Ala Pro Gly Met Ser 
1075 1080 1085 
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<400> 1111 
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lie tl 




HXa 
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Hop Vdl Ajyo liGUl 
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vji y 


35 








40 


Tl a Va 1 T ire r»T n 
11c Val Jjy o uxll 




iiy 0 


11c 


11c 


50 






55 




Hbp Veil JuyB vjlli 


1 y 1 


T ,VG 

jjys 


iri u 


Vdl 






70 






LeU Alex iila 116 


Val 
Veil 

85 


Aiy 


Ala 


l v le= L. 


ASp JjyS VjrlU Arg 


jjys 


Til n 

Aia 


7\ «m r - \ 

ASp 


Ala 


inn 

1UU 










ATy Piec oiu Asp 


inr 


ulU 


rlO 












ion 


Met Arg lieu, lrp 


vjjiy 


ASp 


c ^ ^ 


Liiy 


i ^n 

lJU 






1 j> 3 




Arg taiu iyr tain 


jjeu 


7V ft y\ 

Asn 


ASp 


O A "V* 


l^tO 




Ijv 






Asp Arg lie taiy 


A_La 
165 


Aia 


ASp 


Tyr 


Aiy 1 flT Aiy vdl 


jjys 


inr 


inr 


wiy 


1 fin 
ID U 










jjys Asn Jjeu his 


riie 


ATy 


jjeu 


jrne 


173 








9 n n 
z u u 


Arg Lys Lys Trp 


lie 


HIS 


cys 


pne 








illO 




cys vai Aia Leu 


ser 


Giy 


iyr 


ASp 






A 0 u 






inr Asn Arg wet 


HIS 

245 


valU 




X t ^ 

ijeu 


Asn jjys irp pne 


inr 


Asp 


rri < v* 


O m ~v~ 

oer 


Z O VJ 










Asp lie Phe Glu 


Glu 


Lys 


He 


Lys 


275 








280 


Pro Glu Tyr Thr 


Gly 


Pro 


Ser 


Ala 


290 






295 
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Thr 


Phe 


Asp Ser 


Ser 


Gly 




290 










295 










300 








Ala 


Phe 


Leu 


Ser 


Leu 


Lys 


Lys 


Val 


Gin 


Lys 


Glu 


Pro 


He Pro 


Glu 


Glu 


305 










310 










315 








320 

N» A* w 


Gin 


Glu 


Met 


Asp 


Phe 


Arg 


Pro 


Val 


Asp 


Glu 


Gly Glu 


Glu Cys 


Ser 


As ID 










325 










330 








335 




Ser 


Glu 


Gly 


Ser 


His 


Asn 


Glu 


Glu 


Ala 


Lys 


Glu 


Pro 


Asp Lys 


Thr 


Asn 








340 










345 








350 






Lys 


Lys 


Glu 


Gly 


Glu 


Lys 


Thr 


Asp 


Arg 


Val 


Gly Val 


Glu Ala 


Ser 


Glu 






355 










360 










365 






Glu 


Thr 


Pro 


Gin 


Thr 


Ser 


Ser 


Ser 


Ser 


Ala 


Arg 


Pro 


Gly Thr 


Pro 


Ser 




370 










375 










380 








Asp 


His 


Gin 


Ser 


Gin 


Glu 


Ala 


Ser 


Gin 


Phe 


Glu Arg 


Lvs Asn 


Glu 


Pro 


385 










390 










395 








400 


Lys 


Thr 


Glu 


Gin 


Thr 


Glu 


Lys 


Ala 


Glu 


Glu 


Glu 


Thr 


Arg Met 


Glu 

*A» M 


As ii 










405 










410 








415 




Ser 


Leu 


Pro 


Ala 


Lys 


Val 


Pro 


Ser 


Arq 


Gly 


Asp 


Glu 


Met Val 


Ala 


Asr> 








420 










425 








430 






Val 


Gin 


Gin 


Pro 


Leu 


Ser 


Gin 


He 


Pro 


Ser 


Asp 


Thr 


Ala Ser 


Pro 


Leu 






435 










440 










445 






Leu 


lie 


Leu 


Pro 


Pro 


Pro 


Val 


Pro 


Asn 


Pro 


Ser 


Pro 


Thr Leu 


Arq 


Pro 




450 










455 










460 








Val 


Glu 


Thr 


Pro 


Val 


Val 


Gly 


Ala 


Pro 


Gly 


Met 


Gly 


Ser Val 


Ser 


Thr 


465 










470 










475 








480 


Glu 


Pro 


Asp 


Asp 


Glu 


Glu 


Gly 


Leu 


Lys 


His 


Leu 


Glu 


Gin Gin 


Ala 


Glu 










485 










490 








495 




Lys 


Met 


Val 


Ala 


Tvr 

-« 


Leu 


Gin 


Asp 


Ser 


Ala 


Leu Asp 


Agn Glu 


Arcr 


Leu 








500 










505 








510 






Ala 


Ser 


Lys 


Leu 


Gin 


Glu 


His 


Arq 


Ala 


Lys 


Gly Val 


Ser He 


Pro 


Leu 






515 










520 










525 






Met 


His 


Glu 


Ala 


Met 


Gin 


Lys 


Trp 

XT 


Tyr 


Tyr 


Lys Asp 


Pro Gin 


Gly 


Glu 




530 










535 










540 








He 


Gin 


Gly 


Pro 


Phe 


Asn 


Asn 


Gin 


Glu 


Met 


Ala 


Glu 


Trp Phe 


Gin 


Ala 


545 










550 










555 








560 


Gly 


Tyr 
* 


Phe 


Thr 


Met 


Ser 


Leu 


Leu 


Val 


Lvs 


Arg Ala 


Cvs As ID 


Glu 


Ser 










565 










570 








575 




Phe 


Gin 


Pro 


Leu 


Gly 


Asp 


He 


Met 


Lvs 


Met 


Trp 


Gly 


Arg Val 


Pro 


Phe 








580 










585 








590 

V v# W 






Ser 


Pro 


Gly 


Pro 


Ala 


Pro 


Pro 


Pro 


His 


Met 


Gly Glu 


Leu Asp 


Gin 


Glu 






595 










600 










605 






Arg 


Leu 


Thr 


Arg 


Gin 


Gin 


Glu 


Leu 


Thr 


Ala 


Leu 


Tyr 


Gin Met 


Gin 


His 




610 










615 










620 








Leu 


Gin 


Tyr 


Gin 


Gin 


Phe 


Leu 


He 


Gin 


Gin 


Gin 


Tyr 


Ala Gin 


Val 


Leu 


625 










630 










635 








640 


Ala 


Gin 


Gin 


Gin 


Lys 


Ala 


Ala 


Leu 


Ser 


Ser 


Gin 


Gin 


Gin Gin 


Gin 


Leu 










645 










650 








655 




Ala 


Leu 


Leu 


Leu 


Gin 


Gin 


Phe 


Gin 


Thr 


Leu 


Lys 


Met 


Arg He 


Ser 


Asp 








660 










665 








670 






Gin 


Asn 


He 


He 


Pro 


Ser 


Val 


Thr 


Arg 


Ser 


Val 


Ser 


Val Pro 


Asp 


Thr 






675 










680 










685 






Gly 


Ser 


He 


Trp 


Glu 


Leu 


Gin 


Pro 


Thr 


Ala 


Ser 


Gin 


Pro Thr 


Val 


Trp 




690 










695 

V ~s J 










700 








Glu 


Gly 


Gly 


Ser 


Val 


Trp 


Asp 


Leu 


Pro 


Leu 


Asp 


Thr 


Thr Thr 


Pro 


Gly 


705 










710 










715 








720 


Pro 


Ala 


Leu 


Glu 


Gin 


Leu 


Gin 


Gin 


Leu 


Glu 


Lys 


Ala 


Lys Ala 


Ala 


Lys 










725 










730 








735 




Leu 


Glu 


Gin 


Glu 


Arg 


Arg 


Glu 


Ala 


Glu 


Met 


Arg Ala 


Lys Arg 


Glu 


Glu 








740 










745 








750 
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Glu Glu Arg Lys Arg Gin Glu Glu Leu Arg Arg Gin Gin Glu Glu lie 

755 760 765 

Leu Arg Arg Gin Gin Glu Glu Glu Arg Lys Arg Arg Glu Glu Glu Glu 

770 775 780 

Leu Ala Arg Arg Lys Gin Glu Glu Ala Leu Arg Arg Gin Arg Glu Gin 
785 790 795 800 

Glu He Ala Leu Arg Arg Gin Arg Glu Glu Glu Glu Arg Gin Gin Gin 

805 810 815 

Glu Glu Ala Leu Arg Arg Leu Glu Glu Arg Arg Arg Glu Glu Glu Glu 

820 825 830 

Arg Arg Lys Gin Glu Glu Leu Leu Arg Lys Gin Glu Glu Glu Ala Ala 

835 840 845 

Lys Trp Ala Arg Glu Glu Glu Glu Ala Gin Arg Arg Leu Glu Glu Asn 

850 855 860 

Arg Leu Arg Met Glu Glu Glu Ala Ala Arg Leu Arg His Glu Glu Glu 
865 870 875 880 

Glu Arg Lys Arg Lys Glu Leu Glu Val Gin Arg Gin Lys Glu Leu Met 

885 890 895 

Arg Gin Arg Gin Gin Gin Gin Glu Ala Leu Arg Arg Leu Gin Gin Gin 

900 905 910 

Gin Gin Gin Gin Gin Leu Ala Gin Met Lys Leu Pro Ser Ser Ser Thr 

915 920 925 

Trp Gly Gin Gin Ser Asn Thr Thr Ala Cys Gin Ser Gin Ala Thr Leu 

930 935 940 

Ser Leu Ala Glu He Gin Lys Leu Glu Glu Glu Arg Glu Arg Gin Leu 
945 950 955 960 

Arg Glu Glu Gin Arg Arg Gin Gin Arg Glu Leu Met Lys Ala Leu Gin 

965 970 975 

Gin Gin Gin Gin Gin Gin Gin Gin Lys Leu Ser Gly Trp Gly Asn Val 

980 985 990 

Ser Lys Pro Ser Gly Thr Thr Lys Ser Leu Leu Glu He Gin Gin Glu 

995 1000 1005 

Glu Ala Arg Gin Met Gin Lys Gin Gin Gin Gin Gin Gin Gin His Gin 

1010 1015 1020 

Gin Pro Asn Arg Ala Arg Asn Asn Thr His Ser Asn Leu His Thr Ser 
1025 1030 1035 1040 

He Gly Asn Ser Val Trp Gly Ser He Asn Thr Gly Pro Pro Asn Gin 

1045 1050 1055 

Trp Ala Ser Asp Leu Val Ser Ser He Trp Ser Asn Ala Asp Thr Lys 

1060 1065 1070 

Asn Ser Asn Met Gly Phe Trp Asp Asp Ala Val Lys Glu Val Gly Pro 

1075 1080 1085 

Arg Asn Ser Thr Asn Lys Asn Lys Asn Asn Ala Ser Leu Ser Lys Ser 

1090 1095 1100 

Val Gly Val Ser Asn Arg Gin Asn Lys Lys Val Glu Glu Glu Glu Lys 
1105 1110 1115 1120 

Leu Leu Lys Leu Phe Gin Gly Val Asn Lys Ala Gin Asp Gly Phe Thr 

1125 1130 1135 

Gin Trp Cys Glu Gin. Met Leu His Ala Leu Asn Thr Ala Asn Asn Leu 

1140 1145 1150 

Asp Val Pro Thr Phe Val Ser Phe Leu Lys Glu Val Glu Ser Pro Tyr 

1155 1160 1165 

Glu Val His Asp Tyr He Arg Ala Tyr Leu Gly Asp Thr Ser Glu Ala 

1170 1175 1180 

Lys Glu Phe Ala Lys Gin Phe Leu Glu Arg Arg Ala Lys Gin Lys Ala 
1185 1190 1195 1200 

Asn Gin Gin Arg Gin Gin Gin Gin Leu Pro Gin Gin Gin Gin Gin Gin 

1205 1210 1215 

Pro Pro Gin Gin Pro Pro Gin Gin Pro Gin Gin Gin Asp Ser Val Trp 

1220 1225 1230 

Gly Met Asn His Ser Thr Leu His Ser Val Phe Gin Thr Asn Gin Ser 

1235 1240 1245 

Asn Asn Gin Gin Ser Asn Phe Glu Ala Val Gin Ser Gly Lys Lys Lys . 
1250 1255 1260 
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Lys Lys Gin Lys Met Val Arg Ala Asp Pro Ser Leu Leu Gly Phe Ser 
1265 1270 1275 1280 

Val Asn Ala Ser Ser Glu Arg Leu Asn Met Gly Glu lie Glu Thr Leu 

1285 1290 1295 

Asp Asp Tyr * 
1299 



<210> 1117 
<211> 1259 
<212> PRT 

<213> Homo sapiens 



<400> 1117 
Met Ala Ala Glu Thr 
1 5 
Ala Leu Ser Ser Gly 

20 

Leu Pro Lys Tyr Lys 
35 

Leu Ala Leu Phe Leu 
50 

Lys Glu Phe Leu Pro 
65 

Leu Val Pro Phe Thr 

85 

Asn Ser Ala Ala Val 

100 

Val Val Gly Ala Pro 
115 

Gly Arg Gly Glu Cys 
130 

Gly Val Phe Gly Arg 
145 

Trp Glu Glu Arg Gly 

165 

Val Gly Arg Pro Asn 

180 

Lys His Glu Phe He 
195 

Glu Glu Gin Asn Gly 
210 

Ser Arg Arg Asp Gly 
225 

Arg Ser Ala Gly Trp 

245 

Phe Asp Phe Arg Asp 

260 

Ser Gly Ser Gly Ser 
275 

Cys Leu Glu Asp Ala 
290 

Ala Phe Leu Ser Leu 
305 

Gin Glu Met Asp Phe 

325 

Ser Glu Gly Ser His 

340 

Lys Lys Glu Gly Glu 
355 

Glu Thr Pro Gin Thr 
370 



Gin Thr 

Gly Ser 

Leu Ala 

Lys Asp 
55 

He Leu 

70 
Glu Glu 

Leu Arg 

Arg Gly 

Gly Phe 
135 
Gly Gly 
150 

Asp Arg 

Phe Glu 

Arg Ser 

Glu Asp 
215 
Glu Arg 
230 

Arg Glu 

Arg Asp 

He Asp 

Glu Glu 
295 
Lys Lys 
310 

Arg Pro 

Asn Glu 

Lys Thr 

Ser Ser 
375 



Leu Asn Phe Gly 
10 

He Thr Ser Pro 
25 

Asp Tyr Arg Tyr 

40 

Asn Lys He Pro 

Gin Glu Glu Pro 

75 

Glu Gin Arg Asn 
90 

Leu Thr Gly Arg 
105 

Arg Ser Ser Ser 
120 

Tyr Gin Arg Ser 

Gly Arg Glu Met 

155 

Arg Phe Glu Lys 
170 

Glu Gly Gly Pro 
185 

Glu Ser Glu Asn 
200 

Glu Asp Gly Gly 

Trp Arg Pro His 

235 

His Met Glu Arg 
250 

Asp Glu Arg Gly 
265 

Asp Asp Arg Asp 
280 

Glu Met Gly Thr 

Val Gin Lys Glu 

315 

Val Asp Glu Gly 
330 

Glu Ala Lys Glu 
345 

Asp Arg Val Gly 
360 

Ser Ser Ala Arg 



Pro Glu Trp 

Pro Leu Ser 
30 

Gly Arg Glu 
45 

Ser Asp Leu 
60 

Leu Pro Pro 

Phe Ser Met 

Gly Gly Gly 
110 

Arg Gly Arg 

125 
Phe Asp Glu 
140 

His Arg Ser 

Pro Gly Arg 

Thr Ser Val 
190 

Trp Arg He 

205 
Trp Arg Leu 
220 

Ser Pro Asp 

Arg Arg Arg 

Tyr Arg Arg 
270 

Ser Leu Pro 

285 
Phe Asp Ser 
300 

Pro He Pro 

Glu Glu Cys 

Pro Asp Lys 
350 

Val Glu Ala 

365 
Pro Gly Thr 
380 



Leu Arg 

15 
Pro Ala 

Glu Met 

Leu Asp 

Leu Ala 
80 

Ser Val 

95 
Gly Thr 

Gly Arg 

Val Glu 

Gin Ser 
160 
Lys Asp 
175 

Gly Arg 

Phe Arg 

Ala Gly 

Gly Pro 
240 
Phe Glu 
255 

Val Arg 

Glu Trp 

Ser Gly 

Glu Glu 
320 
Ser Asp 
335 

Thr Asn 
Ser Glu 
Pro Ser 
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Asp 


His 


Gin 


Ser 


Gin 


Glu 


Ala 


Ser 


Gin 


Phe 


Glu 


Arg 


Lys 


Asp 


Glu 


Pro 


385 










390 










395 










400 


Lys 


Thr 


Glu 


Gin 


Thr 


Glu 


Lys 


Ala 


Glu 


Glu 


Glu 


Thr 


Arg 


Met 


Glu 


Asn 










405 










410 










415 




Ser 


Leu 


Pro 


Ala 


Lys 


Val 


Pro 


Ser 


Arg 


Gly 


Asp 


Glu 


Met 


Val 


Ala 


Asp 








420 










425 










430 






Val 


Gin 


Gin 


Pro 


Leu 


Ser 


Gin 


He 


Pro 


Ser 


Asp 


Thr 


Ala 


Ser 


Pro 


Leu 






435 










440 










445 








Leu 


He 


Leu 


Pro 


Pro 


Pro 


Val 


Pro 


Asn 


Pro 


Ser 


Pro 


Thr 


Leu 


Arg 


Pro 




450 










455 










460 










Val 


Glu 


Thr 


Pro 


Val 


Val 


Gly 


Ala 


Pro 


Gly 


Met 


Gly 


Ser 


Val 


Ser 


Thr 


465 










470 










475 


• 








480 


Glu 


Pro 


Asp 


Asp 


Glu 


Glu 


Gly 


Leu 


Lys 


His 


Leu 


Glu 


Gin 


Gin 


Ala 


Glu 










485 










490 










495 




Lys 


Met 


Val 


Ala 


Tyr 


Leu 


Gin 


Asp 


Ser 


Ala 


Leu 


Asp 


Asp 


Glu 


Arg 


Leu 








500 










505 










510 






Ala 


Ser 


Lys 


Leu 


Gin 


Glu 


His 


Arg 


Ala 


Lys 


Gly 


Val 


Ser 


He 


Pro 


Leu 






515 










520 






■ 




525 








Met 


His 


Glu 


Ala 


Met 


Gin 


Lys 


Trp 


Tyr 


Tyr 


Lys 


Asp 


Pro 


Gin 


Gly 


Glu 




530 










535 










540 










He 


Gin 


Gly 


Pro 


Phe 


Asn 


Asn 


Gin 


Glu 


Met 


Ala 


Glu 


Trp 


Phe 


Gin 


Ala 


545 










550 










555 










560 


Gly 


Tyr 


Phe 


Thr 


Met 


Ser 


Leu 


Leu 


Val 


Lys 


Arg 


Ala 


Cys 


Asp 


Glu 


Ser 










565 










570 










575 




Phe 


Gin 


Pro 


Leu 


Gly 


Asp 


He 


Met 


Lys 


Met 


Trp 


Gly 


Arg 


Val 


Pro 


Phe 








580 










585 










590 






Ser 


Pro 


Gly 


Pro 


Ala 


Pro 


Pro 


Pro 


His 


Met 


Gly 


Glu 


Leu 


Asp 


Gin 


Glu 






595 










600 










605 








Arg 


Leu 


Thr 


Arg 


Gin 


Gin 


Glu 


Leu 


Thr 


Ala 


Leu 


Tyr 


Gin 


Met 


Gin 


His 




610 










615 










620 










Leu 


Gin 


Tyr 


Gin 


Gin 


Phe 


Leu 


He 


Gin 


Gin 


Gin 


Tyr 


Ala 


Gin 


Val 


Leu 


625 










630 










635 










640 


Ala 


Gin 


Gin 


Gin 


Lys 


Ala 


Ala 


Leu 


Ser 


Ser 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 










645 










650 










655 




Ala 


Leu 


Leu 


Leu 


Gin 


Gin 


Phe 


Gin 


Thr 


Leu 


Lys 


Met 


Arg 


He 


Ser 


Asp 








660 










665 










670 






Gin 


Asn 


He 


He 


Pro 


Ser 


Val 


Thr 


Arg 


Ser 


Val 


Ser 


Val 


Pro 


Asp 


Thr 






675 










680 










685 








Gly 


Ser 


He 


Trp 


Glu 


Leu 


Gin 


Pro 


Thr 


Ala 


Ser 


Gin 


Pro 


Thr 


Val 


Trp 




690 










695 










700 










Glu 


Gly 


Gly 


Ser 


Val 


Trp 


Asp 


Leu 


Pro 


Leu 


Asp 


Thr 


Thr 


Thr 


Pro 


Gly 


705 










710 










715 










720 


Pro 


Ala 


Leu 


Glu 


Gin 


Leu 


Gin 


Gin 


Leu 


Glu 


Lys 


Ala 


Lys 


Ala 


Ala 


Lys 










725 










730 










735 




Leu 


Glu 


Gin 


Glu 


Arg 


Arg 


Glu 


Ala 


Glu 


Met 


Arg 


Ala 


Lys 


Arg 


Glu 


Glu 








740 










745 










750 






Glu 


Glu 


Arg 


Lys 


Arg 


Gin 


Glu 


Glu 


Leu 


Arg 


Arg 


Gin 


Gin 


Glu 


Glu 


He 






755 










760 










765 








Leu 


Arg 


Arg 


Gin 


Gin 


Glu 


Glu 


Glu 


Arg 


Lys 


Arg 


Arg 


Glu 


Glu 


Glu 


Glu 




770 










775 










780 










Leu 


Ala 


Arg 


Arg 


Lys 


Gin 


Glu 


Glu 


Ala 


Leu 


Arg 


Arg 


Gin 


Arg 


Glu 


Gin 


785 










790 










795 










800 


Glu 


He 


Ala 


Leu 


Arg 


Arg 


Gin 


Arg 


Glu 


Glu 


Glu 


Glu 


Arg 


Gin 


Gin 


Gin 










805 










810 










815 




Glu 


Glu 


Ala 


Leu 


Arg 


Arg 


Leu 


Glu 


Glu 


Arg 


Arg 


Arg 


Glu 


Glu 


Glu 


Glu 








820 










825 










830 






Arg 


Arg 


Lys 


Gin 


Glu 


Glu 


Leu 


Leu 


Arg 


Lys 


Gin 


Glu 


Glu 


Glu 


Ala 


Ala 






835 










840 










845 








Lys 


Trp 


Ala 


Arg 


Glu 


Glu 


Glu 


Glu 


Ala 


Gin 


Arg 


Arg 


Leu 


Glu 


Glu 


Asn 




850 










855 










860 










Arg 


Leu 


Arg 


Met 


Glu 


Glu 


Glu 


Ala 


Ala 


Arg 


Leu 


Arg 


His 


Glu 


Glu 


Glu 


865 










870 










875 










880 


Glu 


Arg 


Lys 


Arg 


Lys 


Glu 


Leu 


Glu 


Val 


Gin 


Arg 


Gin 


Lys 


Glu 


Leu 


Met 










885 










890 










895 
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Arg 


Gin 


Arg 


Gin 


Gin 


Gin 


Gin 


Glu 


Ala 


Leu Arg 


Arg 


Leu 


Gin 


Gin 


Gin 








900 










905 










910 






Gin 


Gin 


Gin 
915 


Gin 


Gin 


Leu 


Ala 


Gin 
920 


Met 


Lys 


Gin 


Arg 


Arg 
925 


Gin 


Gin 


Arg 


Glu 


Leu 


Met 


Lys 


Ala 


Leu 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Lys 




930 










935 










940 








Leu 


Ser 


Gly 


Trp 


Gly 


Asn 


Val 


Ser 


Lys 


Pro 


Ser 


Gly 


Thr 


Thr 


Lys 


Ser 


945 










950 










955 










960 


Leu 


Leu 


Glu 


lie 


Gin 
965 


Gin 


Glu 


Glu 


Ala 


Arg 
970 


Gin 


Met 


Gin 


Lys 


Gin 
975 


Gin 


Gin 


Gin 


Gin 


Gin 
980 


Gin 


His 


Gin 


Gin 


Pro 
985 


Asn 


Arg 


Ala 


Arg 


Asn 
990 


Asn 


Thr 


His 


Ser 


Asn 


Leu 


His 


Thr 


Ser 


He 


Gly 


Asn 


Ser 


Val 


Trp 


Gly 


Ser 


He 






995 








1000 








1005 








Asn 


Thr 


Gly 


Pro 


Pro 


Asn 


Gin 


Trp 


Ala 


Ser 


Asp 


Leu 


Val 


Ser 


Ser 


He 


1010 








1015 








1020 










Trp 


Ser 


Asn 


Ala 


Asp 


Thr 


Lys 


Asn 


Ser 


Asn 


Met 


Gly Phe 


Trp 


Asp 


Asp 


1025 








1030 








1035 








1040 


Ala 


Val 


Lys 


Glu 


Val 


Gly Pro Arg 


Asn 


Ser 


Thr 


Asn 


Lys 


Asn 


Lys 


Asn 








1045 








1050 








1055 




Asn 


Ala 


Ser 


Leu 


Ser 


Lys 


Ser 


Val 


Gly Val 


Ser Asn Arg 


Gin Asn Lys 






1060 








1065 








1070 






Lys 


Val 


Glu 


Glu 


Glu 


Glu 


Lys 


Leu 


Leu Lys 


Leu 


Phe 


Gin Gly Val Asn 




1075 








1080 








1085 








Lys 


Ala 


Gin Asp Gly Phe 


Thr Gin Trp 


Cys 


Glu 


Gin 


Met 


Leu 


His 


Ala 



1090 1095 1100 



Leu Asn Thr Ala Asn Asn Leu Asp Val Pro Thr Phe Val Ser Phe Leu 
1105 1110 1115 1120 

Lys Glu Val Glu Ser Pro Tyr Glu Val His Asp Tyr He Arg Ala Tyr 

1125 1130 1135 

Leu Gly Asp Thr Ser Glu Ala Lys Glu Phe Ala Lys Gin Phe Leu Glu 

1140 1145 1150 

Arg Arg Ala Lys Gin Lys Ala Asn Gin Gin Arg Gin Gin Gin Gin Leu 

1155 1160 1165 

Pro Gin Gin Gin Gin Gin Gin Pro Pro Gin Gin Pro Pro Gin Gin Pro 

1170 1175 1180 

Gin Gin Gin Asp Ser Val Trp Gly Met Asn His Ser Thr Leu His Ser 
1185 1190 1195 1200 

Val Phe Gin Thr Asn Gin Ser Asn Asn Gin Gin Ser Asn Phe Glu Ala 

1205 1210 1215 

Val Gin Ser Gly Lys Lys Lys Lys Lys Gin Lys Met Val Arg Ala Asp 

1220 1225 1230 

Pro Ser Leu Leu Gly Phe Ser Val Asn Ala Ser Ser Glu Arg Leu Asn 

1235 1240 1245 

Met Gly Glu He Glu Thr Leu Asp Asp Tyr * 
1250 1255 1258 



<210> 1118 

<211> 219 

<212> PRT 

<213> Homo sapiens 



<400> 1118 
Leu His Pro Ala 
l 

Leu Ser Met Ala 

20 

Leu Leu Glu Ala 
35 

He Thr Asn Ala 
50 



Ala Thr Ser Thr 
5 

Leu Ser Trp Val 

Gin He Pro Leu 

40 

Thr Leu Asp Arg 
55 



Ala Trp Leu Arg 
10 

Leu Thr Val Leu 
25 

Cys Ala Asn Leu 

He Thr Gly Lys 

60 



Val Pro Pro Gly 
15 

Ser Leu Leu Pro 
30 

Val Pro Val Pro 
45 

Trp Phe Tyr He 
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Ala 


Ser 


Ala 


Phe 


Arg 


Asn 


Glu 


Glu 


Tyr 


65 










70 








Gin 


Ala 


Thr 


Phe 


Phe 


Tyr 


Phe 


Thr 


Pro 










85 










Phe 


Leu 


Arg 


Glu 


Tyr 


Gin 


Thr Arg 


Gin 








100 










105 


Thr 


Tyr 


Leu 


Asn 


Val 


Gin 


Arg 


Glu 


Asn 






115 










120 




Gly 


Gly 


Gin 


Glu 


His 


Phe 


Ala 


His 


Leu 




130 










135 






Thr 


Tyr 


Met 


Leu 


Ala 


Phe 


Asp Val 


Asn 


145 










150 








Ser 


Val 


Tyr 


Ala 


Asp 


Lys 


Pro 


Glu 


Thr 










165 










Phe 


Tyr 


Glu 


Ala 


Leu 


Asp 


Cys 


Leu 


Arg 








180 










185 


Tyr 


Thr 


Asp 


Trp 


Lys 


Lys 


Asp 

4* 


Lys 


Cys 






195 










200 




Glu 


Lys 


Glu 


Arg 


Lys 


Gin 


Glu 


Glu 


Gly 




210 










215 








<210> 1119 














<211> 518 














<212> PRT 














<213> Homo 


sapiens 






• 




<400> 1119 












Met 


Ala 


lie 


Thr 


Ala 


Thr 


Cys 


Thr 


Arg 


1 








5 










Phe 


Glu 


Glu 


Leu 


Gly 


Lys 


Gly 


Ala 


Phe 








20 










25 


Lys 


Lys 


Thr 


Ser 


Thr 


His 


Glu 


Tyr 


Ala 






35 










40 




Lys 

** 


Leu 


Ser 


Ala 


Arg 


Asp 


His 


Gin 


Lys 




50 










55 






Cys 


Arg 


Leu 


Leu 


Lys 


His 


Pro 


Asn 


He 


65 










70 








Ser 


Glu 


Glu 


Gly 


Phe 


His 


Tyr 


Leu 


Val 










85 










Glu 


Leu 


Phe 


Glu 


Asp 


He 


Val 


Ala 


Arg 








100 








- 


105 


Ala 


Ser 


His 


Cys 


He 


His 


Gin 


He 


Leu 






115 










120 




Gin 


His 


Asp 


He 


Val 


His 


Arg 


Asp 


Leu 




130 










135 






Ala 


Ser 


Lys 


Cys 


Lys 


Gly 


Ala 


Ala 


Val 


145 










.150 








Ala 


lie 


Glu 


Val 


Gin 


Gly 


Glu 


Gin 


Gin 










165 










Thr 


Pro Gly 


Tyr 


Leu 


Ser 


Pro 


Glu 


Val 








180 










185 


Lys 


Pro 


Val 


Asp 


He 


Trp 


Ala 


Cys 


Gly 






195 










200 




Val 


Gly Tyr 


Pro 


Pro 


Phe 


Trp 


Asp 


Glu 




210 










215 






Gin 


lie 


Lys 


Ala 


Gly 


Ala 


Tyr 


Asp 


Phe 


225 










230 








Val 


Thr 


Pro 


Glu 


Ala 


Lys 


Asn 


Leu 


He 










245 










Pro 


Ala 


Lys 


Arg 


He 


Thr 


Ala 


Asp 


Gin 



260 265 



PCT/US01/04098 



Asn 


Lys 


Ser Val Gin Glu He 




75 


80 


Asn 


Lys 


Thr Glu Asp Thr He 


90 




95 


Asp 


Gin 


Cys He Tyr Asn Thr 






110 


Gly 


Thr 


He Ser Arg Tyr Val 






125 


Leu 


He 


Leu Arg Asp Thr Lys 






140 


Asp 


Glu 


Lys Asn Trp Gly Leu 




155 


160 


Thr 


Lys 


Glu Gin Leu Gly Glu 


170 




175 


He 


Pro 


Lys Ser Asp Val Val 






190 


Glu 


Pro 


Leu Glu Lys Gin His 






205 


Glu 


Ser 






219 





Phe 


Thr 


Asp Asp Tyr Gin Leu 


10 




15 


Ser 


Val 


Val Arg Arg Ser Val 






30 


Ala 


Lys 


lie lie Asn Thr Lys 






45 


Leu 


Glu 


Arg Glu Ala Arg lie 






60 


Val 


Arg 


Leu His Asp Ser He 




75 


80 


Phe 


Asp 


Leu Val Thr Gly Gly 


90 




95 


Glu 


Tyr 


Tyr Ser Glu Ala Asp 






110 


Glu 


Ser 


Val Asn His lie His 






125 


Lys 


Pro 


Glu Asn Leu Leu Leu 






140 


Lys 


Leu 


Ala Asp Phe Gly Leu 




155 


160 


Ala 


Trp 


Phe Gly Phe Ala Gly 


170 




175 


Leu 


Arg 


Lys Asp Pro Tyr Gly 






190 


Val 


He 


Leu Tyr lie Leu Leu 






205 


Asp 


Gin 


His Lys Leu Tyr Gin 






220 


Pro 


Ser 


Pro Glu Trp Asp Thr 




235 


240 


Asn 


Gin 


Met Leu Thr He Asn 


250 




255 


Ala 


Leu 


Lys His Pro Trp Val 



270 



2864 



WO 01/57190 



Cys 


Gin 


Arg 


Ser 


Thr 


Val 






275 








Glu 


Cys 


Leu 


Arg 


Lys 


Phe 




290 










Leu 


Thr 


Thr 


Met 


Leu 


Val 


305 










310 


Leu 


Asn 


Lys 


Lys 


Ser Asp 










325 




Asn 


Ser 


Leu 


Val 


Ser 


Pro 


■ 






340 






Met 


Glu 


Pro 


Gin 


Thr 


Thr 






355 








Gly 


Ser 


Thr 


Glu 


Ser 


Cys 




370 










Val 


Arg 


Lys 


Gin 


Glu 


He 


385 










390 


lie 


Asn 


Asn Gly 


Asp 


Phe 










405 




Leu 


Thr 


Ser 


Phe 


Glu 


Pro 








420 






Asp 


Phe 


His 


Lys 


Phe 


Tyr 






435 








Pro 


He 


His 


Thr 


Thr 


He 




450 










Asp 


Ala 


Ala 


Cys 


He 


Ala 


465 










470 


Gin 


Gly 


Arg 


Pro 


Arg 


Thr 










485 




Arg 


Arg 


Asp 


Gly 


Lys 


Trp 








500 






Pro 


Ala 


Ala 


Pro 


Leu 


Gin 






515 






518 



Ala Ser Met Met His Arg 
280 

Asn Ala Arg Arg Lys Leu 
295 300 
Ser Arg Asn Phe Ser Ala 

315 

Gly Gly Val Lys Pro Gin 

330 

Ala Gin Glu Pro Ala Pro 
345 

Val Val His Asn Ala Thr 
360 

Asn Thr Thr Thr Glu Asp 
375 380 
He Lys He Thr Glu Gin 

395 

Glu Ala Tyr Thr Lys He 

410 

Glu Ala Leu Gly Asn Leu 
425 

Phe Glu Asn Leu Leu Ser 
440 

Leu Asn Pro His Val His 
455 460 
Tyr He Arg Leu Thr Gin 

475 

Ser Gin Ser Glu Glu Thr 

490 

Leu Asn Val His Tyr His 
505 



PC7YUS0 1/04098 



Gin 


Glu 


Thr 


Val 


285 








Lys 


Gly 


Ala 


He 


Ala 


Lys 


Ser 


Leu 








320 


Ser 


Asn 


Asn 


Lys 










Leu 


Gin 


Thr 


Ala 




350 






Asp Gly 


He 


Lys 


365 








Glu Asp 


Leu 


Lys 


Leu 


He 


Glu 


Ala 








400 


Cys 


Asp 


Pro 


Gly 






415 




Val 


Glu 


Gly 


Met 




430 






Lys 


Asn 


Ser 


Lys 


445 








Val 


He 


Gly 


Glu 


Tyr 


He 


Asp 


Gly 








480 


Arg Val 


Trp 


His 






495 




Cys 


Ser 


Gly 


Ala 




510 







<210> 1120 
<211> 326 
<212> PRT 

<213> Homo sapiens 



<400> 1120 



Met 


Leu 


Cys 


Leu 


He 


Gly 


Leu 


Leu 


Thr He Gly 


Leu Glu Arg 


Pro 


Pro 


1 








5 








10 




15 




Gly 


Gin 


Val 


He 


Cys 


Pro 


Glu 


Arg 


Val Gin Leu 


Ser Gin Pro 


Gin 


Asn 








20 










25 


30 






Trp 


Asn 


Phe 


Ser 


Gly 


Ala 


Gly 


Gly 


Ala Trp Ser 


Leu Asp Phe 


Ala 


Glu 






35 










40 




45 






Gin 


Leu 


Lys 


Trp 


Ser 


Ala 


Glu 


Leu 


Ala Arg Leu 


Gly Glu Ser 


He 


Met 




50 










55 






60 






Asp 


Gly 


Lys 


Gin 


Gly 


Gly 


Met 


Asp 


Gly Ser Lys 


Pro Ala Gly 


Pro 


Arg 


65 










70 






75 






80 


Asp 


Phe 


Pro 


Gly 


He 


Arg 


Leu 


Leu 


Ser Asn Pro 


Leu Met Gly 


Asp 


Ala 










85 








90 




95 




Val 


Ser 


Asp 


Trp 


Ser 


Pro 


Met 


His 


Glu Ala Ala 


He His Gly 


His 


Gin 








100 










105 


110 






Leu 


Ser 


Leu 


Arg 


Asn 


Leu 


He 


Ser 


Gin Gly Trp 


Ala Val Asn 


He 


He 






115 










120 




125 






Thr 


Ala 


Asp 


His 


Val 


Ser 


Pro 


Leu 


His Glu Ala 


Cys Leu Gly 


Gly 


His 




130 










135 






140 






Leu 


Ser 


Cys 


Val 


Lys 


He 


Leu 


Leu 


Lys His Gly 


Ala Gin Val 


Asn 


Gly 


145 










150 






155 






160 


Val 


Thr 


Ala 


Asp 


Trp 


His 


Thr 


Pro 


Leu Phe Asn 


Ala Cys Val 


Ser 


Gly 










165 








170 




175 





2865 



WO 01/57190 



Ser 


Trp 


Asp Cys 


Val 


Asn 


Leu Leu 


Leu 






180 








185 


Pro 


Glu 


Ser Asp 


Leu 


Ala 


Ser Pro 


lie 






195 






200 




His 


Val 


Glu Cys 


Val 


Asn 


Ser Leu 


He 




210 








215 




His 


Lys 


He Ser 


His 


Leu 


Gly Thr 


Pro 


225 








230 






Gin 


Gin 


Arg Ala 


Cys 


Val 


Lys Lys 


Leu 








245 








Ash 


Gin 


Gly Lys 


Gly 


Gin 


Asp Ser 


Pro 






260 








265 


Ala 


Ser 


Glu Glu 


Leu 


Ala 


Cys Leu 


Leu 






275 






280 




Gin 


Ala 


Lys Asn 


Ala 


Glu 


Gly Lys 


Arg 












O Q C 




Glu 


Ser 


Pro Leu 


Ala 


Gin 


Leu Phe 


Leu 


305 








310 






Pro 


Lys 


Pro Lys 


Pro 


* 












325 










<210> 1121 












<211> 120 












<212> PRT 












<213> Homo 


sapiens 








<400> 1121 










Asp 


Met 


Ala Gly 


Leu 


Met 


Thr He 


Val 


1 






5 








val 


Cys 


Ala His 


His 


He 


lie Pro 


Thr 






20 








25 


Pro 


Cys 


Cys Met 


Phe 


Phe 


Val Ser 


Lys 






35 






40 




Val 


Ser 


Tyr Gin 


Leu 


Ser 


Ser Arg 


Ser 




50 








55 




He 


Phe 


Thr Thr 


Lys 


Lys 


Gly Gin 


Gin 


65 








70 






Glu 


Trp 


Val Gin 


Arg 


Tyr 


Met Lys 


Asn 








85 








Ala 


Ser 


Pro Arg 


Ala 


Arg 


Ala Val 


Ala 






100 








105 


Tyr 


Pro 


Gly Asn 


Gin 


Thr 


Thr Cys 








115 






120 






<210> 1122 












<211> 1338 












<212> PRT 












<213> Homo 


sapiens 








<400> 1122 










Met 


Glu Ala Gly 


Gly Gly 


Gly Gly 


Ala 


1 






5 








Met 


Val 


Leu Thr 


Leu Gly 


Glu Ser 


Trp 






20 








25 


Phe 


Leu 


Ser Leu 


Ser 


Ala 


Ala Asp 


Gly 






35 






40 




Trp 


Asp 


Val Glu 


Arg Val 


Ala Glu 


Trp 




50 








55 





PCT/US01/04098 



Gin 


His 


Gly Ala 


Ser Val Gin 








190 


His 


Glu 


Ala Ala 


Arg Arg Gly 






205 




Ala 


Tyr 


Gly Gly 


Asn He Asp 






220 




Leu Tyr 


Leu Ala 


Cys Glu Asn 




235 




240 


Leu 


Glu 


Ser Gly 


Ala Asp Val 


250 






255 


Leu 


His 


Ala Val 


Ala Arg Thr 








270 


Met 


Asp 


Phe Gly 


Ala Asp Thr 






285 




Pro 


Val 


Glu Leu 


Val Pro Pro 






300 




Glu Arg 


Glu Gly 


Ala Ser Leu 




315 




320 


Thr 


Ser 


Leu Leu 


Phe Leu Gly 


10 






15 


Gly Ser 


Val Val 


Leu Pro Ser 








30 


Arg 


He 


Pro Glu 


Asn Arg Val 






45 




Thr 


Cys 


Leu Lys 


Ala Gly Val 






60 




Phe 


Cys 


Gly Asp 


Pro Lys Gin 




75 




80 


Leu Asp 


Ala Lys 


Gin Lys Lys 


90 






95 


Val 


Lys 


Gly Pro 


Val Gin Arg 








110 



Leu Pro Ala Gly Val Glu Thr 

10 15 
Pro Val Leu Val Gly Arg Arg 

30 

Ser Asp Gly Ser His Asp Ser 

45 

Pro Trp Leu Ser Gly Thr He 
60 



2866 



WO 01/57190 



PCT/USO 1/04098 



Arg 


Ala 


Val 


Ser 


His 


Thr 


Asp 


Val 


Thr 


Lys 


Lys 


Asp 


Leu 


Lys 


Val 


Cys 


65 










70 










75 










80 


Val 


Glu 


Phe 


Asp 


Gly 


Glu 


Ser 


Trp 


Arg 


Lys 


Arg 


Arg 


Trp 


lie 


Glu 


Val 










85 










90 










95 




Tyr 


Ser 


Leu 


Leu 


Arg 


Arg 


Ala 


Phe 


Leu 


Val 


Glu 


His 


Asn 


Leu 


Val 


Leu 






• 


100 










105 










110 






Ala 


Glu 


Arg 


Lys 


Ser 


Pro 


Glu 


He 


Ser 


Glu 


Arg 


He 


Val 


Gin 


Trp 


Pro 






115 










120 










125 








Ala 


He 


Thr 


Tyr 


Lys 


Pro 


Leu 


Leu 


Asp 


Lys 


Ala 


Gly 


Leu 


Gly 


Ser 


lie 




130 










135 










140 










Thr 


Ser 


Val 


Arg 


Phe 


Leu 


Gly 


Asp 


Gin 


Gin 


Arg 


Val 


Phe 


Leu 


Ser 


Lys 


145 










150 










155 










160 


Asp 


Leu 


Leu 


Lys 


Pro 


He 


Gin 


Asp 


Val 


Asn 


Ser 


Leu 


Arg 


Leu 


Ser 


Leu 










165 










170 










175 




Thr 


Asp 


Asn 


Gin 


He 


Val 


Ser 


Lys 


Glu 


Phe 


Gin 


Ala 


Leu 


He 


Val 


Lys 








180 










185 










190 




His 


Leu 


Asp 


Glu 


Ser 


His 


Leu 


Leu 


Lys 


Gly 


Asp 


Lys 


Asn 


Leu 


Val 


Gly 






195 










200 










205 








Ser 


Glu 


Val 


Lys 


He 


Tyr 


Ser 


Leu 


Asp 


Pro 


Ser 


Thr 


Gin 


Trp 


Phe 


Ser 




210 










215 










220 










Ala 


Thr 


Val 


Val 


Asn 


Gly 


Asn 


Pro 


Ala 


Ser 


Lys 


Thr 


Leu 


Gin 


Val 


Asn 


225 










230 


• 








235 










240 


Cys 


Glu 


Glu 


He 


Pro 


Ala 


Leu 


Lys 


He 


Val 


Asp 


Pro 


Ser 


Leu 


He 


His 










245 










250 










255 




Val 


Glu 


Val 


Val 


His 


Asp 


Asn 


Leu 


Val 


Thr 


Cys 


Gly 


Asn 


Ser 


Ala 


Arg 








260 










265 










270 






He 


Gly 


Ala 


Val 


Lys 


Arg 


Lys 


Ser 


Ser 


Glu 


Asn 


Asn 


Gly 


Thr 


Leu 


Val 






275 










280 










285 








Ser 


Lys 


Gin 


Ala 


Lys 


Ser 


Cys 


Ser 


Glu 


Ala 


Ser 


Pro 


Ser 


Met 


Cys 


Pro 




290 










295 










300 










Val 


Gin 


Ser 


Val 


Pro 


Thr 


Thr 


Val 


Phe 


Lys 


Glu 


He 


Leu 


Leu 


Gly 


Cys 


305 










310 










315 










320 


Thr 


Ala 


Ala 


Thr 


Pro 


Pro 


Ser 


Lys 


Asp 


Pro 


Arg 


Gin 


Gin 


Ser 


Thr 


Pro 










325 










330 










335 




Gin 


Ala 


Ala 


Asn 


Ser 


Pro 


Pro 


Asn 


Leu 


Gly 


Ala 


Lys 


lie 


Pro 


Gin 


Gly 








340 










345 










350 






Cys 


His 


Lys 


Gin 


Ser 


Leu 


Pro 


Glu 


Glu 


He 


Ser 


Ser 


Cys 


Leu 


Asn 


Thr 






355 










360 










365 








Lys 


Ser 


Glu 


Ala 


Leu 


Arg 


Thr 


Lys 


Pro 


Asp 


Val 


Cys 


Lys 


Ala 


Gly 


Leu 




370 










375 










380 










Leu 


Ser 


Lys 


Ser 


Ser 


Gin 


He 


Gly 


Thr 


Gly 


Asp 


Leu 


Lys 


He 


Leu 


Thr 


385 










390 










395 










400 


Glu 


Pro 


Lys 


Gly 


Ser 


Cys 


Thr 


Gin 


Pro 


Lys 


Thr 


Asn 


Thr 


Asp 


Gin 


Glu 










405 










410 










415 




Asn 


Arg 


Leu 


Glu 


Ser 


Val 


Pro 


Gin 


Ala 


Leu 


Thr 


Gly 


Leu 


Pro 


Lys 


Glu 








420 










425 










430 






Cys 


Leu 


Pro 


Thr 


Lys 


Ala 


Ser 


Ser 


Lys 


Ala 


Glu 


Leu 


Glu 


lie 


Ala 


Asn 






435 










440 










445 








Pro 


Pro 


Glu 


Leu 


Gin 


Lys 


His 


Leu 


Glu 


His 


Ala 


Pro 


Ser 


Pro 


Ser 


Asp 




450 










455 










460 










Val 


Ser 


Asn 


Ala 


Pro 


Glu 


Val 


Lys 


Ala 


Gly 


Val 


Asn 


Ser 


Asp 


Ser 


Pro 


465 








• 


470 










475 










480 


Asn 


Asn 


Cys 


Ser 


Gly 


Lys 


Lys 


Val 


Glu 


Pro 


Ser 


Ala 


Leu 


Ala 


Cys 


Arg 










485 










490 










495 




Ser 


Gin 


Asn 


Leu 


Lys 


Glu 


Ser 


Ser 


Val 


Lys 


Val 


Asp 


Asn 


Glu 


Ser 


Cys 








500 










505 










510 






Cys 


Ser 


Arg 


Ser 


Asn 


Asn 


Lys 


He 


Gin 


Asn 


Ala 


Pro 


Ser 


Arg 


Lys 


Ser 






515 










520 










525 








Val 


Leu 


Thr 


Asp 


Pro 


Ala 


Lys 


Leu 


Lys 


Lys 


Leu 


Gin 


Gin 


Ser 


Gly 


Glu 




530 










535 










540 










Ala 


Phe 


Val 


Gin 


Asp 


Asp 


Ser 


Cys 


Val 


Asn 


He 


Val 


Ala 


Gin 


Leu 


Pro 


545 










550 










555 










560 


Lys 


Cys 


Arg 


Glu 


Cys 


Arg 


Leu 


Asp 


Ser 


Leu 


Arg 


Lys 


Asp 


Lys 


Glu 


Gin 










565 










570 










575 





2867 



WO 01/57190 



PCT/US01/04098 



Gin Lys 


Asp 


Ser 


Pro 


Val 


Phe 


Cys 


Arg 


Phe 


Phe 


His 


Phe 


Arg 


Arg 


Leu 






580 










585 










590 






Gin Phe 


Asn 


Lys 


His 


Gly 


Val 


Leu 


Arg 


Val 


Glu 


Gly 


Phe 


Leu 


Thr 


Pro 




595 










600 










605 








As n Lys 


Tyr 


Asp 


Asn 


Glu 


Ala 


He 


Gly 


Leu 


Trp 


Leu 


Pro 


Leu 


Thr 


Lys 


610 










615 










620 










Asn Val 


Val 


Gly 


He 


Asp 


Leu 


Asp 


Thr 


Ala 


Lys 


Tyr 


He 


Leu 


Ala 


Asn 


625 








630 










635 










640 


lie Gly Asp 


His 


Phe 


Cys 


Gin 


Met 


Val 


He 


Ser 


Glu 


Lys 


Glu 


Ala 


Met 








645 










650 










655 




Ser Thr 


He 


Glu 


Pro 


His 


Arg 


Gin 


Val 


Ala 


Trp 


Lys 


Arg 


Ala 


Val 


Lys 






660 










665 










670 






Gly Val 


Arg 


Glu 


Met 


Cys 


Asp 


Val 


Cys 


Asp 


Thr 


Thr 


He 


Phe 


Asn 


Leu 




675 










680 










685 








His Trp 


Val 


Cys 


Pro 


Arg 


Cys 


Gly 


Phe 


Gly 


Val 


Cys 


Val 


Asp 


Cys 


Tyr 


690 










695 










700 










Arg Met 


Lys 


Arg 


Lys 


Asn 


Cys 


Gin 


Gin 


Gly 


Ala 


Ala 


Tyr 


Lys 


Thr 


Phe 


705 








710 










715 










720 


Ser Trp 


Leu 


Lys 


Cys 


Val 


Lys 


Ser 


Gin 


He 


His 


Glu 


Pro 


Glu 


Asn 


Leu 








725 










730 










735 




Met Pro 


Thr 


Gin 


He 


He 


Pro 


Gly 


Lys 


Ala 


Leu 


Tyr 


Asp 


Val 


Gly 


Asp 






740 










745 










750 






lie Val 


His 


Ser 


Val 


Arg 


Ala 


Lys 


Trp 


Gly 


lie 


Lys 


Ala 


Asn 


Cys 


Pro 




755 










760 










765 








Cys Ser 


Asn 


Arg 

—** 


Gin 


Phe 


Lys 


Leu 


Phe 


Ser 


Lys 


Pro 


Ala 


Ser 


Lys 


Glu 


770 










775 










780 










Asp Leu Lys 


Gin 


Thr 


Ser 


Leu 


Ala 


Gly 


Glu 


Lys 


Pro 


Thr 


Leu 


Gly 


Ala 


785 








790 










795 










800 


Val Leu 


Gin 


Gin 


Asn 


Pro 


Ser 


Val 


Leu 


Glu 


Pro 


Ala 


Ala 


Val 


Gly 


Gly 








805 










810 










815 




Glu Ala 


Ala 


Ser 


Lys 


Pro 


Ala 


Gly 


Ser 


Met 


Lys 


Pro 


Ala 


Cys 


Pro 


Ala 






820 










825 










830 






Ser Thr 


Ser 


Pro 


Leu 


Asn 


Trp 


Leu 


Ala 


Asp 


Leu 


Thr 


Ser 


Gly 


Asn 


Val 




835 










840 










845 








Asn Lys 


Glu 


Asn 


Lys 


Glu 


Lys 


Gin 


Pro 


Thr 


Met 


Pro 


He 


Leu 


Lys 


Asn 


850 










855 










860 










Glu He 


Lys 


Cys 


Leu 


Pro 


Pro 


Leu 


Pro 


Pro 


Leu 


Ser 


Lys 


Ser 


Ser 


Thr 


865 








870 










875 










880 


Val Leu 


His 


Thr 


Phe 


Asn 


Ser 


Thr 


He 


Leu 


Thr 


Pro 


Val 


Ser 


Asn 


Asn 








885 






- 




890 










895 




Asn Ser Gly 


Phe 


Leu 


Arg 


Asn 


Leu 


Leu 


Asn 


Ser 


Ser 


Thr 


Gly 


Lys 


Thr 






900 










905 










910 






Glu Asn Gly 


Leu 


Lys 


Asn 


Thr 


Pro 


Lys 


He 


Leu 


Asp 


Asp 


He 


Phe 


Ala 




915 










920 










925 








Ser Leu 


Val 


Gin 


Asn 


Lys 


Thr 


Thr 


Ser 


Asp 


Leu 


Ser 


Lys 


Arg 


Pro 


Gin 


930 










935 










940 










Gly Leu Thr 


He 


Lys 


Pro 


Ser 


He 


Leu 


Gly 


Phe 


Asp 


Thr 


Pro 


His 


Tyr 


945 








950 










955 










960 


Trp Leu 


Cys 


Asp 


Asn 


Arg 


Leu 


Leu 


Cys 


Leu 


Gin 


Asp 


Pro 


Asn 


Asn 


Lys 








965 










970 










975 




Ser Asn 


Trp 


Asn 


Val 


Phe 


Arg 


Glu 


Cys 


Trp 


Lys 


Gin 


Gly 


Gin 


Pro 


Val 






980 










985 










990 






Met Val 


Ser 


Gly 


Val 


His 


His 


Lys 


Leu 


Asn 


Ser 


Glu 


Leu 


Trp 


Lys 


Pro 




995 








1000 








1005 








Glu Ser 


Phe 


Arg 


Lys 


Glu 


Phe Gly 


Glu 


Gin 


Glu 


Val Asp 


Leu 


Val 


Asn 


1010 








1015 








1020 










Cys Arg 


Thr 


Asn 


Glu 


He 


He 


Thr 


Gly 


Ala 


Thr Val Gly 


Asp 


Phe 


Trp 


1.025 






1030 








1035 








1040 


Asp Gly Phe 


Glu 


Asp 


Val 


Pro 


Asn 


Arg 


Leu 


Lys 


Asn 


Glu 


Lys 


Glu 


Pro 






1045 








1050 








1055 




Met Val 


Leu 


Lys 


Leu 


Lys 


Asp 


Trp 


Pro 


Pro Gly Glu Asp 


Phe 


Arg Asp 




1060 








1065 








1070 






Met Met 


Pro 


Ser Arg 


Phe 


Asp Asp 


Leu 


Met 


Ala 


Asn 


He 


Pro 


Leu 


Pro 



1075 1080 1085 
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Glu Tyr Thr Arg Arg Asp Gly Lys Leu Asn Leu Ala Ser Arg Leu Pro 

1090 1095 1100 

Asn Tyr Phe Val Arg Pro Asp Leu Gly Pro Lys Met Tyr Asn Ala Tyr 
1105 1110 1115 1120 

Gly Leu lie Thr Pro Glu Asp Arg Lys Tyr Gly Thr Thr Asn Leu His 

1125 1130 1135 

Leu Asp Val Ser Asp Ala Ala Asn Val Met Val Tyr Val Gly lie Pro 

1140 1145 1150 

Lys Gly Gin Cys Glu Gin Glu Glu Glu Val Leu Lys Thr lie Gin Asp 

1155 1160 1165 

Gly Asp Ser Asp Glu Leu Thr lie Lys Arg Phe lie Glu Gly Lys Glu 

1170 1175 1180 

Lys Pro Gly Ala Leu Trp His lie Tyr Ala Ala Lys Asp Thr Glu Lys 
1185 1190 1195 1200 

lie Arg Glu Phe Leu Lys Lys Val Ser Glu Glu Gin Gly Gin Glu Asn 

1205 1210 1215 

Pro Ala Asp His Asp Pro lie His Asp Gin Ser Trp Tyr Leu Asp Arg 

1220 1225 1230 

Ser Leu Arg Lys Arg Leu His Gin Glu Tyr Gly Val Gin Gly Trp Ala 

1235 1240 1245 

He Val Gin Phe Leu Gly Asp Val Val Phe He Pro Ala Gly Ala Pro 

1250 1255 1260 

His Gin Val His Asn Leu Tyr Ser Cys He Lys Val Ala Glu Asp Phe 
1265 1270 1275 1280 

Val Ser Pro Glu His Val Lys His Cys Phe Trp Leu Thr Gin Glu Phe 

1285 1290 1295 

Arg Tyr Leu Ser Gin Thr His Thr Asn His Glu Asp Lys Leu Gin Val 

1300 1305 1310 

Lys Asn Val He Tyr His Ala Val Lys Asp Ala Val Ala Met Leu Lys 

1315 1320 1325 

Ala Ser Glu Ser Ser Phe Gly Lys Pro * 
1330 1335 1337 



<210> 1123 

<211> 568 

<212> PRT 

<213> Homo sapiens 



<400> 1123 



Met 


Pro 


Ser 


Thr 


Asp 


Leu 


Leu 


Met 


Leu 


Lys 


Ala 


Phe 


Glu 


Pro 


Tyr 


Leu 


1 








5 










10 










15 




Glu 


He 


Leu 


Glu 


Val 


Tyr 


Ser 


Thr 


Lys 


Ala 


Lys 


Asn 


Tyr 


Val 


Asn 


Gly 








20 










25 










30 






His 


Cys 


Thr 


Lys 


Tyr 


Glu 


Pro 


Trp 


Gin 


Leu 


He 


Ala 


Trp 


Ser 


Val 


Val 






35 










40 










45 








Trp 


Thr 


Leu 


Leu 


He 


Val 


Trp 


Gly 


Tyr 


Glu 


Phe 


Val 


Phe 


Gin 


Pro 


Glu 




50 










55 










60 










Ser 


Leu 


Trp 


Ser 


Arg 


Phe 


Lys 


Lys 


Lys 


Cys 


Phe 


Lys 


Leu 


Thr 


Arg 


Lys 


65 










70 










75 










80 


Met 


Pro 


He 


He 


Gly 


Arg 


Lys 


He 


Gin 


Asp 


Lys 


Leu 


Asn 


Lys 


Thr 


Lys 










85 










90 










95 




Asp 


Asp 


He 


Ser 


Lys 


Asn 


Met 


Ser 


Phe 


Leu 


Lys 


Val 


Asp 


Lys 


Glu 


Tyr 








100 










105 










110 






Val 


Lys 


Ala 


Leu 


Pro 


Ser 


Gin 


Gly 


Leu 


Ser 


Ser 


Ser 


Ala 


Val 


Leu 


Glu 






115 










120 










125 








Lys 


Leu 


Lys 


Glu 


Tyr 


Ser 


Ser 


Met 


Asp 


Ala 


Phe 


Trp 


Gin 


Glu 


Gly 


Arg 




130 










135 










140 










Ala 


Ser 


Gly 


Thr 


Val 


Tyr 


Ser 


Gly 


Glu 


Glu Lys 


Leu 


Thr 


Glu 


Leu 


Leu 


145 










150 










155 










160 


Val 


Lys 


Ala 


Tyr 


Gly 


Asp 


Phe 


Ala 


Trp 


Ser 


Asn 


Pro 


Leu 


His 


Pro 


Asp 



165 170 175 
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lie Phe 


Pro 


Gly 


Leu 


Arg 


Lys 


He 


Glu 


Ala 


Glu 


He 


Val 


Arg 


He 


Ala 






180 










185 










190 






Cys Ser 


Leu 


Phe 


Asn 


Gly 


Gly 


Pro 


Asp 


Ser 


Cys 


Gly 


Cys 


Val 


Thr 


Ser 




195 










200 










205 








Gly Gly 


Thr 


Glu 


Ser 


He 


Leu 


Met 


Ala 


Cys 


Lys 


Ala 


Tyr 


Arg 


Asp 


Leu 


210 










215 










220 










Ala Phe 


Glu 


Lys 


Gly 


He 


Lys 


Thr 


Pro 


Glu 


He 


Val 


Ala 


Pro 


Gin 


Ser 


225 








230 










235 










240 


Ala His 


Ala 


Ala 


Phe 


Asn 


Lys 


Ala 


Ala 


Ser 


Tyr 


Phe 


Gly 


Met 


Lys 


He 








245 










250 










255 




Val Arg 


Val 


Pro 


Leu 


Thr 


Lys 


Met 


Met 


Glu 


Val 


Asp 


Val 


Arg 


Ala 


Met 






260 










265 










270 






Arg Arg 


Ala 


He 


Ser 


Arg 


Asn 


Thr 


Ala 


Met 


Leu 


Val 


Cys 


Ser 


Thr 


Pro 




275 










280 










285 








Gin Phe 


Pro 


His 


Gly 


Val 


He 


Asp 


Pro 


Val 


Pro 


Glu 


Val 


Ala 


Lys 


Leu 


290 










295 










300 










Ala Val 


Lys 


Tyr 


Lys 


He 


Pro 


Leu 


His 


Val 


Asp 


Ala 


Cys 


Leu 


Gly 


Gly 


305 








310 










315 










320 


Phe Leu 


He 


Val 


Phe 


Met 


Glu 


Lys 


Ala 


Gly 


Tyr 


Pro 


Leu 


Glu 


His 


Pro 








325 










330 










335 




Phe Asp 


Phe 


Arg 


Val 


Lys 


Gly 


Val 


Thr 


Ser 


He 


Ser 


Ala 


Asp 


Thr 


His 






340 










345 










350 






Lys Tyr 


Gly 


Tyr 


Ala 


Pro 


Lys 


Gly 


Ser 


Ser 


Leu 


Val 


Leu 


Tyr 


Ser 


Asp 




355 










360 










365 








Lys Lys 


Tyr 


Arg 


Asn 


Tyr 


Gin 


Phe 


Phe 


Val 


Asp 


Thr 


Asp 


Trp 


Gin 


Gly 


370 










375 










380 










Gly He 


Tyr 


Ala 


Ser 


Pro 


Thr 


He 


Ala 


Gly 


Ser 


Arg 


Pro 


Gly 


Gly 


He 


385 








390 










395 










400 


Ser Ala 


Ala 


Cys 


Trp 


Ala 


Ala 


Leu 


Met 


His 


Phe 


Gly 


Glu 


Asn 


Gly 


Tyr 








405 










410 










415 




Val Glu 


Ala 


Thr 


Lys 


Gin 


He 


He 


Lys 


Thr 


Ala 


Arg 


Phe 


Leu 


Lys 


Ser 






420 










425 










430 






Glu Leu 


Glu 


Asn 


He 


Lys 


Gly 

** 


He 


Phe 


Val 


Phe 


Gly 


Asn 


Pro 


Gin 


Leu 




435 










440 


■ 








44 5 








Ser Val 


He 


Ala 


Leu 


Gly 


Ser 


Arg 


Asp 


Phe 


Asp 


He 


Tyr 


Arg 


Leu 


Ser 


450 










455 










460 










Asn Leu 


Met 


Thr 


Ala 


Lys 


Gly 


Trp 


Asn 


Leu 


Asn 


Gin 


Leu 


Gin 


Phe 


Pro 


465 








470 










475 










480 


Pro' Ser 


He 


His 


Phe 


Cys 


He 


Thr 


Leu 


Leu 


His 


Ala 


Arg 


Lys 


Arg 


Val 








485 










490 










495 




Ala He 


Gin 


Phe 


Leu 


Lys 


Asp 


He 


Arg 


Glu 


Ser 


Val 


Thr 


Gin 


He 


Met 






500 










505 










510 






Lys Asn 


Pro 


Lys 


Ala 


Lys 


Thr 


Thr 


Gly 


Met 


Gly 


Ala 


He 


Tyr 


Gly 


Met 




515 










520 










525 








Ala Gin 


Thr 


Thr 


Val 


Asp 


Arg 


Asn 


Met 


Val 


Ala 


Glu 


Leu 


Ser 


Ser 


Val 


530 










535 










540 










Phe Leu 


Asp 


Ser 


Leu 


Tyr 


Ser 


Thr 


Asp 


Thr 


Val 


Thr 


Gin 


Gly 


Ser 


Gin 


545 








550 










555 










560 


Met Asn 


Gly 


Ser 


Pro 


Lys 


Pro 


His 



















565 568 



<210> 1124 

<211> 931 

<212> PRT 

<213> Homo sapiens 



<400> 1124 

Met Lys He Gin Lys Lys Leu Thr Gly Cys Ser Arg Leu Met Leu Leu 

1 5 10 15 

Cys Leu Ser Leu Glu Leu Leu Leu Glu Ala Gly Ala Gly Asn He His 

20 25 30 
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Tyr 


Ser 


Val 


Pro 


Glu 


Glu 


Thr Asp 


Lys 


Gly 


Ser Phe 


Val 


Gly Asn 


lie 






35 








40 








45 








Ala 


Lys 


Asp 


Leu 


Gly 


Leu 


Gin Pro 


Gin 


Glu 


Leu Ala Asp 


Gly Gly 


Val 




50 










55 






60 










Arg 


He 


Val 


Ser 


Arg 


Gly 


Arg Met 


Pro 


Leu 


Phe Ala 


Leu 


Asn 


Pro 


Arg 


65 










70 








75 








80 


Ser 


Gly 


Ser 


Leu 


He 


Thr 


Ala Arg 


Arg 


He 


Asp Arg 


Glu 


Glu 


Leu 


Cys 










85 








90 








95 




Ala 


Gin 


Ser 


Met 


Pro 


Cys 


Leu Val 


Ser 


Phe 


Asn He 


Leu 


Val 


Glu 


Asp 








100 








105 








110 






Lys 


Met 


Lys 


Leu 


Phe 


Pro 


Val Glu 


Val 


Glu 


He He 


Asp 


He 


Asn 


Asp 






115 








12 0 








125 








Asn 


Thr 


Pro 


Gin 


Phe 


Gin 


Leu Glu 


Glu 


Leu 


Glu Phe 


Lys 


Met 


Asn 


Glu 




130 










135 






140 










He 


Thr 


Thr 


Pro 


Gly 


Thr 


Arg Val 


Ser 


Leu 


Pro Phe 


Gly 


Gin Asp 


Leu 


145 










150 








155 








160 


Asp 


Val 


Gly 


Met 


Asn 


Ser 


Leu Gin 


Ser 


Tyr 


Gin Leu 


Ser 


Ser 


Asn 


Pro 










165 








170 








175 




His 


Phe 


Ser 


Leu 


Asp 


Val 


Gin Gin 


Gly 


Ala 


Asp Gly Pro 


Gin 


His 


Pro 








180 








185 








190 






Glu 


Met 


Val 


Leu 


Gin 


Ser 


Pro Leu 


Asp 


Arg 


Glu Glu 


Glu 


Ala 


Val 


His 






195 








200 








205 








His 


Leu 


He 


Leu 


Thr 


Ala 


Ser Asp 


Gly 


Gly 


Glu Pro 


Val 


Arg 


Ser 


Gly 




210 










215 






220 










Thr 


Leu 


Arg 


He 


Tyr 


He 


Gin Val 


Val 


Asp 


Ala Asn Asp 


Asn 


Pro 


Pro 


225 










230 








235 








240 


Ala 


Phe 


Thr 


Gin 


Ala 


Gin 


Tyr His 


He 


Asn 


Val Pro 


Glu 


Asn 


Val 


Pro 










245 








250 








255 




Leu 


Gly 


Thr 


Gin 


Leu 


Leu 


Met Val 


Asn 


Ala 


Thr Asp 


Pro 


Asp 


Glu 


Gly 








260 








265 








270 






Ala 


Asn 


Gly 


Glu 


Val 


Thr 


Tyr Ser 


Phe 


His 


Asn Val 


Asp 


His 


Arg 


Val 






275 








280 








285 








Ala 


Gin 


lie 


Phe 


Arg 


Leu 


Asp Ser 


Tyr 


Thr 


Gly Glu 


He 


Ser 


Asn 


Lys 




290 










295 






300 










Glu 


Pro 


Leu 


Asp 


Phe 


Glu 


Glu Tyr 

IB 


Lys 


Met 


Tyr Ser 


Met 


Glu 


Val 


Gin 


305 










310 








315 








320 


Ala 


Gin 


Asp 


Gly 


Ala 


Gly 


Leu Met 


Ala 


Lys 


Val Lys 


Val 


Leu 


He 


Lys 










325 








330 








335 




Val 


Leu 


Asp 


Val 


Asn 


Asp 


Asn Ala 


Pro 


Glu 


Val Thr 


He 


Thr 


Ser 


Val 








340 








345 








350 






Thr 


Thr 


Ala 


Val 


Pro 


Glu 


Asn Phe 


Pro 


Pro 


Gly Thr 


lie 


He 


Ala 


Leu 






355 








360 








365 








He 


Ser 


Val 


His 


Asp 


Gin 


Asp Ser 


Gly 


Asp 


Asn Gly Tyr 


Thr 


Thr 


Cys 




370 










375 






380 










Phe 


He 


Pro 


Gly 


Asn 


Leu 


Pro Phe 


Lys 


Leu 


Glu Lys 


Leu 


Val 


Asp 


Asn 


385 










390 








395 








400 


Tyr 


Tyr 


Arg 


Leu 


val 


Thr 


Glu Arg 


Thr 


Leu 


Asp Arg 


Glu 


Leu 


He 


Ser 










405 








410 








415 




Gly 


Tyr 


Asn 


He 


Thr 


He 


Thr Ala 


He 


Asp 


Gin Gly Thr 


Pro 


Ala 


Leu 








420 








425 








430 






Ser 


Thr 


Glu 


Thr 


His 


He 


Ser Leu 


Leu 


Val 


Thr Asp 


lie 


Asn Asp 


Asn 






435 








440 








445 








Ser 


Pro 


Val 


Phe 


His 


Gin 


Asp Ser 


Tyr 


Ser 


Ala Tyr 


lie 


Pro 


Glu 


Asn 




450 










455 






460 










Asn 


Pro 


Arg 


Gly 


Ala 


Ser 


He Phe 


Ser 


Val 


Arg Ala His 


Asp 


Leu 


Asp 


465 










470 








475 






♦ 


480 


Ser 


Asn 


Glu 


Asn 


Ala 


Gin 


He Thr 


Tyr 


Ser 


Leu He 


Glu 


Asp 


Thr 


lie 










485 








490 








495 




Gin 


Gly 


Ala 


Pro 


Leu 


Ser 


Ala Tyr 


Leu 


Ser 


lie Asn 


Ser 


Asp 


Thr 


Gly 








500 








505 








510 






Val 


Leu 


Tyr 


Ala 


Leu 


Arg 


Ser Phe 


Asp 


Tyr 


Glu Gin Phe 


Arg Asp 


Met 






515 








520 








525 








Gin 


Leu 


Lys 


Val 


Met 


Ala 


Arg Asp 


Ser 


Gly 


Asp Pro 


Pro 


Leu 


Ser 


Ser 




530 










535 






540 
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Asn 


Val 


Ser 


Leu 


Ser 


Leu 


Phe 


Leu 


Leu Asp 


Gin Asn 


Asp Asn Ala Pro 


545 










550 








555 


560 


Glu 


He 


Leu 


Tyr 


Pro 


Ala 


Leu 


Pro 


Thr Asp 


Gly Ser 


Thr Gly Val Glu 










565 








570 




575 


Leu 


Ala 


Pro 


Leu 


Ser 


Ala 


Glu 


Pro 


Gly Tyr 


Leu Val 


Thr Lys Val Val 








580 










585 




590 


Ala 


Val 


Asp 


Arg 


Asp 


Ser 


Gly 


Gin 


Asn Ala 


Trp Leu 


Ser Tyr Arg Leu 






595 










600 






605 


Leu 


Lys 


Ala 


Ser 


Glu 


Pro 


Gly 


Leu 


Phe Ser 


Val Gly 


Leu His Thr Gly 




610 










615 






620 




Glu 


Val 


Arg 


Thr 


Ala 


Arg 


Ala 


Leu 


Leu Asp 


Arg Asp 


Ala Leu Lys Gin 


€25 










630 








635 


640 


Ser 


Leu 


Val 


Val 


Ala 


Val 


Gin 


Asp 


His Gly 


Gin Pro 


Pro Leu Ser Ala 










645 








650 




655 


Thr 


Val 


Thr 


Leu 


Thr 


Val 


Ala 


Val 


Ala Asp 


Arg lie 


Ser Asp He Leu 








660 










665 




670 


Ala 


Asp 


Leu 


Gly 


Ser 


Leu 


Glu 


Pro 


Ser Ala 


Lys Pro 


Asn Asp Ser Asp 






675 










680 






685 


Leu 


Thr 


Leu 


Tyr 


Leu 


Val 


Val 


Ala 


Ala Ala 


Ala Val 


Ser Cys Val Phe 




690 










695 






700 




Leu 


Ala 


Phe 


Val 


He 


Val 


Leu 


Leu 


Ala His 


Arg Leu 


Arg Arg Trp His 


705 










710 








715 


720 


Lys 


Ser 


Arg 


Leu 


Leu 


Gin 


Ala 


Ser 


Gly Gly 


Gly Leu 


Ala Ser Met Pro 










725 








730 




735 


Gly 


Ser 


His 


Phe 


Val 


Gly 


Val 


Asp 


Gly Val 


Arg Ala 


Phe Leu Gin Thr 








740 










745 




750 


Tyr 


Ser 


His 


Glu 


Val 


Ser 


Leu 


Thr 


Ala Asp 


Ser Arg 


Lys Ser His Leu 






755 


• 








760 






765 


lie 


Phe 


Pro 


Gin 


Pro 


Asn 


Tyr 


Ala 


Asp Thr 


Leu He 


Ser Gin Glu Ser 




770 










775 






780 




Cys 


Glu 


Lys 


Lys 


Gly 


Phe 


Leu 


Ser 


Ala Pro 


Gin Ser 


Leu Leu Glu Asp 


785 










790 








795 


800 


Lys 


Lys 


Glu 


Pro 


Phe 


Ser 


Gin 


Gin 


Ala Pro 


Pro Asn 


Thr Asp Trp Arg 










805 








810 




815 


Phe 


Ser 


Gin 


Ala 


Gin 


Arg 


Pro 


Gly 


Thr Ser 


Gly Ser 


Gin Asn Gly Asp 








820 










825 




830 


Asp 


Thr 


Gly 


Thr 


Trp 


Pro 


Asn 


Asn 


Gin Phe 


Asp Thr 


Glu Met Leu Gin 






835 










840 






845 


Ala 


Met 


He 


Leu 


Ala 


Ser 


Ala 


Ser 


Glu Ala 


Ala Asp 


Gly Ser Ser Thr 




850 










855 






860 




Leu 


Gly 


Gly 


Gly 


Ala 


Gly 


Thr 


Met 


Gly Leu 


Ser Ala 


Arg Tyr Gly Pro 


865 










870 








875 


880 


Gin 


Phe 


Thr 


Leu 


Gin 


His 


Val 


Pro 


Asp Tyr 


Arg Gin 


Asn Val Tyr He 










885 








890 




895 


Pro 


Gly 


Ser 


Asn 


Ala 


Thr 


Leu 


Thr 


Asn Ala 


Ala Gly 


Lys Arg Asp Gly 








900 










905 




910 


Lys 


Ala 


Pro 


Ala 


Gly 


Gly 


Asn 


Gly 


Asn Lys 


Lys Lys 


Ser Gly Lys Lys 






915 










920 






925 


Glu 


Lys 


Lys 



















930 931 



<210> 1125 

<211> 1262 

<212> PRT 

<213> Homo sapiens 



<400> 1125 

Met Asp Gin Met Pro Pro Tyr Tyr Ala Ala Ser His Lys Leu He Ala 

1 5 10 15 

Leu Ala He Cys Lys Leu He His He Thr He Glu Pro Leu Tyr Arg 

20 25 30 
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Ser Val Thr Ser 
35 

Pro Cys Asp Ser 
50 

Lys Gly Ala Lys 
65 

Pro Lys Gin Ala 

Met Phe Cys Tyr 

100 

Ala Lys Val Val 
115 

Asp Gly Ser Lys 
130 

Cys Leu Leu Ser 
145 

Met Asp Cys Asn 

Thr Phe Pro Tyr 

180 

Glu Thr Tyr Asn 
195 

lie Asp Arg Ala 
210 

Lys Pro Ser Gly 
225 

lie Leu Phe Asp 
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210 










215 










220 










Gin 


Leu 


Glu Asp 


Ala 


He 


Arg 


Leu 


Lys 


Glu 


He 


Ser 


Glu Arg 


Gin 


Leu 


225 










230 










235 










240 


Glu 


Glu 


Ala 


Leu 


Glu 


Thr 


Leu 


Lys 


Thr 


Glu 


Arg Glu 


Gin Lys 


Asn 


Ser 










245 










250 










255 




Leu 


Arg 


Lys 


Glu 


Leu 


Ser 


His 


Tyr 


Met 


Ser 


He 


Asn 


Asp 


Ser 


Phe 


Tyr 








260 










265 










270 






Thr 


Ser 


His 


Leu 


His 


Val 


Ser 


Leu 


Asp 


Gly 


Leu 


Lys 


Phe 


Ser 


Asp 


Asp 






275 










280 










285 








Ala 


Ala 


Glu 


Pro 


Asn 


Asn 


Asp 


Ala 


Glu 


Ala 


Leu 


Val 


Asn Gly 


Phe 


Glu 




290 










295 










300 










His 


Gly 


Gly Leu 


Ala 


Lys 


Leu 


Pro 


Leu 


Asp 


Asn 


Lys 


Thr 


Ser 


Thr 


Pro 


305 










310 










315 










320 


Lys 


Lys 


Glu Gly 


Leu 


Ala 


Pro 


Pro 


Ser 


Pro 


Ser 


Leu 


Val 


Ser 


Asp 


Leu 










325 










330 










335 




Leu 


Ser 


Glu 


Leu 


Asn 


He 


Ser 


Glu 


He 


Gin 


Lys 


Leu 


Lys 


Gin 


Gin 


Leu 








340 










345 










350 






Met 


Gin 


Met 


Glu 


Arg 


Glu 


Lys 


Ala 


Gly 


Leu 


Leu 


Ala 


Thr 


Leu 


Gin 


Asp 






355 










360 










365 








Thr 


Gin 


Lys 


Gin 


Leu 


Glu 


His 


Thr 


Arg 


Gly 


Ser 


Leu 


Ser 


Glu 


Gin 


Gin 




370 










375 










380 










Glu 


Lys 


Val 


Thr 


Arg 


Leu 


Thr 


Glu 


Asn 


Leu 


Ser 


Ala 


Leu Arg 


Arg 


Leu 


385 










390 










395 










400 


Gin 


Ala 


Ser 


Lys 


Glu 


Arg 


Gin 


Thr 


Ala 


Leu 


Asp Asn 


Glu Lys 


Asp 


Arg 










405 










410 










415 




Asp 


Ser 


His 


Glu 


Asp 


Gly 


Asp 


Tyr 


Tyr 


Glu 


Val 


Asp 


He 


Asn 


Gly 


Pro 








420 










425 










430 






Glu 


lie 


Leu 


Ala 


Cys 


Lys 


Tyr 


His 


Val 


Ala 


Val 


Ala 


Glu 


Ala 


Gly 


Glu 






435 










440 










445 








Leu 


Arg 


Glu 


Gin 


Leu 


Lys 


Ala 


Leu 


Arg 


Ser 


Thr 


His 


Glu 


Ala 


Arg 


Glu 




450 










455 










460 










Ala 


Gin 


His 


Ala 


Glu 


Glu 


Lys 


Gly 


Arg 


Tyr 


Glu 


Ala 


Glu Gly 


Gin 


Ala 


465 










470 










475 










480 


Leu 


Thr 


Glu 


Lys 


Val 


Ser 


Leu 


Leu 


Glu 


Lys 


Ala 


Ser 


Arg 


Gin 


Asp 


Arg 










485 










490 










495 




Glu 


Leu 


Leu 


Ala 


Arg 


Leu 


Glu 


Lys 


Glu 


Leu 


Lys 


Lys 


Val 


Ser 


Asp 


Val 








500 










505 










510 
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Ala 


Gly 


Glu 


Thr 


Gin Gly Ser 


Leu 


Ser Val Ala Gin Asp 


Glu 


Leu 


Val 






515 










520 


525 








Thr 


Phe 


Ser 


Glu 


Glu 


Leu 


Ala 


Asn 


Leu Tyr His His Val 


Cys 


Met 


Cys 




530 










535 




540 








Asn 


Asn 


Glu 


Thr 


Pro Asn Arg 


Val 


Met Leu Asp Tyr Tyr 


Arg 


Glu 


Gly 


545 










550 






555 






560 


Gin 


Gly 


Gly 


Ala 


Gly Arg Thr 


Ser 


Pro Gly Gly Arg Thr 


Ser 


Pro 


Glu 










565 








570 




575 




Ala 


Arg 


Gly 


Arg 


Arg 


Ser 


Pro 


He 


Leu Leu Pro Lys Gly 


Leu 


Leu 


Ala 








580 










585 


590 






Pro 


Glu 


Ala 


Gly 


Arg Ala Asp 


Gly 


Gly Thr Gly Asp Ser 


Ser 


Pro 


Ser 






595 










600 


605 








Pro 


Gly 

■a 


Ser 


Ser 


Leu 


Pro 


Ser 


Pro 


Leu Ser Asp Pro Arg 


Arg 


Glu 


Pro 




610 










615 




620 








Met 


Asn 


lie 


Tyr 


Asn 


Leu 


He 


Ala 


He He Arg Asp Gin 


He 


Lys 


His 


625 










630 






635 






640 


Leu 


Gin 


Ala 


Ala 


Val 


Asp 


Arg 


Thr 


Thr Glu Leu Ser Arg 


Gin 


Arg 


He 










645 








650 




655 




Ala 


Ser 


Gin 


Glu 


Leu Gly Pro 


Ala 


Val Asp Lys Asp Lys 


Glu 


Ala 


Leu 








660 










665 


670 






Met 


Glu 


Glu 


lie 


Leu Lys 


Leu 


Lys 


Ser Leu Leu Ser Thr 


Lys 


Arg 


Glu 






675 










680 


685 








Gin 


lie 


Thr 


Thr 


Leu Arg 


Thr 


Val 


Leu Lys Ala Asn Lys 


Gin 


Thr 


Ala 




690 










695 




700 








Glu 


Val 


Ala 


Leu 


Ala 


Asn 


Leu 


Lys 


Ser Lys Tyr Glu Asn 


Glu 


Lys 


Ala 


705 










710 






715 






720 


Met 


Val 


Thr 


Glu 


Thr 


Met 


Met 


Lys 


Leu Arg Asn Glu Leu 


Lys 


Ala 


Leu 










725 








730 




735 




Lys 


Glu 


Asp 


Ala 


Ala 


Thr 


Phe 


Ser 


Ser Leu Arcr Ala Met 


Phe 


Ala 


Thr 








740 










745 


750 






Arg 


Cys 


Asp 


Glu 


Tyr 


He 


Thr 


Gin 


Leu Asp Glu Met Gin 


Arg 


Gin 


Leu 






755 










760 


765 








Ala 


Ala 


Ala 


Glu 


Asp 


Glu 


Lys 


Lys 

2 


Thr Leu Asn Ser Leu 


Leu 


Arq 


Met 




770 










775 




780 








Ala 


lie 


Gin 


Gin 


Lys 


Leu 


Ala 


Leu 


Thr Gin Arg Leu Glu 


Leu 


Leu 


Glu 


785 










790 






795 






800 


Leu 


Asp 


His 


Glu 


Gin 


Thr 


Arg 


Arg 


Gly Arg Ala Lys Ala 


Ala 


Pro 


Lys 










805 








810 




815 




Thr 


Lys 


Pro 


Ala 


Thr 


Pro 


Ser 


Val 


Ser His Thr Cys Ala 


Cys 


Ala 


Ser 








820 










825 


830 






Asp 


Arg 


Ala 


Glu 


Gly Thr 


Gly 


Leu 


Ala Asn Gin Val Phe 


Cys 


Ser 


Glu 






835 










840 


845 








Lys 


His 


Ser 


lie 


Tyr Cys 


Asp 


* 











850 855 



<210> 1129 
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<212> PRT 

<213> Homo sapiens 



<400> 1129 



Met 


Val 


Lys 


Val 


Val 


Pro 


Ala 


Thr 


Arg 


Gly Asn Leu Pro 


Arg 


Ser 


Gin 


1 








5 










10 










15 




Leu 


Thr 


Gly 


Thr 


His 


Gin 


His 


Cys 


Gin 


Pro 


Arg 


Glu 


Pro 


Lys 


He 


Thr 








20 










25 










30 






Ala 


Ser 


Glu 


Arg 


Leu 


Arg 


Arg 


Arg 


Pro Arg 


Ala 


Thr 


Ala 


Arg 


Leu 


Arg 






35 










40 










45 








Ala 


His 


Ala 


Ala 


Pro 


Pro 


Glu 


Pro 


Pro 


Leu 


Ala 


Val 


Phe 


Ala 


Pro 


Pro 




50 










55 










60 










Ser 


Asp 


Arg 


Lys 


Glu 


Leu 


Leu 


Ala 


Leu 


Pro 


Val 


Ala 


Cys 


Asp 


Pro 


Val 


65 










70 










75 










80 
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He 


Ala 


Ser 


Val 


Met 


Ser Trp Val Gin Ala Ala Ser Leu 


He 


Gin Gly 










85 


90 




95 




Pro 


Gly 


Asp 


Lys 


Gly 


Asp Val Phe Asp Glu Glu Ala Asp 


Glu 


Ser 


Leu 








100 




105 


110 






Leu 


Ala 


Gin 


Arcr 


Glu 


Trp Gin Ser Asn Met Gin Arg Arg 


Val 


Lys 


Glu 






115 






120 125 








Gly Tyr 


Arcr 


ASD 


Glv 


He Asp Ala Glv Lys Ala Val Thr 


Leu 


Gin 


Gin 




130 








135 140 








Gly 


Phe 


Asn 


Gin 


Glv 


Tvr Lvs Lvs Glv Ala Glu Val He 


Leu 


Asn 


Tyr 


145 










150 155 






160 


Gly Arg 


Leu 


Arcr 


Gly 


Thr Leu Ser Ala Leu Leu Ser Trp 


Cys 


His 


Leu 










165 


170 




175 




rllS 




Asn 


Asn 


Ser 


Thr Leu He Asn Lys He Asn Asn 


Leu 


Leu Asp 








180 

•A. w w 




185 


190 






Ala 


val 


Glv 


Gin 


Cvs 


Glu Glu Tvr Val Leu Lvs His Leu 


Lys 


Ser 


He 






195 






200 205 








Thr 


Pro 


Pro 


Ser 


His 

AA *v 


Val Val Asp Leu Leu Asp Ser He 


Glu Asp Met 




210 








215 220 








Asp 


Leu 




His 




Val Pro Ala Glu Lvs Lvs He Asp 


Glu 


Ala 


Lys 


225 










2^0 235 






240 


Asp 


Glu 


Arcr 




Cvs 


Glu Asn Asn Ala Glu Phe Asn Lvs 


Asn Cys 


Ser 










245 


250 




255 




Lys 


Ser 


His 


i—/ w-l- 


Glv 


He Asd Cvs Ser Tvr Val Glu Cvs 


Cys Arg 


Thr 








OCA 
ZD U 




ICC 
ZOO 


270 






Gin 


Glu 


His 


Ala 


His 


Ser Glu Asn Pro Ser Pro Thr Trp 


He 


Leu 


Glu 






275 






280 285 








Gin 


Thr 


Ala 


Ser 


Leu 


Val Lys Gin Leu Gly Leu Ser Val 


Asp 


Val 


Leu 




290 








295 300 








Gin 


His 


Leu 


Lys 


Gin 


Leu 








305 










310 
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<400> 1130 










He 


Trp 


Pro 


Ser 


Arg 


Pro Arg He Arg His Glu Arg Pro 


Ala Ser 


Glu 


1 








5 


10 


15 




Arg 


Glu 


Cys 


Ser 


Leu 


Cys Gin Arg Leu Lys Arg Glu Leu 


Asn Met 


Gly 








20 




25 


30 




Asp 


Val 


Glu 


Lys 


Gly 


Lys Lys He Phe He Met Lys Cys 


Ser Gin Cys 






35 






40 45 






His 


Thr 


Val 


Glu 


Lys 


Gly Gly Lys His Lys Ala Gly Pro 


Thr Leu 


His 




50 








55 60 






Gly Leu 


Phe 


Gly 


Arg 


Lys Thr Gly Gin Ala Pro Gly Tyr 


Ser Tyr 


Thr 


65 










70 75 




80 


Ala 


Ala 


Asn 


Lys 


Asn 


Lys Gly He He Trp Gly Glu Asp 


Thr Leu 


Met 










85 


90 


95 




Glu 


Tyr 


Leu 


Glu 


Asn 


Pro Lys Lys Tyr He Pro Gly Thr 


Lys Met 


He 








100 




105 


110 




Phe 


Val 


Gly 


He 


Lys 


Lys Lys Glu Glu Arg Ala Asp Leu 


He Ala 


Tyr 






115 






120 125 






Leu 


Lys 


Lys 


Ala 


Thr 


Asn Glu 








130 








135 
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Met 


His Ala 


Tyr 


Val 
5 


Ser 


Leu 


Asp 


Pro 


1 

Pro 


Gly Asp 


Gly 


Arg 


Gin 


Ser 


Arg 


Arq 






20 










25 


Arq 


Ala Arg 


Cys 


Arg 


Arg 


Gly 


Thr 


Ala 




35 










40 




Leu 


Ala Gly 


Glu 


Asp 


Ala 


Leu 


Val 


Ser 




50 








55 






Lvs 


Val Leu 


Pro 


Glu 


Pro 


Pro 


Lys 


Asp 


65 








70 








Lys 


Val Glu 


Pro 


Phe 


Ser 


Gly 


Thr 


Lys 








85 










lie 


Thr Glu 


Val 


Asp 


Ser 


Val 


Gly 


Pro 






100 

JLr W V 










105 


Ala 


Ser Gin 


Tvr 

jt 


Ala 


His 


Pro 


Cys 


Pro 




115 










120 

JL. tfO \J 




Thr 


Glu Pro 


Pro 


Ser 


Glu 


Pro 


Pro 


Arcr 




130 

J- — ✓ W 








135 

JL. w 






ArCX 


Ala Lvs 


Phe 


Asp 


Pro 


Arcr 


Val 


Thr 


145 

J- "X J 








150 








Leu 


He Gly 


Arcr 


Glv 


Ser 


Phe 


Ser 


Arcr 








165 










Ala 

** JU 


Thr Arcr 


Gin 


Pro 


Tvr 


Ala 


He 


Lvs 






180 

•J- O V 










185 

-L <J .J 


Glu 

>J V#» 


Glv Arcr 


Glu 


Val 


Cvs 


Glu 

U Ala W<fc 


Ser 


Glu 

VJ >1< u 




195 
_/ -j 










200 

b u u 




Arcr 


His Ala 


Asn 


He 


He 


Gin 

w >J— 


Leu 


Val 




210 








215 






Arq 


Val Tyr 


Met 


Val 


Met 


Glu 


Leu 


Ala 


225 

<6 A -J 








230 

JLl W w 








Arcr 


He He 


Ala 


Lvs 


Glv 


Ser 

Vp* X- 


Phe 


Thr 








245 










Leu 


Gin Met 


Val 


Leu 


Asp 


Gly 


Val 


Ara 






260 










265 


Thr 


His Arcr 


Asp 


Leu 


Lvs 
2 


Pro 


Glu 


Asn 




275 










280 




Thr 


Asp Ser 


Lys 


He 


He 


He 


Thr 


Asp 




290 








295 






Lys 


Lys Gly 


Asp 


Asp 


Cys 


Leu 


Met 


LVS 


305 








310 








Tvr 


He Ala 


Pro 


Glu 


Val 


Leu 


Val 


Arg 








325 










Asp 


Met Trp 


Ala 


Leu 


Gly 


Val 


He 


Ala 






340 










345 


Met 


Pro Phe 


Glu 


Asp 


Asp 


Asn 


Arg 


Thr 




355 










360 




Arq 
— > 


Glv Lvs 


Tyr 


Ser 


Tyr 


Ser 


Gly 


Glu 




370 








375 






Leu 


Ala Lys 


Asp 


Phe 


He 


Asp 


Arcr 


Leu 


385 








390 








Arg 


Met Thr 


Ala 


Leu 


Gin 


Ala 


Leu 


Arg 








405 










Ala 


Ala Ser 


Ser 


Ser 


Met 


Lys 


Asn 


Leu 






420 










425 


Leu 


Leu Lys 


Arg 


Ala 


Ser 


Ser 


Arg 


Cys 




435 










440 




Ser 


Thr Arg 


Ser 


Ser 


Arg 


Ser 


Thr 


Arg 




450 








455 






Arg 


Glu Arg 


Glu 


Leu 


Arg 


Glu 


Leu 


Asn 
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Leu 


Glu 


Arg 


Pro 


Leu 


Pro 


Leu 


10 










15 




Asp 

XT 


Ala 


Glu 


Glu 


Pro 


Ala 


Ala 










30 






Phe 


Arg 


Ala 


Gly 


Pro 


Ala 


Ser 








45 








Val 


Met 


Gly 


Cys 

2 


Gly 


Thr 


Ser 






60 










Val 


Gin 


Leu 


Asp 


Leu 


Val 


Lys 




75 










80 


Ser 


Asp 


Val 


Tvr 


Lvs 


His 


Phe 


90 










95 




Val 


Lys 


Ala 


Gly 


Phe 


Pro 


Ala 










110 

JU JU V 






Gly 


Pro 


Pro 


Thr 


TVla 


Glv 

2 


His 








125 

JU «j 








Arcr 


Ala 


Arcr 


Val 


Ala 


Lvs 


Tvr* 






140 

Jl. TT W 










Ala 


LVS 


Tvr 


Asp 


He 

-L. -I- V-« 


Lys 


Ala 




155 

JU «JI 










160 
j. 0 \j 


Val 


Val 


Arq 


Val 


Glu 

VJ J« u* 


His 


Arcr 


170 










17c 




Met 


He 


Glu 


Thr 


Lvs 

jj y »j 


Tvr 


Arcr 










1 90 

-L .7 w 






Leu 


Arq 


Val 


Leu 


Arcr 


Arcr 


Val 








20R 








Glu 


Val 

V Ci J* 


Phe 


Glu 


Thr 


Gin 


Glu 






220 

A «l W 










Thr 


Glv 


Glv 


Glu 

W JU KJL 


T,eu 


Phe 


lO £r 




235 










240 

b \J 


Glu 


Arcr 


As D 

**tJ k</ 


Ala 


Thr 




Val 

v CL JU 


250 










255 




Tvr 


Leu 


His 


Ala 


Leu 


Glv 

UJ " JT 


He 










270 






Leu 


Leu 


Tvr 


Tvr 

2 


His 


Pro 


Glv 








285 

*i W J 








Phe 


Glv 


Leu 


Ala 


Ser 


Ala 


Arcr 






300 










Thr 


Thr 


Cvs 


Glv 


Thr 


Pro 


Glu 




315 










320 

*Jr &i W 


LVS 

2 " 


Pro 


Tvr 


Thr 


Asn 


Ser 


Val 


330 










335 




Tyr 

2 


He 


Leu 


Leu 


Ser 


Glv 


Thr 










350 

^ -J' w 






Arq 


Leu 


Tyr 


Arq 


Gin 


He 


Leu 








365 








Pro 


Trp 

It 


Pro 


Ser 


Val 


Ser 


Asn 






380 

V W 










Leu 


Thr 


Val 


Asp 


Pro 


Glv 


Ala 




•3QC 

J 










*± u u 


His 


Pro 


Trp 


Val 


Val 


Ser 


Met 


410 










415 




His 


Arg 


Ser 


He 


Ser 


Gin 


Asn 










430 






Gin 


Ser 


Thr 


Lys 


Ser 


Ala 


Gin 








445 








Ser 


Asn 


Lys 


Ser 


Arg 


Arg 


Val 






460 










Leu 


Arg 


Tyr 


Gin 


Gin 


Gin 


Tyr 




475 










480 
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<210> 1132 
<211> 423 
<212> PRT 

<213> Homo sapiens 



<400> 1132 
Met Phe Ala Asp 
1 

Pro Thr Val Pro 

20 

lie Gly lie Ser 
35 

lie Val Gin Val 
50 

Ala Ala Gly Asp 
65 

Lys Thr Lys Val 

Val Thr lie His 

100 

Ser Leu Asp lie 
115 

Met Ser Ser Gly 
130 

Cys Asn Asp Gly 
145 

Glu Leu Tyr Lys 

Phe Tyr Glu Leu 

180 

Cys Ala Phe Gly 
195 

Pro Ala Ala Ser 
210 

lie Glu Lys Phe 
225 

Thr Asp Leu Asn 

Thr He Lys Lys 

260 

Leu Lys Val Lys 
275 

Gly Glu Pro Leu 
290 

He Leu Arg Cys 
305 

Lys Asp Val Leu 

Asp He Val Phe 

340 

Tyr Asn Asp Cys 
355 

Glu Val Asp Leu 
370 

Glu Phe Thr Asp 
385 

Gly Glu Pro Ser 



Leu 




Tvr Asd 


c 






Glv 

VjX y 




Val Thr 

vai x iiJL 


He 


Gly 


Gly Gly 






40 






noil 111X> 






DO 


CZ~l ii 
VJJ.U 


lie 


inx vrxy 




/ u 






Val 

val 


nid uya 








iyr 


7\ on 
f-ioll 


i-iyo JjcU 


Val 


Leu 


Lys Lys 






120 


Thr 


Ala 


Apjti Ala 

rtoy nlCl 






Ijj 


TiF&l 1 
JLIC LI 


V CL _L 










Glv 
wx y 




lui vjrxu. 


ID J 








Ulil 


lui. n_L o 


Asp 


Val 


Phe Ser 






200 


Glu 


Ala 


Phe Val 






215 


Glv 


He 


Ar"Cf Leu 




230 




Thr 


Tyr 


Leu Asn 


245 






Tyr 


Leu 


Asp Val 


Glu 


Met 


Asp Asp 






280 


Tyr 


Arg 


Val Ser 






295 


Arg 


Gin 


Glu Ala 




310 




Glu 


Lys 


Met Glu 


325 






Gin 


Leu 


Gin Arg 


Tyr 


Ala 


Val Leu 






360 


Ala 


His 


Thr Thr 






375 


Gly 


Glu 


Glu Glu 




390 




Arg 


Asp 


Thr Arg 


405 







He Glu Glu Asp 
10 

Leu Gin Lys Asp 
25 

Ala Gin Tyr Cys 

Pro Ala Ala Leu 

60 

Val Asn Gly Arg 
75 

Met He Gin Glu 
90 

Gin Ala Asp Pro 
105 

Val Lys His Arg 

Leu Gly Leu Ser 

140 

Leu Glu Glu Leu 
155 

His Thr Lys Asn 
170 

Arg Gly Asn Gly 
185 

Val He Gly Val 

Lys Phe Ala Asp 

220 

Leu Lys Thr lie 
235 

Lys Ala He Pro 
250 

Lys Phe Glu Tyr 
265 

Glu Glu Tyr Ser 

Thr Gly Asn Tyr 

300 

Arg Ala Arg Phe 
315 

Leu Leu Asp Gin 
330 

Leu Val Ser Thr 
345 

Arg Asp Ala Asp 

Leu Ala Tyr Gly 

380 

Glu Glu Glu Glu 
3 95 

Gly Ala Ala Gly 
410 



XjVS 

■ LJ J o 


Leu 


Gly 


He 






15 




Ala 


Gin 


Asn 


TiPii 

J_l u. 




30 






Jr X. \J 


Cys 


Leu 


iyr 












Gly Thr 


Va 1 


Ser 


He 


Lys 


Gly 








80 


Va 1 
Val 


Lys 


Gly 








95 




xj y o 


Gin Gly 






110 








Val 


Glu 


i"i£3 ii 










niy 


Ala 


He 


T.ai i 
licU 


Glu 


Arg 


Thr 


Ala 








160 




Leu Arg 








175 




He 


Pro 


Gin 


Car 
i_3 ~ J- 




190 






Arcr 


Glu 


Pro 


Gin 


A V J 








Ala 


His 


Arg 


O CI 


Lys 


Pro 


Met 


Leu 








240 


Asd 


Thr 


Arg 


TjPU 






255 




Leu 


Ser 


Tyr 


Cys 




270 






Cys 


He 


Ala 


Leu 


285 








Glu 


Tyr Arg 


Leu 


Ser 


Gin 


Met 


Arg 








320 


Lys 


His 


Val 


Gin 






335 




Met 


Ser 


Lys 


Tyr 




350 






val 


Phe 


Pro 


He 


365 








Leu 


Asn 


Gin 


Glu 


Asp 


Thr 


Ala 


Ala 








400 


Pro 


Leu 


Asp 


Lys 






415 





2881 



WO 01/57190 

Gly Gly Ser Trp Cys Asp Ser 

420 423 



<210> 1133 

<211> 323 

<212> PRT 

<213> Homo sapiens 



<400> 1133 



Met 


Asp 


Ser 


Lys 


Gin 


Gin 


Cys 


Val Lys 


1 








5 








Pro 


Val 


Leu 


Gly Phe 


Gly Thr Tyr Ala 








20 








25 


Lys 


Ala 


Leu 


Glu 


Val 


Thr 


Lys 


Leu Ala 






35 










40 


lie 


Asp 

**** 


Ser 


Ala 


His 


Leu 


Tyr Asn Asn 




50 










55 




He 


Arcr 


Ser 


Lys 


He 


Ala 


Asp 


Gly Ser 


65 










70 






Tvr 


Thr 


Ser 


Lys 


Leu 


Trp 


Ser 


Thr Phe 










85 








Pro 


Ala 


Leu 


Glu 


Asn 


Ser 


Leu 


Lys Lys 








100 








105 


Leu 


Tvr 


Leu 


He 


His 


Ser 


Pro 


Met Ser 






115 
j- j- 










120 


Ser 


Pro 


Thr 


Asp 


Glu 


Asn Gly Lys Val 




130 

■J- ~J V/ 










135 




Cys 


Thr 


Thr 


Trp 


Glu 


Ala 


Met 


Glu Lys 


145 










150 






Lvs 


Ser 


He 


Gly Val 


Ser 


Asn 


Phe Asn 










165 








Leu 


Asn 


Lys 


Pro Gly 


Leu 


Lys 


Tyr Lys 








180 








185 


Cys 


His 


Pro 


Tyr 


Phe 


Asn Arg 


Ser Lys 






195 










200 


Lys 


Asp 


He 


Val 


Leu 


Val 


Ala 


Tyr Ser 




210 










215 




Lys 


Arg 


Trp 


Val 


Asp 


Pro 


Asn 


Ser Pro 


225 










230 






Leu 


Cys 


Ala 


Leu 


Ala 


Lys 


Lys 


His Lys 










245 








Leu 


Arg 


Tyr 


Gin 


Leu 


Gin Arg Gly Val 








260 








265 


Asn 


Glu 


Gin 


Arg 


He 


Arg Gin Asn Val 






275 










280 


Thr 


Ala 


Glu 


Asp 


Met 


Lys 


Ala 


He Asp 




290 










295 




Tyr 


Phe 


Asn 


Ser Asp 


Ser 


Phe 


Ala Ser 


305 










310 






Asp 


Glu 


Tyr 













323 



<210> 1134 
<211> 284 
<212> PRT 

<213> Homo sapiens 



<400> 1134 



PCT/US01/04098 



Leu Asn Asp Gly 


His Phe 


Met 


10 






15 




Pro 


Pro 


Glu Val 


Pro Arg 


Ser 








30 




He 


Glu 


Ala Gly 


Phe Arg 


His 






45 






Glu 


Glu 


Gin Val 


Gly Leu 


Ala 






60 






Val 


Lys 


Arg Glu 


Asp He 


Phe 




75 






80 


His 


Arg 


Pro Glu 


Leu Val 


Arcr 


90 






95 




Ala 


Gin 


Leu Asp 


Tvr Val 


Asd 








110 




Leu 


Lys 


Pro Gly 


Glu Glu 


Leu 






125 






He 


Phe Asp He 


Val Aso 


Leu 






140 






Cys 


Lys Asp Ala 


Gly Leu 


Ala 




155 






160 


Arg Arg Gin Leu 


Glu Met 


He 


170 






JU / 3 




Pro 


Val 


Cys Asn 


Gin Val 


Glu 








190 




Leu 


Leu Asp Phe 


Cys Lys 


Ser 






205 






Ala Leu Gly Ser 


Gin Arg 


Asp 






220 






Val 


Leu 


Leu Glu 


Asp Pro 


Val 




235 






240 


Arg 


Thr 


Pro Ala 


Leu He 


Ala 


250 






255 




Val 


Val 


Leu Ala 


Lys Ser 


Tyr 








270 




Gin 


Val 


Phe Glu 


Phe Gin 


Leu 






285 






Gly Leu Asp Arg 


Asn Leu 


His 






300 






His 


Pro Asn Tyr 


Pro Tyr 


Ser 




315 






320 



2882 



WO 01/57190 



PCT/US01/04098 



Met Ser 


Met 


Leu 


Pro 


Ser 


Phe 


Gly 


Phe 


Thr 


Gin 


Glu 


Gin 


Val Ala 


Cys 


1 






5 










10 








15 




Val Cvs 


Glu 


Val 


Leu 


Gin 


Gin 


Glv 


Glv 


Asn 


Leu 


Glu 


Arq 


Leu Gly Arg 






20 










25 










30 




Phe Leu 


Trp 
35 


Ser 


Leu 


Pro 


Ala 


Cys 
40 


Asp 


His 


Leu 


His 


Lys 
45 


Asn Glu 


Ser 


Val Leu 


Lys 


Ala 


Lys 


Ala 


Val 


Val 


Ala 


Phe 


His 


Arg 


Gly 


Asn Phe 


Arq 


50 










55 










60 








Glu Leu 


Tyr 


Lys 


lie 


Leu 


Glu 


Ser 


His 


Gin 


Phe 


Ser 


Pro 


His Asn 


His 


65 








70 










75 








80 


Pro Lys 


Leu 


Gin 


Gin 
85 


Leu 


Trp 


Leu 


Lys 


Ala 
90 


His 


Tyr 


Val 


Glu Ala 
95 


Glu 


Lys Leu 


Arq 


Gly 
100 


Arq 


Pro 


Leu 


Gly 


Ala 
105 


Val 


Gly 


Lys 


Tyr 


Arg Val 
110 


Arg 


Arq Lys 


Phe 
115 


Pro 


Leu 


Pro 


Arq 


Thr 
120 

J» *rf w 


lie 


Trp 


Asp 


Gly 


Glu 

125 


Glu Thr 


Ser 


Tyr Cys 


Phe 


Lys 


Glu 


Lys 


Ser 


Arg 


Gly 


Val 


Leu 


Arg 


Glu 


Trp Tyr 


Ala 


130 










135 










140 








His Asn 


Pro 


Tvx 


Pro 


Ser 


Pro 


Arq 


Glu 


Lvs 


Arq 


Glu 


Leu 


Ala Glu 


Ala 


145 








150 

^k) \f 










155 








160 


Thr Gly 


Leu 


Thr 


Thr 


Thr 


Gin 


Val 


Ser 


Asn 


Trp 


Phe 


Lvs 


Asn Arg Arg 








165 










170 








175 




Gin Arq 


Asp 


Arcr 
180 


Ala 


Ala 


Glu 

W *A 


Ala 


Lvs 
185 


Glu 


Arq 


Glu 


Asn 


Thr Glu 
190 


Asn 


Asn Asn 


Ser 


Ser 


Ser 


Asn 


Lys 


Gin 


Asn 


Gin 


Leu 


Ser 


Pro 


Leu Glu Gly 




195 










200 










205 






Gly Lys 


Pro 


Leu 


Met 


Ser 


Ser 


Ser 


Glu 


Glu 


Glu 


Phe 


Ser 


Pro Pro 


Gin 


210 

w 










215 










220 








Ser Pro 


Asp 


Gin 


Asn 


Ser 


Val 


Leu 


Leu 


Leu 


Gin 


Gly 


Asn 


Met Gly His 










lift 

Z J> u 


















240 


Ala Arg 


Ser 


Ser 


Asn 
245 


Tyr 


Ser 


Leu 


Pro 


Gly 
250 


Leu 


Thr 


Ala 


Ser Gin 
255 


Pro 


Ser His 


Gly 


Leu 
260 


Gin 


Thr 


His 


Gin 


His 
265 


Gin 


Leu 


Gin 


Asp 


Ser Leu 
270 


Leu 


Gly Pro 


Leu 
275 


Thr 


Ser 


Ser 


Leu 


Val 
280 


Asp 


Leu 


Gly 


Ser 
284 









<210> 1135 

<211> 482 

<212> PRT 

<213> Homo sapiens 



<400> 1135 



Met 


Ala 


Asp 


Asn 


Asp 


Thr 


Asp 


Arg 


Asn 


Gin 


Thr 


Glu 


Lys 


Leu Leu Lys 


1 








5 










10 








15 


Arg Val 


Arg 


Glu 


Leu 


Glu 


Gin 


Glu 


Val 


Gin 


Arg 


Leu 


Lys 


Lys Glu Gin 








20 










25 










30 


Ala 


Lys 


Asn 
35 


Lys 


Glu 


Asp 


Ser 


Asn 
40 


He 


Arg 


Glu 


Asn 


Ser 
45 


Ser Gly Ala 


Gly Lys 


Thr 


Lys 


Arg 


Ala 


Phe 


Asp 


Phe 


Ser 


Ala 


His 


Gly 


Arg Arg His 




50 










55 










60 






Val 


Ala 


Leu 


Arg 


He 


Ala 


Tyr 


Met 


Gly 


Trp 


Gly 


Tyr 


Gin 


Gly Phe Ala 


65 










70 










75 






80 


Ser 


Gin 


Glu 


Asn 


Thr 
85 


Asn 


Asn 


Thr 


He 


Glu 
90 


Glu 


Lys 


Leu 


Phe Glu Ala 
95 


Leu 


Thr 


Lys 


Thr 
100 


Arg 


Leu 


Val 


Glu 


Ser 
105 


Arg 


Gin 


Thr 


Ser 


Asn Tyr His 
110 


Arg 


Cys 


Gly 
115 


Arg 


Thr 


Asp 


Lys 


Gly 
120 


Val 


Ser 


Ala 


Phe 


Gly 
125 


Gin Val He 


Ser 


Leu 
130 


ASp 


Leu 


Arg 


Ser 


Gin 
135 


Phe 


Pro 


Arg 


Gly 


Arg 
140 


Asp 


Ser Glu Asp 



2883 



WO 01/57190 



PCT/USO 1/04098 



Phe 


Asn 


Val 


Lys 


Glu 


Glu 


Ala 


Asn 


Ala 


Ala 


Ala 


Glu 


Glu 


He 


Arg 


Tyr 


145 

—J 










150 










155 










160 


Thr 


His 


lie 


Leu 


Asn Arg 


Val 


Leu 


Pro 


Pro 


Asp 


He 


Arg 


He 


Leu 


Ala 










165 










170 










175 




Trp 


Ala 


Pro 


Val 
180 


Glu 


Pro 


Ser 


Phe 


Ser 
185 


Ala 


Arq 


Phe 


Ser 


Cys 
190 


Leu 


Glu 


Arg 


Thr 


Tyr Arg 


Tyr 


Phe 


Phe 


Pro 


Arg 


Ala 


Asp 


Leu 


Asp 


He 


Val 


Thr 






195 










200 










205 








Met 


Asp 
210 


Tyr 


Ala 


Ala 


Gin 


Lys 
215 


Tyr 


Val 


Gly 


Thr 


His 
220 


Asp 


Phe 


Arg 


Asn 


Leu 


Cys 


Lys 


Met 


Asp Val 


Ala 


Asn 


Gly 


Val 


He 


Asn 


Phe 


Gin 


Arg 


Thr 


225 










230 










235 










240 


lie 


Leu 


Ser 


Ala 


Gin 
245 


Val 


Gin 


Leu 


Val 


Glv 
250 


Gin 


Ser 


Pro 


Gly 


Glu 
255 


Gly 


Arcr 


Trp 


Gin 


Glu 
260 


Pro 


Phe 


Gin 


Leu 


Cys 
265 

A* W -w/ 


Gin 


Phe 


Glu 


Val 


Thr 
270 


Glv 


Gin 


Ala 


Phe 


Leu 
275 


Tyr 


His 


Gin 


Val 


Arcr 
280 

At w w 


Cvs 


Met 


Met 


Ala 


He 
285 

£-m U *J 


Leu 


Phe 


Leu 


lie 


Gly Gin Gly 


Met 


Glu 


Lys 


Pro 


Glu 


He 


He 


Asp 


Glu 


Leu 


Leu 


Asn 




290 










295 










300 










lie 


Glu Lys 


Asn 


Pro 


Gin 


Lys 


Pro 


Gin 


Tyr 


Ser 


Met 


Ala 


Val 


Glu 


Phe 


305 










310 










315 










320 


Pro 


Leu 


Val 


Leu 


Tyr Asp 


Cys 


Lys 


Phe 


Glu 


Asn 


Val 


Lys 


Trp 


He 


Tyr 










325 










330 

J J V 










335 






Gin 


Glu 


Ala 
340 


Gin 


Glu 


Phe 


Asn 


He 

345 


Thr 


His 


Leu 


Gin 


Gin 
350 


Leu 


Tro 


Ala 


Asn 


His 
355 


Ala 


Val 


Lys 


Thr 


His 
360 

•J \J V/ 


Met 


Leu 


Tvr 


Ser 


Met 

365 

-j \j *j 


Leu 


Gin 


Glv 


Leu 


Asp 
370 


Thr 


Val 


Pro 


Val 


Pro 

375 

-J / -J 


Cvs 


Glv 


He 


Glv 


Pro 
380 

J U w 


Lvs 


Met 


Asp 


Glv 


Met 


Thr 


Glu 


Trp 


Gly Asn 


Val 


Lvs 


Pro 


Ser 

*w* <w A* 


Val 


He 

*U «fl» W 


Lvs 


Gin 


Thr 


Ser 


385 










390 










395 
~j ^ ~j 










400 


Ala 


Phe 


Val 


Glu 


Gly Val 


Lys 


Met 


Arg 


Thr 


Tyr 


Lys 


Pro 


Leu 


Met 


Asp 










405 










410 










415 




Arcr 


Pro 


Lys 


Cys 


Gin Gly 


Leu 


Glu 


Ser 


Arcr 


He 


Gin 


His 


Phe 


Val 


Arcr 








420 










ft Z D 
















Arg 


Gly Arg 


He 


Glu 


His 


Pro 


His 


Leu 


Phe 


His 


Glu 


Glu 


Glu 


Thr 


Lys 






435 










440 










445 








Ala 


Lys 
450 


Arg 


Asp 


Cys 


Asn 


Asp 
455 


Thr 


Leu 


Glu 


Glu 


Asp 
460 


Asn 


Thr 


Asn 


Leu 


Glu 


Thr 


Pro 


Thr 


Lys 


Arg 


Val 


Cys 


Val 


Asp 


Thr 


Glu 


He 


Lys 


Ser 


He 


465 










470 










475 










480 



He * 
481 



<210> 1136 

<211> 425 

<212> PRT 

<213> Homo sapiens 



<400> 1136 



Met 


Asn 


Ala 


Met 


Leu 


Glu 


Thr 


Pro 


Glu 


Leu 


Pro 


Ala 


Val 


Phe 


Asp 


Gly 


1 








5 










10 










15 




Val 


Lys 


Leu 


Ala 


Ala 


Val 


Ala 


Ala 


Val 


Leu 


Tyr 


Val 


He 


Val 


Arg 


Cys 








20 










25 










30 






Leu 


Asn 


Leu 


Lys 


Ser 


Pro 


Thr 


Ala 


Pro 


Pro 


Asp 


Leu 


Tyr 


Phe 


Gin 


Asp 






35 










40 










45 








Ser 


Gly 


Leu 


Ser 


Arg 


Phe 


Leu 


Leu 


Lys 


Ser 


Cys 


Pro 


Leu 


Leu 


Thr 


Lys 




50 










55 










60 










Glu 


Tyr 


He 


Pro 


Pro 


Leu 


He 


Trp 


Gly 


Lys 


Ser 


Gly 


His 


He 


Gin 


Thr 


65 










70 










75 










80 



2884 



WO 01/57190 



PCT/USO 1/04098 



Ala Leu Tyr Gly 

His Arg Lys Phe 

100 

Leu Phe Glu Pro 
115 

Val He Cys Pro 
130 

Thr Phe Val Asp 
145 

Asn His Leu Gly 

Phe Thr Tyr Gly 

180 

Lys Lys Thr Tyr 
195 

Gly Gly Asn He 
210 

Glu Lys Val Leu 
225 

Arg Ala Gin Glu 

Asn Phe Leu Met 

260 

Gin Ala Leu Phe 
275 

Thr Asp Leu Ser 
290 

Asp Asn Val Met 
305 

Tyr Glu Glu Glu 

Leu Met Leu Val 

340 

Leu Thr He Pro 
355 

Val Leu Pro Leu 
370 

Leu Phe Pro Glu 
385 

Ala Asn Ala He 

Thr Glu Gin Val 

420 



Lys 


Met 


Gly Arcr 


85 






He 


Thr 


Met Ser 


Leu 


Ala 


Glu His 






120 


Gly 


He 


Ala Asn 






135 


Tyr 


Ala 


Gin Lys 




150 




Ala 


Leu 


Pro Asn 


165 






Cys 


Thr 


Trp Glu 


Pro 


Leu 


Thr Gin 






200 


Val 


Cys 


Lys Tyr 






215 


Cys 


Cys 


Val Ser 




230 




Thr 


Phe 


Met Gin 


245 






Ala 


Asp 


Asn Met 


Gly 


Asp 


His Val 






280 


Arg 


Leu 


Tyr Thr 






295 


Arg 


Lys 


Phe His 




310 




Ser 


Cys 


Met Arg 


325 






Asn 


Ala 


Ala Aso 


Lys 


Ser 


Leu Ser 






360 


His 


Gly 


Gly His 






375 


Pro 


Leu 


Thr Trp 




390 




Cys 


Gin 


Trp Glu 


405 






Glu 


Ala 


Asp Leu 



Val 


Arg Ser 


Pro 




90 




Asp 


Gly Ala Thr 


105 






Cys 
-* 


Val Gly Asp 


His 


Ser Glu 


Lys 






140 


Asn 


Gly Tyr 


Arg 




155 




He 


Glu Leu 


Thr 




170 




Phe 


Gly Ala Met 


185 






Leu 


Val Val 


val 


Leu 


Gly Glu Thr 






220 


Val 


Cys Gin Gly 




235 




Trp 


Asp Gin 


Cys 




250 




Lys 


Lys He 


He 


265 






Lys 


Lys Pro 


Gin 


Ala 


Thr Ser 


Leu 






300 


Gly 


Tyr Asn 


Ser 




315 




Tyr 


Leu His 


Arg 




330 




Asp 


Pro Leu 


Val 


345 






Glu 


Lys Arg 


Glu 


Leu 


Gly Phe 


Phe 






380 


Met 


Asp Lys 


Leu 




■ 395 




Arg 


Asn Lys 


Leu 




410 





Glu 
425 



His 


Pro 


Tyr 


Gly 






95 




Ser 


Thr 


Phe 


Asp 




110 






Asp 


He 


Thr 


Met 


125 








Gin 


Tyr 


He 


Arg 


Cys 


Ala 


Val 


Leu 








160 


Ser 


Pro Arg 


Met 






175 




Val 


Asn 


Tyr 


He 




190 






Gly 


Phe 


Ser 


Leu 


205 








Gin 


Ala 


Asn 


Gin 


Tyr 


Ser 


Ala 


Leu 








240 


Arg Arg 


Phe 


Tyr 






255 




Leu 


Ser 


His 


Arg 




270 






Ser 


Leu 


Glu 


Asp 


285 








Met 


Gin 


He 


ASP 


Leu 


Lys 


Glu 


Tyr 








320 


He 


Tyr Val 


Pro 






335 




His 


Glu 


Ser 


Leu 




350 






Asn 


Val 


Met 


Phe 


365 








Glu Gly Ser 


Val 


Val 


Val 


Glu 


Tyr 








400 


Gin 


Cys 


Ser 


Asp 






415 





<210> 1137 
<211> 1205 
<212> PRT 

<213> Homo sapiens 



<400> 1137 
Met Gly Leu Leu 
1 

Leu Thr Leu Leu 

20 

Pro Pro Ala Asp 
35 

Lys Pro Val Pro 
50 

Arg Asp Glu Glu 

65 • 



Leu Met He Leu 

* 

5 

Ala Gin Phe Phe 

Glu Ala Ala Arg 

40 

Gly Leu Leu Leu 
55 

Pro Ser Gly Ala 
70 



Ala Ser Ala Val 
10 

Leu Leu Tyr Arg 
25 

Ala Gly Glu Gly 

Arg Glu Tyr Leu 

60 

Ala Pro Glu Gly 
75 



Leu Gly Ser Phe 
15 

Arg Gin Pro Glu 
30 

Phe Arg Tyr He 
45 

Tyr Gly Gly Gly 

Gly Ala Thr Pro 

80 



2885 



WO 01/57190 PCT/USO 1/04098 



Thr* Ma Ala Pro 

111^ jtxxa /ixa c i. w 


Glu 

\UT JU, 

O 3 


Thr 


Pro 


Ala 

**^U (*■* 


Pro 


Pro 

Jk Jb V^ 

90 


Thr 

J- All, 


Arcr 


Glu 


Thr 


Cys 
95 


Tvr 


Phe Leu Asn Ala. 


Thr 

X X A A* 


He 


Leu 


Phe 


Leu 


Phe 


Arcr 


Glu 


Leu 


Arcr 


Asp 


Thr 


100 










105 

1 w -J 










110 

*X JU w 






Ala Leu Thr Arg 


Arg 


Trp 


Val 


Thr 


Lys 


Lys 


lie 


Lys 


Val 


Glu 


Phe 


Glu 


lie 

1X3 








120 










125 








Ol ii Tien T,pii Gin 


Thr 


Lvs 


Thr 


Ala 


Glv 


Aro 


Leu 

AW*a»* W* 


Leu 

xw V* 


Glu 


Glv 


Leu 


Ser 


1 10 






135 










140 

-X w 










Leu At*ct A«?n Val 


Phe 


Leu 


Gly Glu 


Thr 


Val 


Pro 


Phe 


He 


LVS 


Thr 


He 


TAR 

X*X 3 




150 










155 










160 

X x/ w 


Arcr Leu Val Arcr 

ni< <uwu v iux ju ^» 1 ■ 


Pro 

165 

J- w w 


Val 


Val 


Pro 


Ser 


Ala 
170 


Thr 


Glv 


Glu 


Pro 


Asp 

"XT 

175 


Gly 


Pro G1 ii Glv Glu 


Ala 

A X«^ \^4k 


Leu 


Pro 


Ala 


Ala 


Cvs 


Pro 

x x^ 


Glu 


Glu 


Leu 


Ala 


Phe 


180 

-L> W w 










185 

X XJ mJ 










190 

JU ■/ w 






Glu Ala Glu Val 


Glu 

XJ JU IX 


Tvr 
j 


Asn Gly 


Glv 


Phe 


His 

X * bJ 


Leu 


Ala 


He 


Asp 


Val 


195 

J. -7 3 








200 










205 

x* w 








Aso Leu Val Phe 

.nij fc/ ucu v ux flic 


Glv 


Lvs 


Ser 


Ala 


Tvr 


Leu 

JLJ \J* 


Phe 


Val 


Lvs 


Leu 


Ser 


Arcr 


910 

All) 






215 










220 

X* Xi v/ 










Val Val Glv Arcr 

V X* X* w CX J- \U7 .J* Jf ixx_ 


Leu 

XJX^ k* 


Arcr 


Leu 


Val 


Phe 


Thr 

*> * **-« 


Arcr 


Val 


Pro 


Phe 


Thr 


His 


92 5 

XX 3 














215 

* 3 3 










240 

X w 


Tro Phe Phe Ser 

X ^ k/ £ 11W fc^W«l» 


Phe 


Val 


Glu Asp 


Pro 

*► «ju 


Leu 


He 

•X V** 


Aso 


Phe 


Glu 


Val 


Ara 




245 










250 










255 

X* w> 




Oay rjT n pVic> G1 11 
OCX UXU Ir 11C VjJLIa 


Glv 

<3X y 


Atct 
ax. y 


Pro 


Met 


Pro 


Gin 




X 11* 


Ser 

w W J> 


He 

X xw 


He 

<X ju 


Val 
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He 
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Tyr 
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He 
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Lpu 
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Thr 
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He 


Lys 
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375 
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Thr 

x *>*.** 


Ala 
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XJ 
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VJ X Y 
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' **** j> 
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415 

* X J 


Leu 
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va± \3X la xjc la -t- -i- w 
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Glv 
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Leu 
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"w *j *>X 
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UJ 
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V GL >X 
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Leu 
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Thr 
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490 
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He 


He 
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Thr 


415 
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v w*i ***** t* x J- xj niJiA 
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Ala 
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He 
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Arcr 
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4 R0 

3 U 
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•**» y J— 1 x^ u -j* wu w *x V* 
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He 
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J" 
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Lvs 
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Tvr 
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Tvr 
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485 
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Ala 
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Leu 


Gin 
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Phe 
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Phe 
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Ser 


Cys 
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Tyr 
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Gl ii Gl n Gl n TXl a 
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Asp Ser Glu Phe 


Glu 


Asp 


Leu 
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Ser 


Asp 
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Arg 


Ala 


Gin 


Asn 


Glu 


545 




550 
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560 


Phe Lys Asp Glu 


Ala 
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Gin 


Ser 


Leu 
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570 
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Lys 
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He 


Lys 


Pro 
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He 
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He 
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600 
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Pro 
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Pro 


Leu 
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He 


Thr 
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Ser 
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Thr 
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Ala 
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Lys 
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Glu 


Lys 
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Ser 
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675 
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Lys 
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715 
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XT 
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Ser 
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He 
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Lys 


Leu 
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He 
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Glu 
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Gin 
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It 


Thr 
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890 










895 




Gin 
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Thr 


Trp 
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Tyr 
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Val 
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Val 
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Lys 
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Gly 


Leu 
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Thr 
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1000 
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Thr 
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Ser 
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Asn 


Thr 
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Ser Asp 


Thr 
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Cys 


Gly Pro 
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He 
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Glu 


He 
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Trp 
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Trp 


Leu 


His 


He 


Ser 


Ser 
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Arg 
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He 


He 


Trp 


Lys 
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Tyr 
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He 


Tyr 
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Met 
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Thr 
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He 
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He 


Phe 
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Ser 
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Thr 
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Met 
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Arg 
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Arg 
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Pro Gin 


Arg 
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Phe 


Tyr 


Pro 


He 


Ser 
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Glu Val 


Trp 


Asp 


Thr 


Glu 


Pro 


Ser 


Phe 
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Leu Trp 
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Met 
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Gin 


Glu 
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Ser 


Asp 
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Lys 
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Glu 


Glu 


Ala 
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Leu 


Val 
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Thr 
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Val 
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Val 
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Pro 


Thr 
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lie Gly 
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He 
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Gly 
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Val 


Trp 
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Asp 
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Leu 


Asn 


lie Ser Phe Leu 


His 


250 
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Arg 


Glu 


Trp Arg Arg Tyr 


Tyr 
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Asn 


Val 


Ser Tyr Ala Leu 


His 
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Arg 


Ala 


Val He Arg Gly 


Ser 






300 




Lys 


His 


Cys Pro Arg Thr 


Tyr 




315 
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Ser 


Val 


Thr Gly Glu Leu 


Gly 
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335 

*J 




Tvr 


Leu 
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Asd Ser He Glu 
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Gin 


Leu 
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He 
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2 


Glu 
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Val 


Ala 


Glu 


Ser 


Leu 


Ala 


Glu 


Met 


Leu Lys Val Asn Gin 
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895 


Thr 


Leu 


Lys 


His 


Leu 


Trp 


Leu 


He 


Gin 


Asn 


Gin 


He Thr Ala Lys Gly 
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Thr 


Ala 


Gin 


Leu 


Ala 
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Ala 


Leu 


Gin 


Ser 


Asn 


Thr Gly He Thr Glu 
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He 


Cys 
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Asn 
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He 


Lys 
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Glu 


Glu Ala Lys Val Tyr 
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940 
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He 


He 


Cys 
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945 
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Gly 


Cys 


Asp 


Gly 


Gly 


Thr 


He 


Pro 


Lys Arg 


His 


Glu Leu Val Lys 
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15 


Gly 


Pro 


Lys 


Lys 
20 


Val 


Glu 


Lys 


Val 


Asp 
25 


Lys 


Asp 


Ala 


Glu Leu Val Ala 
30 


Gin 


Trp 


Asn 


Tyr 


Cys 


Thr 


Leu 


Ser 


Gin 


Glu 


He 


Leu Arg Arg Pro He 






35 










40 










45 


Val 


Ala 


Cys 


Glu 


Leu 


Gly 


Arg 


Leu 


Tyr 


Asn Lys 


Asp Ala Val He Glu 




50 










55 










60 




Phe 


Leu 


Leu 


Asp 


Lys 


Ser 


Ala 


Glu 


Lys 


Ala 


Leu 


Gly Lys Ala Ala Ser 


65 










70 










75 




80 


His 


He 


Lys 


Ser 


He 
85 


Lys 


Asn 


Val 


Thr 


Glu 
90 


Leu 


Lys 


Leu Ser Asp Asn 
95 


Pro 


Ala 


Trp 


Glu 


Gly 


Asp 


Lys 


Gly 


Asn 


Thr 


Lys 


Gly Asp Lys His Asp 








100 










105 








110 


Asp 


Leu 


Gin 
115 


Arg 


Ala 


Arg 


Phe 


He 
120 


Cys 


Pro 


Val 


Val 


Gly Leu Glu Met 
125 


Asn 


Gly 
130 


Arg 


His 


Arg 


Phe 


Cys 
135 


Phe 


Leu 


Arg 


Cys 


Cys 
140 


Gly Cys Val Phe 


Ser 


Glu 


Arg 


Ala 


Leu 


Lys 


Glu 


He 


Lys 


Ala 


Glu 


Val 


Cys His Thr Cys 


145 










150 










155 




160 


Gly 


Ala 


Ala 


Phe 


Gin 


Glu 


Asp 


Asp 


Val 


He 


Val 


Leu Asn Gly Thr Lys 










165 










170 






175 


Glu 


Asp 


Val 


Asp 


Val 


Leu 


Lys 


Thr 


Arg 


Met 


Glu 


Glu Arg Arg Leu Arg 








180 










185 








190 


Ala 


Lys 


Leu 
195 


Glu 


Lys 


Lys 


Thr 


Lys 
200 


Lys 


Pro 


Lys 


Ala 


Ala Glu Ser Val 
205 


Ser 


Lys 
210 


Pro 


Asp 


Val 


Ser 


Glu 
215 


Glu 


Ala 


Pro 


Gly 


Pro 
220 


Ser Lys Val Lys 


Thr 


Gly 


Lys 


Pro 


Glu 


Glu 


Ala 


Ser 


Leu 


Asp 


Ser 


Arg 


Glu Lys Lys Thr 


225 










230 










235. 




240 


Asn 


Leu 


Ala 


Pro 


Lys 
245 


Ser 


Thr 


Ala 


Met 


Asn 
250 


Glu 


Ser 


Ser Ser Gly Lys 
255 


Ala 


Gly 


Lys 


Pro 
260 


Pro 


Cys 


Gly 


Ala 


Thr 

265 


Lys 


Arg 


Ser 


He Ala Asp Ser 
270 


Glu 


Glu 


Ser 
275 


Glu 


Ala 


Tyr 


Lys 


Ser 
280 


Leu 


Phe 


Thr 


Thr 


His Ser Ser Ala 
285 
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Tl ^ 
lie 
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xiy 0 
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D-rn 
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Gin 


Glu 


Ala 


Leu 


Glu 

-i» 


Leu 


Asn 


Asn 








180 

X O LJ 


Phe 


Gin 


Tvr 
xy x 


Met 






195 




Gin 


Val 


LVS 


Asp 




210 

*j -i- 






ulU 


ijys 


TT,' — 

HI s 


HI n 

uin 


225 








Thr 


Asn 


Leu 


Arg 


He 


Gin 


Lys 


Leu 








260 


Thr 


Pro 


Cys 


Thr 






275 




Cys 


Glu 


Glu 


He 




290 






He 


Gin 


Pro 


Asp 


305 








Asn 


Thr 


Glu 


Asn 


Ser 


Val 


Asp 


Phe 








340 


Asn 


Val 


Ala 


Thr 






355 




Glu 


Tyr 


Trp 


Leu 




370 






Pro 


Thr 


Glu 


Leu 



385 



Val 


Ser 


Trn Ser 








Leu 


Leu 


Leu Cys 


Glu 

W Nf4- 


Glu 


Gin Tvr 






40 


1 111 


A Qn 


Tvr T iVQ 
1 y x uy 0 






cc 


Glv 

vjxy 




Glu Lvs 




70 




He 

x xc 


Ala 


G1 v PhiR 
\j x y * 11c 


OC 
O 0 






Arg 


Glu 


Glu Ala 


Glv 
V7X y 


Gl v 


Tvr At*ct 
1 y x xix y 






190 

l^U 


Val 


Glu 

\j -J» 


Arcr Lvs 






1 3 R 
1 j ~j 




T .eii i 

IJv LA 


Glv Val 

wx y v c*x 




150 

X \J 




Leu 


Gin 


Gin Glu 


165 

-1- \J -J 






Asn 


Val 


Glu Ala 


Tvr 


Leu 


Leu Lvs 






200 


Asn 


Glu 


Asn Val 






215 


Leu 


Tvr 


He Asn 




/ j u 




Val 


Leu 


Arg Ser 


245 






Glu 


Ser 


Asp Val 


Val 


Ser 


Cys Asn 






280 


He 


Arg 


Lys Gly 






295 


Ser 


Ser 


Val Lys 




310 




Gly 


Gly 


Trp Thr 


325 






Gly 


Arg 


Lys Trp 


Asn 


Thr 


Asp Gly 






360 


Gly 


Asn 


Asp Lys 






375 


Leu 


He 


Glu Met 




390 





Phe 


His 


Lys 


Leu 




10 






Val 


Phe 


Leu 


Val 

V CLX 


25 








Arg 


He 


Thr 


He 


He 


He 


Lys 


Glu 

L7X LL 








60 


Thr Gly Ala 


Gl n 






75 




Phe 


Ser 


Ala 


J-LXLJ 




90 






Pro 


Ser 


Leu 


/ixy 


105 








Ala Arg Pro 


Ala 


Ala 


Pro Asp 


Ala 








140 

X " L* 


Leu 


Cys 


Pro 


Thr 






155 




Arg 


Pro 


He 






170 






Val 


Ser 


Gin 


Thr 


185 








Asp 


Leu 


Trp 


Gin 


Val 


Asn 


Glu 


Tvr 

x y j- 








220 

£m £s w 


Glu 


Thr 


Val 


Asn 






235 




He 


Leu 


Glu 


Asn 




250 






Ser 


Ala 


Gin 


Met 


265 








lie 


Pro 


Val 


Val 


Gly Glu Thr 


Ser 








300 


Pro 


Tyr 


Arg 


Val 






315 




Val 


He 


Gin 


Asn 




330 






Asp 


Pro 


Tyr 


Lys 


345 








Lys 


Asn 


Tyr 


Cys 


He 


Ser 


Gin 


Leu 








380 


Glu Asp 


Trp 


Lys 






395 





Lvs Thr 


Met 


Lys 




15 




uy 0 ocx 


Gin Gly 


30 

0 V 






Lvs Arcr 

jjy 0 u-a 


Thr Arg 


4 ^ 






Gin Asn 


Phe 


Lys 


x x e xiy 0 


Gin 


Leu 






80 


Glv His 


Arg 


Pro 




95 




Pro Ala 


Pro 


Pro 


110 

11U 






Lvs Ala 


Ala 


Ala 


125 

Xa ^ 






Gly Gly 


Cys 


Leu 


Glv Cvs 


Gin 


Leu 






160 


Asn Ser 


Val 


Asp 




175 




Ser Ser 


Ser 


Ser 


190 






Lys Arq 


Gin Lys 


205 






Ser Ser 


Glu 


Leu 


Ser Asn 


He 


Pro 






240 


Leu Arg 


Ser 


Lys 




255 




Glu Tyr 


Cys 


Arg 


270 






Ser Gly 


Lys 


Glu 


285 






Glu Met 


Tyr 


Leu 


Tyr Cys 


Asp 


Met 






320 


Arg Gin 


Asp Gly 




335 




Gin Gly 


Phe Gly 


350 






Gly Leu 


Pro 


Gly 


365 






Thr Arg 


Met 


Gly 


Gly Asp 


Lys 


Val 






400 
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Lys 


Ala 


His 


Tyr 


Gly 


Gly 


Phe 


Thr 










405 








Gin 


He 


Ser 


Val 


Asn 


Lys 


Tyr 


Arg 








420 










Asp 


Gly 


Ala 


Ser 


Gin 


Leu 


Met 


Gly 






435 










440 


Asn 


Gly 


Met 


Phe 


Phe 


Ser 


Thr 


Tyr 




450 










455 




Thr 


Ser 


Asp 


Pro 


Arg 


Lys 


Gin 


Cys 


465 










470 






Trp 


Tyr 


Asn 


Arg 


Cys 


His 


Ala 


Ala 










485 








Gly 


Gly 


Gin 


Tyr 


Thr 


Trp 


Asp 


Met 








500 










Val 


Val 


Trp 


Met 


Asn 


Trp 


Lys 


Gly 






515 










520 


Ser 


Met 


Lys 


He 


Arq 


Pro 


Phe "^Phe 




530 










535 
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<213> Homo 
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<400> 1154 










Met 


Lys 


Arg 


Met 


Val 


Ser 


Trn 


Ser 


1 








5 








His 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Cys 








20 










Val 


Asn 


Asp 


Asn 


Glu 


Glu 


Gly 


Phe 






35 










40 


Leu 


Asp 


Lys 


Lys 


Arg 


Glu 


Glu 


Ala 




50 










55 




Pro 


He 


Ser 


Gly 


Gly 


Gly 


Tyr 

* 


Arg 


65 










70 






Thr 


Gin 


Lys 


Lys 


Val 


Glu 


Arg 


Lys 










85 








His 


Ala 


Asp 


Pro 


Asp 


Leu 


Glv 


Val 








100 










Gin 


Glu 


Ala 


Leu 


Leu 


Gin 


Gin 


Glu 






115 










120 


Glu 


Leu 


Asn 


Asn 


Asn 


Val 


Glu 


Ala 




130 










135 




Phe 


Gin 


Tyr 


Met 


Tyr 


Leu 


Leu 


Lys 


145 










150 






Gin 


Val 


Lys 


Asp 


Asn 


Glu 


Asn 


Val 










165 








Glu 


Lys 


His 


Gin 


Leu 


Tyr 


He 


Asp 








180 










Thr 


Asn 


Leu 


Arg 


Val 


Leu 


Arg 


Ser 






195 










200 


lie 


Gin 


Lys 


Leu 


Glu 


Ser 


Asp 


Val 




210 










215 




Thr 


Pro 


Cys 


Thr 


Val 


Ser 


Cys 


Asn 


_3 










230 






Cys 


Glu 


Glu 


He 


He 


Arg 


Lys 


Gly 










245 








He 


Gin 


Pro 


Asp 


Ser 


Ser 


Val 


Lys 








260 










Asn 


Thr 


Glu 


Asn 


Gly 


Gly 


Trp 


Thr 






275 










280 



Val 


Gin 


Asn 


Glu 


Ala Asn Lys Tyr 




410 






415 


Gly 


Thr 


Ala 


Gly 


Asn Ala Leu Met 


425 








430 


Glu 


Asn 


Arg 


Thr 


Met Thr He His 










445 


Asp 


Arg 


Asp 


Asn 


Asp Gly Trp Leu 








460 




Ser 


Lys 


Glu 


Asp 


Gly Gly Gly Trp 






475 




480 


Asn 


Pro 


Asn 


Gly 


Arg Tyr Tyr Trp 




490 






495 


Ala 


Lys 


His 


Gly 


Thr Asp Asp Gly 


505 








510 


Ser 


Trp 


Tyr 


Ser 


Met Arg Lys Met 










525 


Pro 


Gin 


Gin 


* 








539 




• 


Phe 


His 


Lvs 


Leu 


Lvs Thr Met Lvs 




10 






15 


Val 


Phe 


Leu 


Val 


Lvs Ser Gin Glv 


25 










Phe 


Ser 


Ala 


Arq 


Glv His Arq Pro 










45 


Pro 


Ser 


Leu 


Arq 


Pro Ala Pro Pro 








60 




Ala 


Arq 


Pro 


Ala 


Lys Ala Ala Ala 






75 




80 


Ala 


Pro 


ASD 


Ala 


Glv Glv Cvs Leu 




90 






95 


Leu 


Cys 


Pro 


Thr 


Gly Cys Gin Leu 


105 








110 


Arq 


Pro 


He 


Arq 


Asn Ser Val Asn 
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Val 
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Thr 


Ser Ser Ser Ser 








140 




Asp 


Leu 


Trp 

It 


Gin 


Lys Arg Gin Lys 






155 




160 
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Val 


Asn 


Glu 


Tyr 


Ser Ser Glu Leu 




170 






175 


Glu 


Thr 


Val 


Asn 


Ser Asn He Pro 


185 
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He 


Leu 


Glu 


Asn 


Leu Arq Ser Lvs 










205 


Ser 


Ala 


Gin 


Met 


Glu Tyr Cys Arg 








220 




He 


Pro 


Val 


Val 


Ser Gly Lys Glu 






235 




240 


Gly 


Glu 


Thr 


Ser 


Glu Met Tyr Leu 




250 






255 


Pro 


Tyr 


Arg 


Val 


Tyr Cys Asp Met 


265 








270 


Val 


He 


Gin 


Asn 


Arg Gin Asp' Gly 
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Asp 

4b 


Phe 


Gly 


Arg 


Lys 


Trp 


Asp 
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Tyr 
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Gly 
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295 
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Val 


Ala 


Thr 


Asn 


Thr 


Asp 


Gly 


Lys 


Asn 


Tyr 


Cys 


Gly Leu Pro 

mu 


Gly 


305 
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315 






320 


Glu 


Tyr 


Trp 

4b 


Leu 


Gly 


Asn 


Asp 


Lys 


He 


Ser 


Gin 


Leu 


Thr Arg Met 


Gly 










325 










330 






335 
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Thr 


Glu 


Leu 


Leu 


He 


Glu 


Met 


Glu 


Asp 


Trp 


Lys 


Gly Asp Lys 


Val 








340 
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Gly 


Gly 
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Gin 


Asn 


Glu 
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He 
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380 






Asp 


Gly 


Ala 


Ser 


Gin 


Leu 


Met 


Gly 


Glu 


Asn 


Arg 


Thr 


Met Thr He 


His 
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Tyr 


Ser 
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He 
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85 








He Thr 


Tyr 


Gin 


Glu 


Pro 


Gin Gly 


Thr 






100 








105 


Pro Cys 


Leu 


Tyr 


Glu 


He 


Lys Gin 


Phe 




115 








120 




Gly Asp 


He 


Lys 


Leu 


Cys 


Glu Gly 


Phe 


130 










135 




Arg Leu 


Ala 


Asn 


Gly 


Leu 


Ala 




145 








150 


151 
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Pro Val Val Ser 


Gly Lys Gly 


235 




240 


Gly Ser Val Asp 


Phe 


Gly Arg 


250 




255 


Gly Asn Val Ala 


Thr 


Asn Thr 




270 




Gly Glu Tyr Trp 


Leu Gly Asn 


285 






Gly Pro Thr Glu 


Leu 


Leu He 


300 






Val Lys Ala His 


Tyr Gly Gly 


315 




320 


Tyr Gin He Ser 


Val 


Asn Lys 


330 




335 


Met Asp Gly Ala 


Ser 


Gin Leu 




350 




His Asn Gly Met 


Phe 


Phe Ser 


365 






Leu Thr Ser Asp 


Pro Arg Lys 


380 






Trp Trp Tyr Asn 


Arg 


Cys His 


395 




400 


Trp Gly Gly Gin 


Tyr 


Thr Trp 


410 




415 


Gly Val Val Trp 


Met 


Asn Trp 




430 




Met Ser Met Lys 


He 


Arg Pro 



445 



Ser Arg Met 


Ala 


Pro 


Pro 


Ala 


10 






15 




Pro Arg Pro 


Ala 


Pro 


Val 


Ala 






30 






Ala Val Gly Ser 


Ser 


Ala 


Ala 




45 








Gin Met Ala 


Thr 


Thr 


Ala 


Ala 


60 










His Thr Leu Gly 


His 


Ala 


He 


75 








80 


Ala Glu Pro 


Ala 


Arg 


Pro Asp 


90 






95 




Gin Pro Ala 


Gin 


Gin 


Gin 


Gin 






110 






Leu Glu Cys 


Ala 


Gin 


Asn 


Gin 




125 








Asn Glu Vai 


Leu 


Lys 


Gin Cys 



140 
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<211> 230 
<212> PRT 

<213> Homo sapiens 



<400> 1157 



Met 


Ala 


Gly Ala 


His 


Tyr 


Pro 


Leu 


His 


Cys 


Leu 


His Ser Ala Ala Ala 


1 








5 










10 




15 


Ala 


Ala 


Ala 


Ala 


Gly 


Ser 


His 


His 


His 


His 


His 


His Gin His His His 








20 










25 






30 


His 


Gly 


Ser 


Pro 


Tyr 


Ala 


Ser 


Gly 


Gly 


Gly Asn 


Ser Tyr Asn His Arg 






35 










40 








45 


Ser 


Leu 


Ala 


Ala 


Tyr 


Pro 


Tyr 


Met 


Ser 


His 


Ser 


Gin His Ser Pro Tyr 




50 










55 










60 


Leu 


Gin 


Ser 


Tyr 


His 


Asn 


Ser 


Ser 


Ala 


Ala 


Ala 


Gin Thr Arg Gly Asp 


65 










70 










75 


80 


Asp 


Thr 


Asp 


Gin 


Gin 


Lys 


Thr 


Thr 


Val 


He 


Glu 


Asn Gly Glu He Arg 










85 










90 




95 


Phe 


Asn 


Gly Lys 


Gly 


Lys 


Lys 


He 


Arg 


Lys 


Pro 


Arg Thr He Tyr Ser 








100 










105 






110 


Ser 


Leu 


Gin 


Leu 


Gin 


Ala 


Leu 


Asn 


His 


Arg 


Phe 


Gin Gin thr Gin Tyr 






115 










120 








125 


Leu 


Ala 


Leu 


Pro 


Glu 


Arg 


Ala 


Glu 


Leu 


Ala 


Ala 


Ser Leu Gly Leu Thr 




130 










135 










140 


Gin 


Thr 


Gin 


Val 


Lys 


He 


Trp 


Phe 


Gin 


Asn Lys 


Arg Ser Lys Phe Lys 


145 










1 ^0 

X J \J 










155 


160 

_i_ \j \i 


Lys 


Leu 


Leu 


Lys 


Gin 


Gly 


Ser 


Asn 


Pro 


His 


Glu 


Ser Asp Pro Leu Gin 










165 










170 




175 


Gly Ser 


Ala 


Ala 


Leu 


Ser 


Pro 


Arg 


Ser 


Pro 


Ala 


Leu Pro Pro Val Trp 








180 










185 






190 


Asp Val 


Ser 


Ala 


Ser 


Ala 


Lys 


Gly 


Val 


Ser 


Met 


Pro Pro Asn Ser Tyr 






195 










200 








205 


Met 


Pro 


Gly Tyr 


Ser 


His 


Trp 


Tyr 


Ser 


Cot* 

i 


Pro 

•IT JL <— ' 


His Gin Asp Thr Met 




210 










215 










220 


Gin Arg 


Pro 


Gin 


Met 


Met 














225 










230 
















<210> 1158 




















<211> 2100 




















<212> PRT 




















<213> Homo 


sapiens 












* 




<400> 1158 


















Met 


Lys 


Tyr 


Ala 


He 


Tyr 


Ala 


Leu 


Cys 


Val 


Asn 


Ser His Gin His Ser 


1 








5 










10 




15 


Gin 


Cys 


Gin 


Asp 


Cys 


Lys 


Asp 


Ser 


Leu 


Ser 


Glu 


Asp Leu Ala Ser Ala 








20 










25 






30 


Thr 


Glu 


Pro 


Ala 


Asn 


Asp 


Ser 


Leu 


Ser 


Ser 


Pro 


Gly Ala Ala Asn Leu 






35 










40 








45 


Phe 


Ser 


Thr 


Tyr 


Leu 


Ala 


Arg 


Cys 


Gin 


Gin 


Tyr 


Leu Cys Ser He Pro 




50 










55 










60 


Asp 


Ser 


Leu 


Cys 


Leu 


Glu 


Leu 


Leu 


Glu 


Asn 


He 


Phe Ser Leu Leu Leu 


65 










70 










75 


80 


He 


Thr 


Ser 


Ala 


Asp 


Leu 


His 


Pro 


Glu 


Pro 


His 


Leu Pro Glu Asp Tyr 










85 










90 




95 


Ala 


Glu 


Asp 


Asp 


Asp 


lie 


Glu 


Gly 


Lys 


Ser 


Pro 


Ser Gly Leu Arg Ser 








100 










105 






110 


Pro 


Ser 


Glu 


Ser 


Pro 


Gin 


His 


lie 


Ala 


His 


Pro 


Glu Arg Lys Ser Glu 






115 










120 








125 


Arg Gly 


Ser 


Leu 


Gly 


Val 


Pro 


Lys 


Thr 


Leu 


Ala 


Tyr Thr Met Pro Ser 




130 










135 










140 
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His 


Val 


Lys 


Ala 


Glu 


Pro 


Lys 


Asp 


Ser 


Tyr 


Pro 


Gly 


Pro 


His 


Arg 


His 


145 










150 










155 










160 


Ser 


Phe 


Leu 


Asp 


Leu 


Lys 


His 


Phe 


Thr 


Ser 


Gly 


He 


Ser 


Gly 


Phe 


Leu 










165 










170 










175 




Ala 


Asp 


Glu 


Phe 


Ala 


He 


Gly 


Ala 


Phe 


Leu 


Arg 


Leu 


Leu 


Gin 


Glu 


Gin 








180 


• 








185 










190 






Leu 


Asp 


Glu 


He 


Ser 


Ser 


Arg 


Ser 


Pro 


Pro 


Glu 


Lys 


Pro 


Lys 


Gin 


Glu 






195 










200 










205 








Ser 


Gin 


Ser 


Cys 


Ser 


Gly 


Ser 


Arg 


Asp 


Gly 


Leu 


Gin 


Ser 


Arg 


Leu 


His 




210 










215 










220 










Arg 


Leu 


Ser 


Lys 


Val 


Val 


Ser 


Glu 


Ala 


Gin 


Trp 


Arg 


His 


Lys 


Val 


Val 


225 










230 










235 










240 


Thr 


Ser 


Asn 


His 


Arg 


Ser 


Gly 


Glu 


Arg 


Arg 


Val 


Glu 


Leu 


Val 


Gly 


Pro 










245 










250 










255 




Glu 


Gly 


Gly 


Glu 


Gly 


Glu 


Arg 


Ser 


Gin 


Glu 


Tyr 


Gly 


Arg 


Glu 


Leu 


Gly 








260 










265 










270 






Val 


His 


Arg 


Ser 


His 


Pro 


He 


Thr 


Gin 


Gly 


He 


Ser 


Ser 


Pro 


Trp 


Gin 






275 










280 










285 








Pro 


Val 


Ser 


Glu 


His 


Trp 


Gly 


Met 


Leu 


His 


Val 


Ser 


Glu 


Pro 


Ser 


Ala 




290 










295 










300 










As n 


Leu 


Pro 


Gin 


Pro 


Val 


Met 


Pro 


Arg 


Lys 


Gly 


Gin 


He 


Lys 


Val 


Asp 


305 










310 










315 










320 


His 


Ser 


Pro 


Phe 


Cys 


Pro 


He 


Gly 


Phe 


Ala 


Leu 


Ser 


Glu 


Glu 


Gin 


Pro 










325 










330 










335 




Ser 


Arg 


Arg 


Tyr 


Gin 


Pro 


Ala 


Thr 


Arg 


His 


Pro 


Ser 


Leu 


Arg 


Arg 


Gly 








340 










345 










350 






Arg 


Arg 


Thr 


Arg 


Arg 


Ser 


Gin 


Ala 


Glu 


Gly 


Ser 


Leu 


Ser 


Ala 


Met 


Ser 






355 










360 










365 








Gly 


Arg 


Asn 


Glu 


Leu 


His 


Ser 


Arg 
—> 


Leu 


His 


Pro 


His 


Pro 


Gin 


Ser 


Ser 




370 










375 










380 










Leu 


He 


Pro 


Met 


Met 


Phe 


Ser 


Pro 


Pro 


Glu 


Ser 


Leu 


Leu 


Ala 


Ser 


Cys 


385 










390 










395 










400 


He 


Leu 


Arg 


Gly 


Asn 


Phe 


Ala 


Glu 


Ala 


His 


Gin 


Val 


Leu 


Phe 


Thr 


Phe 










405 










410 










415 




Asn 


Leu 


Lys 


Ser 


Ser 


Pro 


Ser 


Ser 


Gly 


Glu 


Leu 


Met 


Phe 


Met 


Glu 


Arg 








420 










425 










430 






Tyr 


Gin 


Glu 


Val 


He 


Gin 


Glu 


Leu 


Ala 


Gin 


Val 


Glu 


His 


Lys 


He 


Glu 






435 










440 










445 








Asn 


Gin 


Asn 


Ser 


Asp 


Ala 


Gly 


Ser 


Ser 


Thr 


He 


Arg 


Arg 


Thr 


Gly 


Ser 




450 










455 










460 










Gly 


Arg 


Ser 


Thr 


Leu 


Gin 


Ala 


He 


Gly 


Ser 


Ala 


Ala 


Ala 


Ala 


Gly 


Met 


465 










470 










475 










480 


Val 


Phe 


Tyr 
* 


Ser 


He 


Ser 


Asp 


Val 


Thr 


Asp 


Lys 

j. 


Leu 


Leu 


Asn 


Thr 


Ser 










485 










490 










495 




Gly 


Asp 


Pro 


He 


Pro 


Met 


Leu 


Gin 


Glu 


Asp 


Phe 


Trp 


He 


Ser 


Thr 


Ala 








500 










505 










510 






Leu 


Val 


Glu 


Pro 


Thr 


Ala 


Pro 


Leu 


Arg 


Glu 


val 


Leu 


Glu 


Asp 


Leu 


Ser 






515 










520 










525 








Pro 


Pro 


Ala 


Met 


Ala 


Ala 


Phe 


Asp 


Leu 


Ala 


Cys 


Ser 


Gin 


Cys 


Gin 


Leu 




530 










535 










540 










Trp 


Lys 


Thr 


Cys 


Lys 


Gin 


Leu 


Leu 


Glu 


Thr 


Ala 


Glu 


Arg 


Arg 


Leu 


Asn 


545 










550 










555 










560 


Ser 


Ser 


Leu 


Glu 


Arg 


Arg 


Gly 


Arg 


Arg 


He 


Asp 


His 


Val 


Leu 


Leu 


Asn 










565 










570 










575 




Ala 


Asp 


Gly 


He 


Arg 


Gly 


Phe 


Pro 


Val 


Val 


Leu 


Gin 


Gin 


He 


Ser 


Lys 








580 










585 










590 






Ser 


Leu 


Asn 


Tyr 


Leu 


Leu 


Met 


Ser 


Ala 


Ser 


Gin 


Thr 


Lys 


Ser 


Glu 


Ser 






595 










600 

\f w w 










605 








Val 


Glu 


Glu 


Lys 


Gly 


Gly 


Gly 


Pro 


Pro 


Arg 


Cys 


Ser 


He 


Thr 


Glu 


Leu 




610 










615 










620 










Leu 


Gin 


Met 


Cys 


Trp 


Pro 


Ser 


Leu 


Ser 


Glu 


Asp 


Cys 


Val 


Ala 


Ser 


His 


625 










630 










635 










640 


Thr 


Thr 


Leu 


Ser 


Gin 


Gin 


Leu 


Asp 


Gin 


Val 


Leu 


Gin 


Ser 


Leu 


Arg 


Glu 










645 










650 










655 
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Ala 


Leu 


Glu 


Leu 


Pro 


Glu 


Pro 


Arg 


Thr 


Pro 


Pro 


Leu 


Ser 


Ser 


Leu 


Val 








660 










665 










670 






Glu 


Gin 


Ala 


Ala 


Gin 


Lys 


Ala 


Pro 


Glu 


Ala 


Glu 


Ala 


His 


Pro 


Val 


Gin 






675 










680 










685 








He 


Gin 


Thr 


Gin 


Leu 


Leu 


Gin 


Lys 


Asn 


Leu 


Gly 


Lys 


Gin 


Thr 


Pro 


Ser 




690 










695 










700 










Gly 


Ser 


Arg 


Gin 


Met 


Asp 


Tyr 


Leu 


Gly 


Thr 


Phe 


Phe 


Ser 


Tyr 


Cys 


Ser 


705 










710 










715 










720 


Thr 


Leu 


Ala 


Ala 


Val 


Leu 


Leu 


Gin 


Ser 


Leu 


Ser 


Ser 


Glu 


Pro 


Asp 


His 










725 










730 










735 




Val 


Glu 


Val 


Lys 


Val 


Gly 


Asn 


Pro 


Phe 


Val 


Leu 


Leu 


Gin 


Gin 


Ser 


Ser 








740 










745 










750 






Ser 


Gin 


Leu 


Val 


Ser 


His 


Leu 


Leu 


Phe 


Glu 


Arg 


Gin 


Val 


Pro 


Pro 


Glu 






755 










760 










765 








Arg 


Leu 


Ala 


Ala 


Leu 


Leu 


Ala 


Gin 


Glu 


Asn 


Leu 


Ser 


Leu 


Ser 


Val 


Pro 




770 










775 










780 










Gin 


Val 


He 


Val 


Ser 


Cys 


Cys 


Cys 


Glu 


Pro 


Leu 


Ala 


Leu 


Cys 


Ser 


Ser 


785 










790 










795 










800 


Arg 


Gin 


Ser 


Gin 


Gin 


Thr 


Ser 


Ser 


Leu 


Leu 


Thr 


Arq 


Leu 


Gly 


Thr 


Leu 










805 










810 










815 




Ala 


Gin 


Leu 


His 


Ala 


Ser 


His 


Cys 


Leu 


Asp 


Asp 


Leu 


Pro 


Leu 


Ser 


Thr 








820 










825 










830 






Pro 


Ser 


Ser 


Pro 


Arg 


Thr 


Thr 


Glu 


Asn 


Pro 


Thr 


Leu 


Glu 


Arq 


Lys 


Pro 






835 










840 










845 








Tyr 


Ser 


Ser 


Pro 


Arg 


Asp 


Ser 


Ser 


Leu 


Pro 


Ala 


Leu 


Thr 


Ser 


Ser 


Ala 




850 










855 










860 










Leu 


Ala 


Phe 


Leu 


Lys 


Ser 


Arg 


Ser 


Lys 


Leu 


Leu 


Ala 


Thr 


Val 


Ala 


Cys 


865 










870 










875 










880 

www 


Leu 


Gly 


Ala 


Ser 


Pro 


Arg 


Leu 


Lys 


Val 


Ser 


Lys 


Pro 


Ser 


Leu 


Ser 


Trp 










885 










890 










895 




Lys 


Glu 


Leu 


Arq 


Gly 


Arq 


Arq 


Glu 


Val 


Pro 


Leu 


Ala 


Ala 


Glu 


Gin 


Val 








900 










905 










910 






Ala 


Arq 


Glu 


Cys 


Glu 


Arq 


Leu 


Leu 


Glu 


Gin 


Phe 


Pro 


Leu 


Phe 


Glu 


Ala 






915 










920 










925 








Phe 


Leu 


Leu 


Ala 


Ala 


Trp 


Glu 


Pro 


Leu 


Arq 


Gly 


Ser 


Leu 


Gin 


Gin 


Gly 




930 










935 










940 










Gin 


Ser 


Leu 


Ala 


Val 


Asn 


Leu 


Cys 


Gly 


Trp 


Ala 


Ser 


Leu 


Ser 


Thr 


Val 


945 










950 










955 










960 


Leu 


Leu 


Gly 


Leu 


His 


Ser 


Pro 


He 


Ala 


Leu 


Asp 


Val 


Leu 


Ser 


Glu 


Ala 










965 










970 










975 




Phe 


Glu 


Glu 


Ser 


Leu 


Val 


Ala 


Arg 


ASP 


Trp 


Ser 


Arg 


Ala 


Leu 


Gin 


Leu 








980 










985 










990 






Thr 


Glu 


Val 


Tyr 


Gly 


Arg 


Asp 


Val 


Asp 


Asp 


Leu 


Ser 


Ser 


He 


Lys 


Asp 






995 








1000 








1005 








Ala 


Val 


Leu 


Ser 


Cys 


Ala 


Val 


Ala 


Cys 


Asp 


Lys 


Glu Gly 


Trp 


Gin 


Tyr 


1010 








1015 








1020 










Leu 


Phe 


Pro 


Val 


Lys 


Asp 


Ala 


Ser 


Leu 


Arg 


Ser Arg Leu 


Ala 


Leu 


Gin 


L025 








1030 








1035 








1040 


Phe 


Val 


Asp 


Arg 


Trp 


Pro 


Leu 


Glu 


Ser 


Cys 


Leu 


Glu 


He 


Leu 


Ala 


Tyr 








1045 








1050 








1055 




Cys 


He 


Ser 


Asp 


Thr 


Ala 


Val 


Gin 


Glu Gly Leu Lys 


Cys 


Glu 


Leu 


Gin 






1060 








1065 








1070 






Arg Lys 


Leu 


Ala 


Glu 


Leu 


Gin 


Val 


Tyr 


Gin 


Lys 


lie 


Leu Gly Leu Gin 




1075 








1080 








1085 








Ser 


Pro 


Pro 


Val 


Trp 


Cys 


Asp 


Trp 


Gin 


Thr 


Leu Arg 


Ser 


Cys 


Cys 


Val 


1090 








1095 








1100 










Glu 


Asp 


Pro 


Ser 


Thr 


Val 


Met 


Asn 


Met 


He 


Leu 


Glu 


Ala 


Gin 


Glu 


Tyr 


L105 








1110 








1115 








1120 


Glu 


Leu 


Cys 


Glu Glu Trp Gly Cys 


Leu 


Tyr 


Pro 


lie 


Pro Arg 


Glu 


His 








1125 








1130 








1135 




Leu 


He 


Ser 


Leu 


His 


Gin 


Lys 


His 


Leu 


Leu 


His 


Leu Leu Glu Arg Arg 






1140 








1145 








1150 






Asp 


His 


Asp 


Lys 


Ala 


Leu Gin Leu Leu Arg Arg 


lie 


Pro Asp 


Pro 


Thr 



1155 1160 1165 
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Met Cys Leu Glu Val Thr Glu Gin Ser Leu Asp Gin His Thr Ser Leu 

1170 1175 1180 

Ala Thr Ser His Phe Leu Ala Asn Tyr Leu Thr Thr His Phe Tyr Gly 
1185 1190 1195 1200 

Gin Leu Thr Ala Val Arg His Arg Glu lie Gin Ala Leu Tyr Val Gly 

1205 1210 1215 

Ser Lys lie Leu Leu Thr Leu Pro Glu Gin His Arg Ala Ser Tyr Ser 

1220 1225 1230 

His Leu Ser Ser Asn Pro Leu Phe Met Leu Glu Gin Leu Leu Met Asn 

1235 1240 1245 

Met Lys Val Asp Trp Ala Thr Val Ala Val Gin Thr Leu Gin Gin Leu 

1250 1255 1260 

Leu Val Gly Gin Glu lie Gly Phe Thr Met Asp Glu Val Asp Ser Leu 
1265 1270 1275 1280 

Leu Ser Arg Tyr Ala Glu Lys Ala Leu Asp Phe Pro Tyr Pro Gin Arg 

1285 1290 1295 

Glu Lys Arg Ser Asp Ser Val lie His Leu Gin Glu lie Val His Gin 

1300 1305 1310 

Ala Ala Asp Pro Glu Thr Leu Pro Arg Ser Pro Ser Ala Glu Phe Ser 

1315 1320 1325 

Pro Ala Ala Pro Pro Gly lie Ser Ser lie His Ser Pro Ser Leu Arg 

1330 1335 1340 

Glu Arg Ser Phe Pro Pro Thr Gin Pro Ser Gin Glu Phe Val Pro Pro 
1345 1350 1355 1360 

Ala Thr Pro Pro Ala Arg His Gin Trp Val Pro Asp Glu Thr Glu Ser 

1365 1370 1375 

lie Cys Met Val Cys Cys Arg Glu His Phe Thr Met Phe Asn Arg Arg 

1380 1385 1390 

His His Cys Arg Arg Cys Gly Arg Leu Val Cys Ser Ser Cys Ser Thr 

1395 1400 1405 

Lys Lys Met Val Val Glu Gly Cys Arg Glu Asn Pro Ala Arg Val Cys 

1410 1415 1420 

Asp Gin Cys Tyr Ser Tyr Cys Asn Lys Asp Val Pro Glu Glu Pro Ser 
1425 1430 1435 1440 

Glu Lys Pro Glu Ala Leu Asp Ser Ser Lys Ser Glu Ser Pro Pro Tyr 

1445 1450 1455 

Ser Phe Val Val Arg Val Pro Lys Ala Asp Glu Val Glu Trp He Leu 

1460 1465 1470 

Asp Leu Lys Glu Glu Glu Asn Glu Leu Val Arg Ser Glu Phe Tyr Tyr 

1475 1480 1485 

Glu Gin Ala Pro Ser Ala Ser Leu Cys He Ala He Leu Asn Leu His 

1490 1495 ' 1500 

Arg Asp Ser He Ala Cys Gly His Gin Leu He Glu His Cys Cys Arg 
1505 1510 1515 1520 

Leu Ser Lys Gly Leu Thr Asn Pro Glu Val Asp Ala Gly Leu Leu Thr 

1525 1530 1535 

Asp He Met Lys Gin Leu Leu Phe Ser Ala Lys Met Met Phe Val Lys 

1540 1545 1550 

Ala Gly Gin Ser Gin Asp Leu Ala Leu Cys Asp Ser Tyr He Ser Lys 

1555 1560 1565 

Val Asp Val Leu Asn He Leu Val Ala Ala Ala Tyr Arg His Val Pro 

1570 1575 1580 

Ser Leu Asp Gin He Leu Gin Pro Ala Ala Val Thr Arg Leu Arg Asn 
1585 1590 1595 1600 

Gin Leu Leu Glu Ala Glu Tyr Tyr Gin Leu Gly Val Glu Val Ser Thr 

1605 1610 1615 

Lys Thr Gly Leu Asp Thr Thr Gly Ala Trp His Ala Trp Gly Met Ala 

1620 1625 1630 

Cys Leu Lys Ala Gly Asn Leu Thr Ala Ala Arg Glu Lys Phe Ser Arg 

1635 1640 1645 

Cys Leu Lys Pro Pro Phe Asp Leu Asn Gin Leu Asn His Gly Ser Arg 

1650 1655 1660 

Leu Val Gin Asp Val Val Glu Tyr Leu Glu Ser Thr Val Arg Pro Phe 
1665 1670 1675 1680 
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Val Ser Leu Gin Asp Asp Asp Tyr Phe Ala Thr Leu Arg Glu Leu Glu 

1685 1690 1695 

Ala Thr Leu Arg Thr Gin Ser Leu Ser Leu Ala Val lie Pro Glu Gly 

1700 1705 1710 

Lys lie Met Asn Asn Thr Tyr Tyr Gin Glu Cys Leu Phe Tyr Leu His 

1715 1720 1725 

Asn Tyr Ser Thr Asn Leu Ala lie lie Ser Phe Tyr Val Arg His Ser 

1730 1735 1740 

Cys Leu Arg Glu Ala Leu Leu His Leu Leu Asn Lys Glu Ser Pro Pro 
1745 1750 1755 1760 

Glu Val Phe lie Glu Gly lie Phe Gin Pro Ser Tyr Lys Ser Gly Lys 

1765 1770 1775 

Leu His Thr Leu Glu Asn Leu Leu Glu Ser lie Asp Pro Thr Leu Glu 

1780 1785 1790 

Ser Trp Gly Lys Tyr Leu lie Ala Ala Cys Gin His Leu Gin Lys Lys 

1795 1800 1805 

Asn Tyr Tyr His lie Leu Tyr Glu Leu Gin Gin Phe Met Lys Asp Gin 

1810 1815 1820 

Val Arg Ala Ala Met Thr Cys lie Arg Phe Phe Ser His Lys Ala Lys 
1825 1830 1835 1840 

Ser Tyr Thr Glu Leu Gly Glu Lys Leu Ser Trp Leu Leu Lys Ala Lys 

1845 1850 1855 

Asp His Leu Lys lie Tyr Leu Gin Glu Thr Ser Arg Ser Ser Gly Arg 

1860 1865 1870 

Lys Lys Thr Thr Phe Phe Arg Lys Lys Met Thr Ala Ala Asp Val Ser 

1875 1880 1885 

Arg His Met Asn Thr Leu Gin Leu Gin Met Glu Val Thr Arg Phe Leu 

1890 1895 1900 

His Arg Cys Glu Ser Ala Gly Thr Ser Gin lie Thr Thr Leu Pro Leu 
1905 1910 1915 1920 

Pro Thr Leu Phe Gly Asn Asn His Met Lys Met Asp Val Ala Cys Lys 

1925 1930 1935 

Val Met Leu Gly Gly Lys Asn Val Glu Asp Gly Phe Gly lie Ala Phe 

1940 1945 1950 

Arg Val Leu Gin Asp Phe Gin Leu Asp Ala Ala Met Thr Tyr Cys Arg 

1955 1960 1965 

Ala Ala Arg Gin Leu Val Glu Lys Glu Lys Tyr Ser Glu lie Gin Gin 

1970 1975 . 1980 

Leu Leu Lys Cys Val Ser Glu Ser Gly Met Ala Ala Lys Ser Asp Gly 
1985 1990 1995 2000 

Asp Thr lie Leu Leu Asn Cys Leu Glu Ala Phe Lys Arg lie Pro Pro 

2005 2010 2015 

Gin Glu Leu Glu Gly Leu lie Gin Ala lie His Asn Asp Asp Asn Lys 

2020 2025 2030 

Val Arg Ala Tyr Leu lie Cys Cys Lys Leu Arg Ser Ala Tyr Leu lie 

2035 2040 2045 

Ala Val Lys Gin Glu His Ser Arg Ala Thr Ala Leu Val Gin Gin Val 

2050 2055 2060 

Gin Gin Ala Ala Lys Ser Ser Gly Asp Ala Val Val Gin Asp lie Cys 
2065 2070 2075 2080 

Ala Gin Trp Leu Leu Thr Ser His Pro Arg Gly Ala His Gly Pro Gly 

2085 2090 2095 

Ser Arg Lys * 
2099 
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Met 


Trp Ala 


Ser 


Gin Val Ser 


Ser 


1 








5 




Leu 


Trp Met 


Thr 


Gly Ala Pro 


Leu 








20 






Pro 


Leu 


Ala 


Trp 


He Pro Ala 


Ala 






35 






40 


Phe 


Gly Val 


Glu 


Asp Asp Arg 


Pro 




50 






55 




Ser 


Glu 


Glu 


Ala 


Ser Trp Ser 


Glu 


65 








70 




Asp 


Gly Pro 


Phe 


Ala Gly. Gly 


Glu 










85 




Lys 


Thr 


Gin 


Leu 


Ala Thr Leu 


Thr 








100 






Glu 


Lys 


Ser 


Arg 


Met Glu Ala 


Ser 






115 






120 


Lys 


Gin Asp Leu 


Glu Asp Ala 


Ser 




130 






135 




Arg 


Leu Glu Gly 


Glu Leu Lys 


Gly 


145 








150 




Lys 


Ala Arg Leu 


He Thr Gin 


Gin 










165 




Asp 


His 


Ala 


Leu 


Met Leu Arg 


Glu 








180 






Arg 


Thr 


Gin 


Arg 


Gin Asp Leu 


Glu 






195 






200 


Ala 


Leu Ala Gly 


Arg Ala Tyr 


Ala 




210 






215 




Leu 


Gin 


Thr 


Lys 


Gin Leu Thr 


Arg 


225 








230 




Leu 


Gin 


Ala 


He 


Arg Asp Glu 


Lys 










245 




Glu 


Leu 


Gin 


Glu 


Glu Ala Ala 


Arg 








260 






Leu 


Gin 


Gin 


Glu 


Met Arg Lys 


Thr 






275 






280 


Gin 


Gin 


Ser 


Gin 


Val Glu Glu 


Gin 




290 






295 




He 


Ser 


Glu 


Val 


Ser Glu Leu 


Leu 


305 








310 




Lys 


Asp 


Gin 


Leu 


Ala He Gin 


Lys 










325 




Asp 


Leu 


Glu 


Asn 


Lys Thr Leu 


Ala 








340 






Leu 


Asp 


Ser 


His 


Gly Glu Glu 


Ser 






355 






360 


Asp 


Lys 


Met 


Glu 


Lys Leu Lys 


Arg 




370 






375 




Ser 


Gin 


Val 


Thr 


Leu Asp Val 


Glu 


385 








390 




Pro 


Ser 


Ser 


Glu 


Ala Ala Asp 


Gly 










405 




Gin 


Gin 


Glu 


Leu 


Lys Gin Leu 


Lys 








420 






Arg 


Ala 


Gin 


Val 


Val Leu Lys 


Ser 






435 






440 


Gly 


Lys 


Glu 


Leu 


Glu Ala Ala 


Gin 




450 






455 




Lys 


Tyr 


He 


Ser 


Leu Arg Leu 


Ser 


465 








470 




Gin 


Gin 


Glu 


Ala 


Asp Asp Trp 


Lys 










485 




Leu 


His 


Arg 


Gin 


Glu Leu Glu 


Arg 



500 



Phe 


Gin 


Ala 


Ser 


Pro 


Phe 


Leu 


Thr 




10 










15 




Thr 


Ala 


Arg 


He 


Ala 


Leu 


Gly 


Pro 


25 










30 






Ser 


Leu 


Thr 


Ser 


Thr 


Lys 


Gly 


Glu 










45 








Ala 


Arg 


Gly 


Pro 


Pro 


Pro 


Pro 


Lys 








60 






■ 




Ser 


Gly 


Val 


Ser 


Ser 


Ser 


Ser 


Gly 






75 










80 


Val 


Asp 


Lys 


Arg 


Leu 


His 


Gin 


Leu 




90 










95 




Ser 


Ser 


Leu 


Ala 


Thr 


Val 


Thr 


Gin 


105 










110 






Tyr 


Leu 


Ala 


Asp Lys 


Lys 


Lys 


Met 










125 








Asn 


Lys 


Ala 


Glu 


Glu 


Glu 


Arg 


Ala 








140 










Leu 


Gin 


Glu 


Gin 


He 


Ala 


Glu 


<Thr 






155 










160 


His 


Asp 


Arg 


Ala 


Gin 


Glu 


Gin 


Ser 




170 










175 




Leu 


Gin 


Lys 


Leu 


Leu 


Gin 


Glu 


Glu 


185 










190 






Leu 


Arg 


Leu 


Glu 


Glu 


Thr 


Arg 


Glu 










205 








Ala 


Glu 


Gin 


Met 


Glu 


Gly 


Phe 


Glu 








220 










Glu 


Val 


Glu 


Glu 


Leu 


Lys 


Ser 


Glu 






235 










240 


Asn 


Gin 


Pro 


Asp 


Pro 


Arg 


Leu 


Gin 




250 










255 




Leu 


Lys 


Ser 


His 


Phe 


Gin 


Ala 


Gin 


265 










270 






Ala 


Leu 


Ala 


Glu Asp 


Gin 


Leu 


Arg 










285 








Arg 


Val 


Ala 


Ala 


Leu 


Glu 


Asn 


Gin 








300 










Gly 


Thr 


Tyr 


Glu Lys 


Ala 


Lys 


Gin 






315 










320 


Leu 


Lys 


Glu 


Arg 


He 


Leu 


Gin 


Leu 




330 










335 




Leu 


Ala 


Ala 


Ser 


Ser 


Arg 


Ser 


Pro 


345 










350 






Ser 


Leu 


Asp 


Val 


Asn 


Val 


Leu 


Lys 










365 








Leu 


Leu 


Gin 


Val 


Ala 


Ala 


Arg 


Lys 








380 










Lys 


Leu 


Cys 


Asp 


Leu 


Glu 


He 


Met 






395 










400 


Glu 


Lys 


Ala 


Thr 


Ala 


Leu 


Tyr 


Tyr 




410 










415 




Glu 


Glu 


Phe 


Glu 


Arg 


Tyr 


Lys 


Met 


425 










430 






Lys 


Asn 


Thr 


Lys 


Asp 


Gly 


Asn 


Leu 










445 








Glu 


Gin 


Leu 


Ala 


Glu 


Leu 


Lys 


Glu 








460 










Cys 


Glu 


Glu 


Leu 


Glu 


His 


Gin 


His 






475 










480 


Gin 


Glu 


Leu 


Ala 


Arg 


Leu 


Gin 


Gin 




490 










495 




Cys 


Gin 


Leu 


Asp 


Phe 


Arg 


Asp 


Arg 


505 










510 







2913 



WO 01/57190 



PCT/USO 1/04098 



Thr 


Leu 


LVS 

"2 


Leu 


Glu 


Glu 


Glu 


Leu 


His 


Lvs 


Gin Arcr Aso Arcr 


Ala 


Leu 






515 










520 






525 






Ala 


Val 


Leu 


Thr 


Glu 


Lvs 


Asp 


Leu 


Glu 


Leu 


Glu Gin Leu Arcr 


Ser 


Val 




530 










535 








540 






Ala 


Leu 


Ala 


Ser 


Gly 


Leu 


Pro Gly Arg 


Arcr 


Ser Pro Val Glv 


Glv 

J; 


Glv 


545 










550 










555 




560 


Glv 


Pro 


Gly 


Asn 


Pro 


Ala 


Asp 


Thr 


Ser 


Ser 


Ser Asp Ser Leu 


Thr 


Gin 










565 










570 




575 




Ala 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


Asn 


Glu 


Pro 


Thr Phe Phe Leu 


Tvr 


Ala 








580 










585 




590 






Glu 


Gin 


Leu 


Ala 


Arg 


Lvs 


Glu 


Val 


Glu 


He 


Thr Ser Leu Arg 


Lvs 

2 *** 


Gin 






595 










600 






605 






LVS 

J; *** 


His 


Arg 


Leu 


Glu 


Val 


Glu 


Val 


His 


Gin Leu Gin Asp Arg 


Leu 


Leu 




610 










615 








620 






Glu 


Glu 


Glv 


Glu Arg 


His 


Arg 


Glu 


Glu 


Val 


Ala Ala Leu Gin 


Ser 


His 


625 










630 










635 




640 


He 


Glu 


LVS 


Asn 


He 


Aro 


Asp 


Gin 


Ser 


Arg Glu Gly Ala Asn 


Leu 


Glu 

t«t 










645 










650 




655 




Tvr 
«* 


Leu 


Lvs 


Asn 


He 


He 


Tyr Arg Phe 


Leu 


Thr Leu Pro Asp 


Ser 


Leu 








660 










665 




670 






Gly 


Arg 


Gin 


Gin 


Thr 


Leu 


Thr 


Ala 


He 


Leu 


Thr He Leu His 


Phe 


Ser 






675 










680 






685 






Pro 


Glu 


Glu 


Lys 


Gin 


Val 


He 


Met 


Arg 


Leu 


Pro Thr Ser Ala 


Ser 


Trp 




690 










695 








700 






Trp 


Pro 


Ser 


Gly Lys 


Arg 


* 















705 710 
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Met 


Ala 


Ala 


Ala 


Cys 


Gly 


Pro Gly Ala 


Ala Gly Tyr Cys Leu 


Leu 


Leu 


1 








5 






10 


15 




Gly 


Leu 


His 


Leu 


Phe 


Leu 


Leu Thr Ala 


Gly Pro Ala Leu Gly 


Trp 


Asn 








20 






25 


30 






Asp 


Pro 


Asp 


Arg 


Met 


Leu 


Leu Arg Asp 


Val Lys Ala Leu Thr 


Leu 


His 






35 








40 


' 45 






Tyr 


Asp 


Arg 


Tyr 


Thr 


Thr 


Ser Arg Arg 


Leu Asp Pro He Pro 


Gin 


Leu 




50 










55 


60 






Lys 


Cys 


Val 


Gly Gly Thr 


Ala Gly Cys 


Asp Ser Tyr Thr Pro 


Lys 


Val 


65 










70 




75 




80 


lie 


Gin 


Cys 


Gin 


Asn 


Lys 


Gly Trp Asp 


Gly Tyr Asp Val Gin 


Trp 


Glu 










85 






90 


95 




Cys 


Lys 


Thr 


Asp Leu Asp 


He Ala Tyr 


Lys Phe Gly Lys Thr 


Val 


Val 








100 






105 


110 






Ser 


Cys 


Glu 


Gly Tyr 


Glu 


Ser Ser Glu 


Asp Gin Tyr Val Leu 


Arg 


Gly 






115 








120 


125 






Ser 


Cys 


Gly 


Leu 


Glu 


Tyr 


Asn Leu Asp 


Tyr Thr Glu Leu Gly 


Leu 


Gin 




130 










135 


140 






Lys 


Leu 


Lys 


Glu 


Ser 


Gly 


Lys Gin His 


Gly Phe Ala Ser Phe 


Ser 


Asp 


145 










150 




155 




160 


Tyr 


Tyr 


Tyr 


Lys 


Trp 


Ser 


Ser Ala Asp 


Ser Cys Asn Met Ser 


Gly 


Leu 










165 






170 


175 




lie 


Thr 


He 


Val 


Val 


Leu 


Leu Gly He 


Ala Phe Val Val Tyr 


Lys 


Leu 








180 






185 


190 






Phe 


Leu 


Ser 


Asp 


Gly Gin 


Tyr Ser Pro 


Pro Pro Tyr Ser Glu 


Tyr 


Pro 






195 








200 


205 






Pro 


Phe 


Ser 


His 


Arg 


Tyr 


Gin Arg Phe 


Thr Asn Ser Ala Gly 


Pro 


Pro 




210 










215 


220 
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Pro 


Pro 


Gly 


Phe 


Lys 


Ser 


Glu 


Phe 


Thr 


Gly 


Pro 


Gin 


Asn 


Thr 


Gly 


His 


225 










230 










235 










240 


Gly 


Ala 


Thr 


Ser 


Gly 
245 


Phe 


Gly 


Ser 


Ala 


Phe 
250 


Thr 


Gly 


Gin 


Gin 


Gly 
255 


Tyr 


Glu 


Asn 


Ser 


Gly 
260 


Pro 


Gly 


Phe 


Trp 


Thr 
265 


Gly 


Leu 


Gly 


Thr 


Gly 
270 


Gly 


He 


Leu 


Gly 


Tyr 
275 


Leu 


Phe 


Gly 


Ser 


Asn 
280 


Arg 


Ala 


Ala 


Thr 


Pro 

285 

\J —J 


Phe 


Ser 


Asp 


Ser 


Trp 
290 


Tyr 


Tyr 


Pro 


Ser 


Tyr 
295 


Pro 


Pro 


Ser 


Tyr 


Pro 
300 


Gly 


Thr 


Trp 


Asn 


Arg 


Ala 


Tyr 


Ser 


Pro 


Leu 


His 


Gly 


Gly 


Ser 


Gly 


Ser 


Tyr 


Ser 


Val 


Cys 


305 










310 










315 










320 


Ser 


Asn 


Ser 


Asp 


Thr 
325 


Lys 


Thr 


Arg 


Thr 


Ala 
330 


Ser 


Gly 


Tyr 


Gly 


Gly 
335 


Thr 



Arg Arg Arg 
339 
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Met 


He 


Arcr 


Asn 


Trp 


Leu 


Thr 


He 


Phe 


lie 


Leu 


Phe 


Pro 


Leu 


Lvs 


Leu 


1 








5 










10 










15 




Val 


Glu 


Lvs 


Cvs 


Glu 


Ser 


Ser 


Val 


Ser 


Leu 


Thr 


Val 


Pro 


Pro 

A. 


Val 


Val 








20 










25 










30 






Lvs 


Leu 


Glu 


Asn 


Gly 


Ser 


Ser 


Thr 


Asn 


Val 


Ser 


Leu 


Thr 


Leu 


ArQ 


Pro 


























A. ^ 








Pro 


Leu 


Asn 


Ala 


Thr 


Leu 


Val 


He 


Thr 


Phe 


Glu 


He 


Thr 


Phe 


Arg 


Ser 




50 










55 










60 










Lys 


Asn 


He 


Thr 


He 


Leu 


Glu 


Leu 


Pro 


Asp 


Glu 


Val 


Val 


Val 


Pro 


Pro 


65 










70 










75 










80 


Gly 


Val 


Thr 


Asn 


Ser 


Ser 


Phe 


Gin 


Val 


Thr 


Ser 


Gin 


Asn 


Val 


Gly 


Gin 










85 










90 










95 




Leu 


Thr 


Val 


Tyr 


Leu 


His 


Gly 


Asn 


His 


Ser 


Asn 


Gin 


Thr 


Gly 


Pro 


Arg 








100 










105 










110 






He 


Arg 


Phe 


Leu 


Val 


He 


Arg 


Ser 


Ser 


Ala 


He 


Ser 


He 


He 


Asn 


Gin 






115 










120 










125 








Val 


He 


Gly 


Trp 


He 


Tyr 


Phe 


Val 


Ala 


Trp 


Ser 


He 


Ser 


Phe 


Tyr 


Pro 




130 










135 










140 










Gin 


Val 


He 


Met 


Asn 


Trp 


Arg 


Arg 


Lys 


Ser 


Val 


He 


Gly 


Leu 


Ser 


Phe 


145 










150 










155 










160 


Asp 


Phe 


Val 


Ala 


Leu 


Asn 


Leu 


Thr 


Gly 


Phe 


Val 


Ala 


Tyr 


Ser 


Val 


Phe 










165 










170 










175 




Asn 


He 


Gly 


Leu 


Leu 


Trp 


Val 


Pro 


Tyr 


He 


Lys 


Glu 


Gin 


Phe 


Leu 


Leu 








180 










185 










190 






Lys 


Tyr 


Pro 


Asn 


Gly 


Val 


Asn 


Pro 


Val 


Asn 


Ser 


Asn 


Asp 


Val 


Phe 


Phe 






195 










200 










205 








Ser 


Leu 


His 


Ala 


Val 


Val 


Leu 


Thr 


Leu 


He 


He 


He 


Val 


Gin 


Cys 


Cys 




210 










215 










220 










Leu 


Tyr 


Glu 


Arg 


Gly 


Gly 


Gin 


Arg 


Val 


Ser 


Trp 


Pro 


Ala 


He 


Gly 


Phe 


225 










230 










235 










240 


Leu 


Val 


Leu 


Ala 


Trp 


Leu 


Phe 


Ala 


Phe 


Val 


Thr 


Met 


He 


Val 


Ala 


Ala 










245 










250 










255 




Val 


Gly 


Val 


He 


Thr 


Trp 


Leu 


Gin 


Phe 


Leu 


Phe 


Cys 


Phe 


Ser 


Tyr 


He 








260 










265 










270 






Lys 


Leu 


Ala 


Val 


Thr 


Leu 


Val 


Lys 


Tyr 


Phe 


Pro 


Gin 


Ala 


Tyr 


Met 


Asn 






275 










280 










285 








Phe 


Tyr 


Tyr 


Lys 


Ser 


Thr 


Glu 


Gly 


Trp 


Ser 


He 


Gly 


Asn 


Val 


Leu 


Leu 




290 










295 










300 
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Asp 


Phe Thr Gly 


Gly 


Ser 


Phe 


Ser 


Leu 


Leu 


Gin 


Met 


Phe 


Leu 


Gin 


Ser 


305 






310 

*j -i~ \j 










315 










320 

«J 4_J \J 


Tyr 


Asn Asn Asp 


Gin 
325 


Trp 


Thr 


Leu 


He 


Phe 
330 


Gly 


Asp 


Pro 


Thr 


Lys 
335 


Phe 


Gly 


Leu Gly Val 
340 


Phe 


Ser 


He 


Val 


Phe 
345 


Asp 


Val 


Val 


Phe 


Phe 
350 


He 


Gin 


His 


Phe Cys Leu 

355 


Tyr 


Arg 


Lys 


Arg 
360 


Pro 


Gly 


Tyr 


Asp 


Gin 
365 


Leu 


Asn 
367 
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<400> 1162 



Met 


Leu 


Gly 


Lys 


Gly Val 


Val Gly 


Gly 


Gly 


Gly 


Gly 


Thr 


Lys 


Ala 


Pro 


i 

+m 








5 










10 










JL J 




Lvs 


Pro 

4m mm- 


Ser 


Phe 


Val 


Ser 


Tyr Val 


Arcr 


Pro 

+m mm* 


Glu 

^m* mm* \0m 


Glu 

mm* 


He 

mW mm> ^— - 


His 


Thr 

mm m+mtrnm, 


Asn 

mTmi mm* Am* 








20 










25 
















Glu 

m+m w% 


Lvs 


Glu 

\m* mm, V* 


Val 


Thr 


Glu 


Lys 


Glu 
40 


Val 


Thr 

+m AA* 


Leu 


His 

*a «^ m* 


Leu 

JmJ W \0rn- 


Leu 


Pro 

mm mm, \mJ 


Glv 


Glu 


Gin 
50 


Leu 


Leu 


Cys 


Glu 


Ala 

55 


Ser 


Thr 


Val 


Leu 


Lys 
60 


Tyr 


Val 


Gin 


Glu 


ASD 


Ser 


Cvs 


Gin 


His Gly 


Val 


Tyr 


Glv 


Arcr 


Leu 


Val 


Cvs 


Thr 


Asp 


Phe 


65 










70 










75 










80 


Lys 


He 


Ala 


Phe 


Leu Gly 


Asp Asp 


Glu 


Ser 


Ala 


Leu 


Asp 


Asn 


Asp 


Glu 










85 










90 










95 




Thr 


Gin 


Phe 


Lys 
100 


Asn 


Lys 


Val 


He 


Gly 
105 

«fc w —J 


Glu 


Asn 


Asp 


He 


Thr 
110 

mm* mtm W 


Leu 


His 


Cvs 

J; 


Val 


Asp 


Gin 


He 


Tyr 


Gly Val 


Phe 


Asp 


Glu 


LVS 


LVS 


Lvs 


Thr 


Leu 






115 

mm, mtm — ' 










120 










125 

mm. +m* mJ 








Phe 


Gly 
130 


Gin 


Leu 


Lys 


Lys 


Tyr 
135 


Pro 


Glu 


Lys 


Leu 


He 
140 


Jle 


His 


Cys 


Lys 


Asp 


Leu 


Arg 


Val 


Phe 


Gin 


Phe 


Cys 


Leu 


Arg 


Tyr 


Thr 


Lys 


Glu 


Glu 


Glu 


145 










150 










155 










160 


Val 


Lys 


Arg 


He 


Val 


Ser 


Gly lie 


He 


His 


His 


Thr 


Gin 


Ala 


Pro 


Lys 










165 










170 










175 




Leu 


Leu 


Lys 


Arg 
180 


Leu 


Phe 


Leu 


Phe 


Ser 
185 


Tyr 


Ala 


Thr 


Ala 


Ala 
190 


Gin 


Asn 


Asn 


Thr 


Val 
195 


Thr 


Asp 


Pro 


Lys 


Asn 
200 


His 


Thr 


Val 


Met 


Phe 
205 


Asp 


Thr 

■ 


Leu 


Lys 


Asp 


Trp 


Cys 


Trp Glu 


Leu 


Glu 


Arg 


Thr 


Lys 


Gly 


Asn 


Met 


Lys 


Tyr 




210 










215 










220 










Lys 


Ala 


Val 


Ser 


Val 


Asn 


Glu Gly 


Tyr 


Lys 


Val 


Cys 


Glu 


Arg 


Leu 


Pro 


225 










230 










235 










240 


Ala 


Tyr 


Phe 


Val 


Val 
245 


Pro 


Thr 


Pro 


Leu 


Pro 
250 


Glu 


Glu 

» 


Asn 


Val 


Gin 
255 


Arg 


Phe 


Gin 


Gly 


His 
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Arg 
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Pro 


He 


His Lys 


Val 


He 


Arcr 
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280 








285 
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Glv 


Phe 


Pro 


Ser 


Thr 


Ser 


Pro 


Ala 


Lvs 

JT " 


Ala 


Lys Lys 


Thr 


Lvs 

JT *-* 


Ara 
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Met 
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Met 
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Thr 
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Ser 

U^ Vf«« 


Ser 


Val 

V vx ^« 


Gly Gly Arg 
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Arcr 
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Lpij 
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Thr 
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Thr 
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U W x> 
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UJ 1 WX 


Arcr 
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xj y ^ 


He 

JU J> w 
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.Jt *X u 
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Ser 


Glv 


Thr 


Thr 

X til 


Ala 

Jrx JU CX 
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Gin 
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W JU \Jk 


Ala 

*fc x> tx 
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AJU UX 
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Gin 

\mJ X X X 
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355 
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Xi 
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Arcr 
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380 
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Ala 


Glu 

VJ J. Ul 


Ala 
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Tien 

XJ w IX 


Gin 
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"a X v* 








415 




Ay"ct 


Al a 




XJ w u. 


T>en 

XJC ix 


Val 


Glu 




Val 


Arcr 


TfVR 


Glu Lys 


Val 




xic u. 
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Ser 




Gin 


Leu 
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Glu 

VJ X. kX 
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Glu 
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Thr 
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Thr 


Gin 
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450 
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Gin 


Leu 


Glu 


His 


Ala 

**X VX 


Arcr 
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Glv 


Glu 


Leu 

vx 


Glu 


Gin Ser 


Leu 


Leu 


Leu 


465 
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480 


Glu 


TiVS 


Ala 


Gin 


Ala 


Glu 

Vrf x, vx 


Arcr 


Leu 


Leu 

XJ> V** Uk 


Arcr 


Glu 

\mj -X IX 


Leu Ala Asp 
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Arcr 
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490 








495 




Leu 


Thr 


Thr 
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V VX X* 


Ala 
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Lvs 
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Atct 
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Gin Leu 


Glu 


Glu 


Glu 
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Leu 


Thr 
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Arcr 
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Glv 
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He 


Glu 


Glu 
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520 








525 
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Pro 
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Asp 
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Ala Ala 
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He 
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530 










535 
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Ser 
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Gin 
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Glu 
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Arcr 
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Ala 


Leu Lys 


Ala 


Tyr 


Gin 
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Val 


Asp 


Lvs 


Leu 


Arcr 


Ala 


Ala 


Asn 


Glu 


Lys Tyr 


Ala 


Gin 


Glu 
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Ala 


Glv 
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Lvs 
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Val 


Gin 


Gin 
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Thr Ser 


Glu 


Asn 


Met 
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Met 


Asd 
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Trt) 
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Lys 
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He 
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Lys 
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Thr 
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Met 
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Lvs 
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\J \J \J 
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Gin 


Glu 


Ala 


Gin 


Glu 
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Leu 
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Ara 


Ala 


Gin 
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Ala 


Gin 


ASD 
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Ara 
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Ala 
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Lvs 


Leu 


ASD 


Val 


Glu 


Tvr 


Ara 
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Gin 


He 
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Glu 
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Gin 
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Glu 
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Glu 
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Ala 
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Met 
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Thr 


He 
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Thr 


Lvs 


Glu 


Thr 
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Thr 
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Val 
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Ala 
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He 
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905 
j \j .j 
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Val 
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J7 A. \J 
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Glu 


Val 
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Lvs 


Leu 
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Asd 


He 


Ara 
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Leu 


Asd 


Lvs 
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Leu 


Ser 


Asd 
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Pro 


Ser 
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Ala 
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Glu 
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Thr 
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Ala 


Leu 
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Met 
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Ala 
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He 
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Glu 


Ala 
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Ara 
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Ala 


Glv 


Leu 


Gin 


Ara 
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Tro 






700 








Gin 


His 


Ara 


Leu 


Glu 


Leu 


Gin 




715 










720 


Glu 


Leu 


Ara 


Val 


His 


Glu 


Leu 


730 










735 




Gin 


Ala 


Gin 


Ala 


He 


Glu 


Phe 
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Lvs 


Lvs 


Met 


Leu 


Asp 


Tvr 


Glu 

M 
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Lvs 


Gin 


Glu 


Val 


Glu 


Ser 


Leu 






780 










Ara 


Leu 


Gin 


Ala 


Val 


Glu 

\-l JLm M 


Ala 




795 










800 
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He 


Glu 


Ser 


Asn 


Asp 


He 


Ser 


810 










815 

U X W 




Val 


Glu 


Glv 


Leu 


Gin 


Aso 
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830 
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Leu 


Thr 


Ser 


Gin 

vj jiii 


Thr 

J. AAA 


Glu 








845 








Glu 

W M 


Ser 

w V- J- 


Lvs 


Cvs 


Lvs 
"Jr ° 


Ser 


Glv 
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Glu 

N-J JU \Jk 


Lvs 

xj y w 


Ara 


Ara 


Leu 


Glu 

>J X %JL 


Ala 




875 










PRO 


His 


Asd 


Ala 


Ser 


Glv 
V,A J r 


Gin 


Leu 


890 










895 




Lvs 


Glu 


Ara 


Ser 


Leu 


Asn 


Glu 
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Ara 


His 
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Ser 

^ 


Pro 


Glv 


Pro 


Glu 
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Glu 
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Arcr 
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Glu 
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Glu 






Thr 


Glv 
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S \J \J 
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Arg 
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He 
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Ara 


Leu 


Gin 
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Leu 
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Asp 
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20 

Glu Ser Ala Glu 
35 



His Thr Pro Ala 
5 

Pro Gin Glu He 

Gin Pro Glu Phe 
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Cys Gly Pro Phe 
10 
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Tyr Tyr Asp Glu 



Ser Ala Leu Thr 
15 

Thr Gin Lys Glu 
30 

Phe Gly Phe Arg 
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Tyr 


Lys 


Glu 


Glu 


Gly 


Asp 


Glu 


Pro 


Gly 


Ser 


Ser 


Leu 


Leu 


Ala 


Asn 




50 










55 
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Pro 


Leu 


Met 


Glu 


Asp 


Ala 


Pro 


Gin 


Arg 


Leu 


Arg 


Trp 


Gin 


Ala 


His 


65 










70 










75 










80 


Leu 


Glu 


Phe 


Thr 
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Asn 
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Asp 


Val 


Gly 


Asp 


Leu 


Thr 


Trp 


Asp 


Lys 
* 










85 










90 










95 




He 


Ala 


Val 


Ser 


Leu 


Pro 


Arg 


Ser 


Glu 


Lys 


Leu 


Arg 


Ser 


Leu 


Val 


Leu 








100 










105 










110 






Ala 


Gly 


He 


Pro 


His 


Gly 


Met 


Arg 


Pro 


Gin 


Leu 


Trp 


Met 


Arg 


Leu 


Ser 






115 










120 










125 








Gly 


Ala 


Leu 


Gin 


Lys 


Lys 


Arg 


Asn 


Ser 


Glu 


Leu 


Ser 


Tyr 


Arg 


Glu 


He 




130 










135 










140 










Val 


Lys 


Asn 


Ser 


Ser 


Asn 


Asp 


Glu 


Thr 


He 


Ala 


Ala 


Lys 


Gin 


He 


Glu 


145 










150 






• 




155 










160 


Lys 


Asp 


Leu 


Leu 


Arg 


Thr 


Met 


Pro 


Ser 


Asn 


Ala 


Cys 


Phe 


Ala 


Ser 


Met 










165 










170 










175 




Gly 


Ser 


He 


Gly 


Val 


Pro 


Arg 


Leu 


Arg 


Arg 


Val 


Leu 


Arg 


Ala 


Leu 


Ala 








180 










185 










190 






Trp 


Leu 


Tyr 


Pro 


Glu 


He 


Gly 


Tyr 


Cys 


Gin 


Gly 


Thr 


Gly 


Met 


Val 


Ala 
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200 
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Ala 


Cys 


Leu 


Leu 


Leu 


Phe 


Leu 


Glu 


Glu 


Glu 


Asp 


Ala 


Phe 


Trp 


Met 


Met 
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Ser 


Ala 


He 


He 


Glu 


Asp 


Leu 


Leu 


Pro 


Ala 


Ser 


Tyr 


Phe 


Ser 


Thr 


Thr 


225 










230 










235 










240 


Leu 


Leu 


Gly 


Val 


Gin 


Thr 


Asp 


Gin 


Arg 


Val 


Leu 


Arg 
— < 


His 


Leu 


He 


Val 










245 










250 










255 




Gin 


Tyr 


Leu 


Pro 


Arg 


Leu 


Asp 


Lys 


Leu 


Leu 


Gin 


Glu 


His 


Asp 


He 


Glu 








260 










265 










270 






Leu 


Ser 


Leu 


He 


Thr 


Leu 


His 


Trp 

XT 


Phe 


Leu 


Thr 


Ala 


Phe 


Ala 


Ser 


Val 






275 










280 










285 








Val 


Asp 


He 


Lys 


Leu 


Leu 


Leu 


Ara 


He 


Trp 


Asp 


Leu 


Phe 


Phe 


Tvr 


Glu 




290 










295 










300 










Gly 


Ser 


Arg 


Val 


Leu 


Phe 


Gin 


Leu 


Thr 


Leu 


Gly 


Met 


Leu 


His 


Leu 


Lvs 


305 










310 










315 










320 


Glu 


Glu 


Glu 


Leu 


He 


Gin 


Ser 


Glu 


Asn 


Ser 


Ala 


Ser 


He 


Phe 


Asn 


Thr 










325 










330 










335 




Leu 


Ser 


Asp 


He 


Pro 


Ser 


Gin 


Met 


Glu 


Asp 


Ala 


Glu 


Leu 


Leu 


Leu 


Gly 








340 










345 










350 






Val 


Ala 


Met 


Arg 


Leu 


Ala 


Gly 


Ser 


Leu 


Thr 


Asp 


Val 


Ala 


Val 


Glu 


Thr 






355 










360 










365 








Gin 


Arg 


Arg 


Lys 


His 


Leu 


Ala 


Tyr 


Leu 


He 


Ala 


Asp 


Gin 


Gly 


Gin 


Leu 




370 










375 










380 










Leu 


Gly 


Ala 


Gly 


Thr 


Leu 


Thr 


Asn 


Leu 


Ser 


Gin 


Val 


Val 


Arg 


Arg 


Arg 


385 










390 










395 










400 


Thr 


Gin 


Arg 


Arg 


Lys 


Ser 


Thr 


He 


Thr 


Ala 


Leu 


Leu 


Phe 


Gly 


Glu 


Asp 










405 










410 










415 




Asp 


Leu 


Glu 


Ala 


Leu 


Lys 


Ala 


Lys 


Asn 


He 


Lys 
* 


Gin 


Thr 


Glu 


Leu 


Val 








420 










425 










430 






Ala 


Asp 


Leu 


Arg 


Glu 


Ala 


lie 


Leu 


Arg 


Val 


Ala 


Arg 


His 


Phe 


Gin 


Cys 
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440 










445 








Thr 


Asp 


Pro 


Lys 


Asn 


Cys 


Ser 


Val 


Val 


Ser 


Arg 


Gin 


Leu 


Pro 


Gly 


Leu 




450 










455 










460 










Leu 


Pro 


Asn 


Thr 


Ala 


Leu 


Thr 


Pro 


Pro 


Thr 


Pro 


Leu 


Val 


Gly 


Leu 


Cys 


465 










470 










475 










480 


Ser 


Leu 


Trp 


Gin 


Glu 


Leu 


Thr 


Pro 


Asp 


Tyr 


Ser 


Met 


Glu 


Ser 


His 


Gin 










485 










490 










495 




Arg 


Asp 


His 


Glu 


Asn 


Tyr 


Val 


Ala 


Cys 


Ser 


Arg 


Ser 


His 


Arg 


Arg 


Arg 








500 

*«s v> w 










505 










RIO 






Ala 


Lys 


Ala 


Leu 


Leu 


Asp 


Phe 


Glu 


Arg 


His 


Asp 


Asp 


Asp 


Glu 


Leu 


Gly 






515 










520 










525 








Phe 


Arg 


Lys 


Asn 


Asp 


He 


He 


Thr 


He 


Val 


Ser 


Gin 


Lys 


Asp 


Glu 


His 




530 










535 










540 










Cys 


Trp 


Val 


Gly 


Glu 


Leu 


Asn 


Gly 


Leu 


Arg 


Gly 


Trp 


Phe 


Pro 


Ala 


Lys 


545 
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560 
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Phe 


Val 


Glu 


Val 


Leu 

XJ V wfc 


Asr> Glu Ay*ct 










•J O _/ 




Asp Asp 


Ser 


Val 


Thr 


Glu Glv Val 
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O VJ 






Cys 


Pro 


Ala 


Leu 

XJ V— IX 


Lvs 


Ala Leu Phe 
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Leu 


Leu 


Glv 

\J X V 


Glv 


Ala 


Cvs His Pro 
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O X J 


Gly Arg 


Glu 


Val 

V CI J. 


Glu 

\J -X» SA 


Aircr Asia Phe 


625 










630 

Www 


Leu 


Cys 


XJjr D 


Thr 

X XXX 


Phe 


Arcr Leu Asd 
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Glu 


Glu 


Ti^U 
uc IX 




Tvi? 
j 


Ai*cr Ala Val 

"X nxa vcix 














Ala 


Val 
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Ala 


Gin 


Met Asd Val 
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Gly Leu 




Glu 


Gin 


Val Leu His 

V fatal* UCkl XXX. 0 
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Ser 


Leu 


XT X. V— / 


Thr 

X Hi* 


Val 


Glu Lvr Ttd 
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r x w 


Ser 


Pro 


Glv 

\_JX Jf 


Trn 


Val 


Gin lie Lvs 










*7 O C 
/ZD 




Phe 


Ala 


Phe 


Ser 


Leu 


Ser Gin Asp 








740 






Ala 


Gin 


Gin 


Pro 


Leu 


Lys Glu Gly 
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760 
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Leu 


Phe 
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Trp 


Asp Val Asp 
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Ala 


Glv 
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Atct 


Glv 


Thi? 

XX>JLi 


Leu 
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Glu His Glv Leu 


Lvs 
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w U J 


Lvs 

XJJ S3 
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Ser 


Tto Leu Phe lie 


Glu 


Glu 


Ala 


Ala 
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Ala Ser Val Tyr 
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Val 
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Val 
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Leu 


Thr 

«*» xxx> 
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650 
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w -V -J 




Gin Ser Val Asn 


Val 


Thr 
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Asp 
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Lvs Leu Arcr Ser 


Leu 
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U O «J 


lie 


Cvs 


Val 


Leu Tro Leu Glu 
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Leu 
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Ser 

w «w 
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Tvi* Gin Pro Tro 

x jr x "jau ri.v xx£s 


Ser* 


Phe 

XT iiw 


Leu 


Arcr 

iT*X y 


715 








720 


Cys Glu Leu Arg 


val 


Leu 


Cys 


Cys 


730 






735 




Trp Glu Leu Pro 
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Lys 


Arg 


Glu 


745 




750 






Val Arg Asp Met 


Leu 


Val 


Lys 


His 
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Gly * 
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<400> 1171 



Met 


Ser 


Gly 


Ser 


1 
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Ser 


He 


Trp 








20 


Glu 


Ser 


Ala 


Glu 






35 




Val 


Tyr 


Lys 


Glu 
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Ser 


Pro 


Leu 


Met 


65 








Leu 


Glu 


Phe 


Thr 


He 


Ala 


Val 


Ser 








100 


Ala 


Gly 


He 


Pro 






115 




Gly Ala 


Leu 


Gin 




130 






Val 


Lys 


Asn 


Ser 


145 








Lys 


Asp 


Leu 


Leu 


Gly 


Ser 


He 


Gly 








180 


Trp 


Leu 


Tyr 


Pro 



195 



His 


Thr 


Pro 


Ala 


5 








Pro 


Gin 


Glu 


He 


Gin 


Pro 


Glu 


Phe 








40 


Glu 


Gly 


Asp 


Glu 






55 




Glu 


Asp 


Ala 


Pro 




70 






His 


Asn 


His Asp 


85 








Leu 


Pro 


Arg 


Ser 


His 


Gly 


Met 


Arg 








120 


Lys 


Lys 


Arg 


Asn 






135 




Ser 


Asn 


Asp 


Glu 




150 






Arg 


Thr 


Met 


Pro 


165 








Val 


Pro 


Arg 


Leu 


Glu 


He 


Gly Tyr 



200 



Cys Gly Pro Phe 
10 

Leu Ala Lys Tyr 
25 

Tyr Tyr Asp Glu 

Pro Gly Ser Ser 

60 

Gin Arg Leu Arg 
75 

Val Gly Asp Leu 
90 

Glu Lys Leu Arg 
105 

Pro Gin Leu Trp 

Ser Glu Leu Ser 

140 

Thr He Ala Ala 
155 

Ser Asn Ala Cys 
170 

Arg Arg Val Leu 
185 

Cys Gin Gly Thr 



Ser Ala Leu Thr 
15 

Thr Gin Lys Glu 
30 

Phe Gly Phe Arg 
45 

Leu Leu Ala Asn 

Trp Gin Ala His 

80 

Thr Trp Asp Lys 
95 

Ser Leu Val Leu 
110 

Met Arg Leu Ser 
125 

Tyr Arg Glu He 

Lys Gin He Glu 

160 

Phe Ala Ser Met 
175 

Arg Ala Leu Ala 
190 

Gly Met Val Ala 
205 



2927 



WO 01/57190 



PCT/US01/04098 



Ala 


Cys 


Leu 


Leu 


Leu 

U W V* 


Phe 


wc 


Glu 


Glu 


Glu 


ASTD 


Ala 


Phe 


Trr> 


Met 


Met 

1 IC u* 




210 










215 










220 










Ser 


Ala 


lie 


lie 

ju JU w 


Glu 

V0 JU 


Asn 


Leu 


Leu 


Pro 


Ala 


Ser 

lv? w JU 


Tvr 


Phe 


Ser 


Thr 

X J>AJU 


Thr* 


225 










230 

u w W 










235 










240 


Leu 


Leu 


Glv 


Val 


Gin 


Thr 


Asd 


Gin Arg Val 


Leu 


Arcr 


His 


Leu 


He 

UU \a0 


Val 










245 

J& «J> 










250 










255 

4Lt J _J 




Gin 


Tvr 


Leu 


Pro 


Arcr 


Leu 

JLJ 




Lys 


Leu 


Leu 


Gin 

VJF JU X-t. 


Glu 


His 


ASTD 


He 


Glu 

>J JU U4 








260 

i U V 










265 










270 






Leu 


Ser 


Leu 

Jjm Vp» m 


lie 


Thr 


Leu 


His 


Trp 


Phe 


Leu 


Thr 


Ala 


Phe 


Ala 


Ser* 

k-» J_ 


Val 

V CL JU 






275 










280 










2 85 
a 0 j 








Val 


Asd 


lie 


Lvs 


Leu 


Leu 

M V 4* 


Leu 


Arg 


He 


Trp 


Asd 


Leu 


Phe 


Phe 

JU Ait-. 


Tyr 


Glu 




290 










295 










300 

J u u 










Gly 


Ser 


Arcr 


Val 


Leu 


Phe 


Gin 


Leu 


Thr 


Leu 


Glv 


Met 


Leu 

wu; ua 


His 

i JL Jk |3 


Leu 


Lys 


305 










310 

mJ A. W 










315 

•J JL 










320 


Glu 


Glu 


Glu 


Leu 


lie 

-jw *w 


Gin 


Ser 


Glu 


Asn 


Ser 


Ala 


Ser 


He 


Phe 


Asn 


Thr 










325 
~> 4j ~j 










330 










335 




Leu 


Ser 


Aso 


lie 


Pro 


Ser 


Gin 

>JW AJf 


Met Glu Asp 


Ala 


Glu 

\j «a> *a 


Tifill 


Leu 


Leu Gly 








340 










345 










J 3 u 






Val 


Ala 


Met 


Arcr 
**j- jj 


Leu 


Ala 


Glv 


Ser 


Leu 


Thr 


Asd 


Val 

V UA -1- 


Ala 


Val 

V CA J. 


Glu 


Thr 






355 
-j *j -j 










360 










7 

O O 3 








Gin 


Arcr 


Arcr 


Lvs 


His 


Leu 

JLJ LA 


Ala 


Tyr Leu 


He 


Ala 




Gin 


Glv 


Gin 


Leu 




370 

«J> » V 










375 










^ ft 0 
j 0 w 










Leu 


Glv 


Ala 


Glv 


THt 1 

X 411. 


Leu 


Thr 


Asn 


Leu 


Ser 


Gin 

vj jm, 


Val 

V d JL 


Val 

v ax 




Arg Arg 


385 

J W J 










3 90 










*%Q5 
j ^ j 










400 


Thr 


Gin 


Arcr 


Arcr 


Lvs 

j-j y 10 


Ser 


Thr 


He 


Thr 


Ala 




Tien 


Phf=» 


Glv 


Glu Asp 










405 

1 V J 










410 










415 




ASD 


Leu 


Glu 


Ala 

n i u* 


Leu 

J-J U W4 


Lvs 


Ala 


Lys 


Asn 


He 


Lvs 


Gin 




Glu 


Leu 


Val 








490 
*± a \j 










425 










4 7 n 






Ala 


Asp 


Leu 


Arcr 


Glu 

Vj J- lyA 


Ala 


lie 

■A- V-r 


Leu Arg Val 


Ala 


Ara 


His 

»1 -U 0 


Phe 


Gin 


Cys 






4^5 

i j j 










440 


















Thr 




Pro 






^ jr 0 




Val 


Glu 


Leu 


Thr* 

X XJ.JL 


XT J_ ' 




1 Y X 


Ser 


Met 




45n 






























Glu 

i* 


Ser 


His 

AAA U 


Gin 


Arcr 


Art*) 


His 


Glu Asn Tyr 


Val 


Ala 






Arg 


Ser 


4fi R 

*± D J 






























480 


His 


Arcr 


Arcr 




Ala 


J-J jr O 


Ala 


Leu Leu Asp 


Ph^ 

rue 


Glu 

VJ JU u 




His 


Asp Asp 










*± 0 3 










490 










495 




Asp 


Glu 

VfI -I— V4 


Leu 


Glv 


Phe 


Arcr 


Lvs 


Asn Asp 


He 


He 


Thr 


He 

JU JU w 


Val 

V C* J- 


Ser 


Gin 








500 










505 
















Lvs 


Aso 


Glu 

^fcJ »JV \A 


His 

ii ju i0 


Cvs 


Trn 


Val 


Gly Glu Leu 


Asti 


Glv 




Arcr 


Gly Trp 






515 










520 


















Phe 


Pro 


Ala 


Lvs 


Phe 


Val 


Glu 

>*J -i_ u 


Val 


Leu Asp 


Glu 


Ara 


Ser 

40 JW 


Lvs 


Glu Tyr 




530 

J J V 










J 0 z> 










J *± w 










Ser 


lie 

W» 


Ala 


Glv 




Asn 


Ser 


Val 


Thr 


Glu 


Glv 


Val 


Thr 


Asn 


Leu 


Val 


545 










550 










555 










560 


Arcr 


Glv 


Thr 


Leu 


Cvs 


Pro 


Ala 


Leu 


Lys 


Ala 


Leu 


Phe 

ju, JVIV^ 


Glu 

*w» VA 


His 


Gly Leu 










565 










570 










575 




Lvs 


Lvs 


Pro 


Ser 


Leu 


Leu 


Glv 


Gly Ala 


Cys 


His 

IIJb 10 


Pro 


Trn 


Leu 

JJw UA 


Phe 


He 








580 

^ u w 










585 










590 






Glu 


Glu 


Ala 


Ala 


Glv 


Arcr 


Glu 


Val 


Glu Arg 


Asp 


Phe 


Ala 


Ser 


Val 


Tyr 






595 










600 










605 

Ul V/ 0 








Ser 


Ara 


Leu 


Val 


Leu 


Cvs 


Lys 


Thr 


Phe 


Arg 


Leu 


Asp 


Glu 


Asp 


Gly Lys 




610 










615 










620 

W m V 










Val 


Leu 


Thr 


Pro 


Glu 


Glu 


Leu 


Leu 


Tyr Arg 


Ala 


Val 


Gin 


Ser 


Val 


Asn 


625 

\j *j 










63 0 

KJ —} <J 










63 5 

w 0 0 










640 


Val 


Thr 


His 


Asd 


Ala 


Val 


His 


Ala 


Gin 


Met 


Asp 


Val 


Lys 


Leu 


Arg 


Ser 










64 5 










650 










655 




Leu 


lie 


Cvs 


Val 


Glv 


Leu 


Asn 


Glu 


Gin 


Val 


Leu 

4J Vr 


His 


Leu 


Tro 

jU JU 


Leu 


Glu 








b b U 










665 










O / u 






Val 


Leu 


Cys 


Ser 


Ser 


Leu 


Pro 


Thr 


Val 


Glu 


Lys 


Trp 


Tyr 


Gin 


Pro 


Trp 






675 










680 










685 








Ser 


Phe 


Leu 


Arg 


Ser 


Pro 


Gly 


Trp 


Val 


Gin 


He 


Lys 


Cys 


Glu 


Leu Arg 




690 










695 










700 










Val 


Leu 


Cys 


Cys 


Phe 


Ala 


Phe 


Ser 


Leu 


Ser 


Gin 


Asp 


Trp 


Glu 


Leu 


Pro 


705 










710 










715 










720 
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Ala Lys Arg Glu 

Leu Val Lys His 

740 



Ala Gin Gin Pro 
725 

His Leu Phe Ser 



Leu Lys Glu Gly 
730 

Trp Asp Val Asp 
745 



Val Arg Asp Met 
735 

Gly * 
749 



<210> 1172 

<211> 1616 

<212> PRT 

<213> Homo sapiens 



<400> 1172 
Met Glu Gly Ala 
1 

Glu Thr Arg Ala 

20 

Gly Gly Ala Pro 
35 

Glu Pro Leu Val 
50 

Val Asp Lys Leu 
65 

Gly Leu Ser Gly 

His Lys Thr Leu 

100 

Arg Pro His Ser 
115 

Leu Ala Ala Ser 
130 

Gly Arg His His 
145 

Glu Gin Thr Asn 

Ser Val Asp Ser 

180 

Ser Asn Ser Ser 
195 

Ala Tyr Gly Ser 
210 

Ser Lys Ala Asp 
225 

Leu Trp Glu Ala 

Asp Pro Gin Gly 

260 

Pro Gly Asp Ser 
275 

Lys Leu Ala Ala 
290 

Pro Asp Lys Lys 
305 

Leu Arg Ser Asp 

Gly Pro Val Phe 

340 

Ala Gin Ala Gin 
355 

Pro Trp Arg Ser 
370 

Pro Gly Cys Pro 
385 



Glu Pro Arg Ala 

5 

Ala Asp Gly Gly 



irp 


\3JLy irilc llix 






-I — L d 


TVlY* T«\/q Tip 
XXXX J lie 






Leu 


Ala Gly Asp 




70 




ru. y vjiii uxu 






u y a 


Le»\i Val Val 

■uc n vcix v ax 


irp 


Hi «s Al » T"hr- 
nxs AXa x l IX 




1ZU 




'DV^o T'Vit* Got" 
£rllc± XXIX OCX 




1j J 


Ala 


Ser Ser Ser 




150 


Leu 


Gin Ajtct Thr 


XD J 






Asri His Pr*r> 


lie 

xxc 


Jion "Hi S Ti^ll 
nxo licu 




O 

200 


Phe 


Ser Thr Ser 




215 


Thr 


Ser Ser Ala 




230 


Pro 


Arg Gin Gly 


245 




Ser 


Glu Glu Lys 


Gly 


Lys Gly Pro 




280 


Pro 


Gly Arg Ser 




295 


Lys 


Ala Pro Ser 




310 


Ser 


Phe Ala Ala 


325 




Ser 


Glu Ala Ala 


Pro 


Arg Gly Asp 




360 


Ala 


His Pro Gly 




375 


Gin 


Glu Ala His 




390 



Arg Pro Glu Arg 


10 




Arg Leu Val 


Glu 


25 




Leu Lys Gly Gly 


Glu Glu Gly Ser 




60 


Glu lie Val 


Gly 


75 




Ala lie Cys 


Leu 


90 




Lys Arg Arg 


Ser 


105 




Lys Phe Ser Asp 


Thr Ser Gly Cys 




140 


Ser His Asp 


Leu 


155 




Leu Asp His 


Phe 


170 




Ser Ser Arg 


Leu 


185 




Gly Ser His 


Ser 


Ser Ser Thr 


Pro 




220 


Glu Asn lie 


Leu 


235 




Gly Arg Gin Ala 


250 




Leu Ser Cys 


Phe 


265 




Arg Pro Glu 


Tyr 


Asn Phe Gly Pro 




300 


Ser Pro Pro 


Pro 


315 




Thr Lys Ser 


His 


330 




Ala Ala Gin 


His 


345 




Arg Arg Pro 


Glu 


Ser Leu Gly 


Lys 




380 


Ala Asp Gly 


Ser 


395 





Leu Ala Glu Ala 
15 

Val Gin Leu Ser 
30 

Arg Glu His Gly 
45 

Lys Ala Ala Ala 

lie Asn Asp lie 

80 

Val Lys Gly Ser 
95 

Glu Leu Gly Trp 
110 

Ser His Pro Glu 
125 

Pro Ser Trp Ser 

Ser Ser Ser Trp 

160 

Ser Ser Leu Gly 
175 

Ser Val Ala Lys 
190 

Lys Arg Asp Ser 
205 

Asp His Thr Leu 

Tyr Thr Val Gly 

240 

Gin Ala Ala Gly 
255 

Pro Pro Arg Val 
270 

Asn Ala Glu Pro 
285 

Val Trp Tyr Val 

Pro Pro Pro Pro 

320 

Glu Lys Ala Gin 
335 

Phe Thr Ala Leu 
350 

Leu Thr Asp Arg 
365 

Gly Ser Gly Gly 

Trp Pro Pro Ser 

400 
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Lvs 


Asd 


Glv 


Ala 


Ser 

A. 


Cp-r 




Leu 


m n 


Al a 


Car 


T.pii Ser 


Car 


Car 

lJ OX 












405 

^* V «J 










4.1 0 








41 5 

*± X 3 




Val 


Arcr 


Phe 


Pro 


Gin 


Ser 


Pro 


His 


Ser 

*-J w A> 


Glv 


Arcr 


His Pro 

AAA* 0 A* A* 


Pro 


Leu 

A-A LA 


Tvr 

xyx 








420 










HO 5 

T Z J 








4*^0 






Ser 


Asp 


His 


Ser 


Pro 


Leu 

J-rf V^- U4 


Cys 


Ala 


Asd 

A*h# K-/ 


Ser 


Leu 


Glv Gin 

\J -A> Y \—i —X, X A 


Glu 

\JJ» VA 


Pro 

Ab A_ N_/ 


Glv 

vjxy 






435 










440 








44, 5 








Ala 


Ala 


Ser 


Phe 


Gin 

AAA 


Asn 

**>JAA 


Asp 


Ser 


Pro 


Pro 


Gin 


Val Ara 


Glv 


Leu 


Cor 
uCl 




450 










455 










460 








Ser 


Cvs 


Asp 


Gin 

a a 


Lvs 


Leu 


Gly Ser 


Glv 


Tro 


Gin 

V-/ AAA 


Glv Pro 


Arcr 


Pro 


Cvs 


465 










470 










475 










Val 


Gin 


Glv 


Asd 


Leu 


Gin 




Ala 


Gin 

NJ ^L. A A 


Leu 


Tro 


Ala Glv 


Cvs 


Tro 

x x 


Pro 

X X w 










485 










490 
t j \j 








4Q5 




Ser 


Ast) 


Thr 


Ala 


Leu 


Glv 


Ala 


T .01 1 
LiCU 


Glu 


Ser 


Leu 


Pro Pro 

C X w C X <w> 


Pro 

-CT J_ VJ 


Thr 

X XXX 


Val 

V CLX 








500 

•J V V/ 










505 

3 W 








51 n 






Glv 


Gin 


Ser 


Pro 

AT A-, W 


Ara 


His 


His 


Leu 


Pro 

XT X. \J 


Gin 


Pro 


Glu Glv 


Pro 


Drn 


A cn 






515 










520 








59 5 
3^3 








Ala 

A*. A» V»A 


Ara 


Glu 


Thr 

A. AAA* 


Glv 


Arcr 


Cys 


Tyr 


Pt~o 


Leu 


A cn 


T.i/c Gl v 
uy £3 uiy 


Ala 


Gin 

vjx Li 


Gl v 
vjx y 




-/ J u 










535 










3f* y 








Cvs 

v»y o 


Ser* 

* x. 


Ala 


Glv 


Ala 

X*.-X». l^A 


Gin 


Glu 


Pro 


Pro 


Arcr 


Ala 
<tu.cn 


Ser A r cr 
ocx r*xy 


Al a 


Gl n 

wX> IX 


uy 0 


J 7X -J 










550 




















Ala 


Ser 


Gin 


Ara 


Leu 


Ala 

**A CA 


Ala 


Ser 


He 

-i. -L. w 


Thr 


Tvn 


Al a Acn 


Glv 


Glu 

wX LL 


C»y 










565 

JO J 










D / U 








3/3 




Ser 


Arcr 

«xy 


lie 

-j- w 


Cvs 


Pro 


Gin 


Glu 


Thr 


Pro 




X) c: Li 


WH 0 Cat 

X1J.9 OCX 


xjc LL 


nnVi r 

AIlx 


Gl r» 

VJXXX 








580 

~J o w 










5fl 5 

JO J 








con 






Glu 

>J X VA 


Glv 
vjxy 


Lvs 




Arcr 


Pro 


Glu 


Ser 


Cay 




Ox Li 


A c: r^i Cot* 
riby Del 


Al 23 

i-vxet 


T'Vi "r~ 

X XXX 


7\ r/T 

i\ry 






595 










600 








fine; 

O U 3 








Pro 


Pro 


Pro 


Phe 


Asd 


Ala 


His 


Val 


Glv 


Lvs 


Pro 


Thr Arcr 


Arcr 


Oar 
•J cx 


A 




610 










615 




















Phe 

A. 11^— 


Ala 


Thr 

-l XXX 


Thr 

A AAA. 


Leu 


Arg Asn 


Glu 


Tie 

X Iv 


Gl n 

will 


nc l. nia 




Al a 

nla 


xjy 0 


63 5 




















O 3 3 










Leu 

aj ia 


Gin 


Lvs 


o^x 


r\A> y 


Cor 


Thr 


Val 


Ala 


T*ei 1 


X 11X 


ft! a Ala 


Gl v 
ul y 


Gl 11 

VJX LX 


Al a 

Aid 










£4 ^ 


















etc 
fa 33 




Glu 

>A> 


ASO 


Glv 

vjxy 


Thr 

X A1X 


Glv 
vjxy 




Trp Arg 


Ala 


Glv 
vjx y 


Tien 

XJC Li 


Gl v Gl *ir 


Gl -vr 
vjx y 


X XXX 


Gl n 

L7XIX 








Q v U 


















D / U 






Glu 


Glv 


Pro 

I- X W 


Titan 


Al a 

.nx ca 


Glv 


Thr 


Tyr 




A QTl 


nib 


IICU J_Jjr D 




Al a 
ax a 


Gl 1-1 

o±n 






675 










680 








DO J 








Ala 


Ara 


Val 


Leu 


Ara 


Ala 


Thr 


Ser 


Phe 


Lvs 


Arcr 


Arcr Asn 


Tien 


jn,o Ly 


riu 




6 90 

O -7 \J 










695 










700 
/ u u 








Asn 


Pro 

A A_ V- / 


Glv 


Asd 

*i- kj iky 


Leu 


Tvr 


Pro 


Glu 


Car 


Tien 


Glu 

ui u. 


Wi <? Arcr 


1*1 C L. 


Gl v 


A on 












7 1 O 










71 c 
/ A3 








1 <i\J 


Pro 

* a, ' 




Thr 


Val 

V dak 


Pro 


His 


Phe 


Trp 


Glu 


Ala 


Glv 


Tien Ala 


Gl n 

V3AXX 


Drn 

* XL* 


Xr x O 










7!> 5 










7^ 0 








/ 3 3 




Ser 


Ser 


Thr 


Ser 


Glv 


Glv 

J; 


Pro 


His 


Pro 


Pro 


• *x y 


Tie Glv 

-J — vjx jr 


Glv 


Attt 

«xy 


7\ yet 

ni y 








740 










74.5 








/ 3 U 






Ara 


Phe 


Thr 


Ala 


Glu 


Gin 

Waaa 


Lys 


Leu 




Ser 


Tvr 


Car f*}l 15 




Gl 11 
vjx u 


xi y 0 






755 










760 








7fi5 








Met 


Asn 


Glu 


Val 


Glv 


Leu 


Thr Arg 


Glv 


Tvr 


Ser 


Pro His 


Gin 

V-J A> A A 


His 

A A -A_ 10 


Pro 

XT X 




770 










775 










780 








Ara 


Thr 


Ser 


Glu 


Asd 


Thr 


Val 


Gly 


Thr 

a AAA 


Phe 


Ala 


Asd Arcr 


Tro 


Lvs 

xjy 0 


Phe 

J? tic 


785 










790 










795 








0 U VJ 


Phe 


Glu 


Glu 


Thr 

^> AA^n 


Ser 

w v> ^ 


Lvs 

aj y *-J 


Pro 


Val 


Pro 


Gin 

VJ A A A 


Arcr 


Pro Ala 

^ x w nx 


Gin 

will 


XJ Jf 0 


Gl n 

will 










805 

O V J 










810 

O X V 








PI 5 

O A 3 




Ala 


Leu 


His 


Gly 


lie 


Pro 


Arg Asp 


Lvs 


Pro 


Glu 

A- V** 


Arcr Pro 


Arcr 

• *x y 


Thr 

X XXX 


Ala 

Al Cl 








820 










87 5 

O A -3 








810 






Glv 


Arg 


Thr 


Cvs 


Glu 

Vrf A v4 


Glv 


Thr 


Glu 


Pro 

A A> V— / 


Tro 


Ser 


Ara Thr 

•** A* A X Aii 


Thr 

A AAA. 


Ser 


Leu 

X4C LX 






835 










840 








84 5 








Glv 


Asp 


Ser 


Leu 

A-l W IA 


Asn 


Ala 


His 


Ser 


Ala 


Ala 

x*--A- CA 


Glu 

N-J -L. LA 


Lvs Ala 


Glv 

VJX Jf 


Thr 

X XXX 


Car 
OCX 




OCA 










855 










0 O 








Asp 


Leu 


Pro 


Arg 


Arg 


Leu 


Gly 


Thr 


Phe 


Ala 


Glu 


Tyr Gin 


Ala 


Ser 


Trp 


865 










870 










875 








880 


Lys 


Glu 


Gin 


Arg 


Lys 


Pro 


Leu 


Glu 


Ala 


Arg 


Ser 


Ser Gly 


Arg 


Cys 


His 










885 










890 








895 




Ser 


Ala 


Asp 


Asp 


He 


Leu 


Asp 


Val 


Ser 


Leu 


Asp 


Pro Gin 


Glu 


Arg 


Pro 








900 










905 








910 
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Gin His Val His Gly Arg Ser Arg Ser Ser Pro Ser Thr Asp His Tyr 

915 920 925 

Lys Gin Glu Ala Ser Val Glu Leu Arg Arg Gin Ala Gly Asp Pro Gly 

930 935 940 

Glu Pro Arg Glu Glu Leu Pro Ser Ala Val Arg Ala Glu Glu Gly Gin 
945 950 955 960 

Ser Thr Pro Arg Gin Ala Asp Ala Gin Cys Arg Glu Gly Ser Pro Gly 

965 970 975 

Ser Gin Gin His Pro Pro Ser Gin Lys Ala Pro Asn Pro Pro Thr Phe 

980 985 990 

Ser Gin Leu Ser His Cys Arg Gly Ala Pro Glu Leu Pro Arg Glu Gly 

995 1000 1005 

Arg Gly Arg Ala Gly Thr Leu Pro Arg Asp Tyr Arg Tyr Ser Glu Glu 

1010 1015 1020 

Ser Thr Pro Ala Asp Leu Gly Pro Arg Ala Gin Ser Pro Gly Ser Pro 
1025 1030 1035 1040 

Leu His Ala Arg Gly Gin Asp Ser Trp Pro Val Ser Ser Ala Leu Leu 

1045 1050 1055 

Ser Lys Arg Pro Ala Pro Gin Arg Pro Pro Pro Pro Lys Arg Glu Pro 

1060 1065 1070 

Arg Arg Tyr Arg Ala Thr Asp Gly Ala Pro Ala Asp Ala Pro Val Gly 

1075 1080 1085 

Val Leu Gly Arg Pro Phe Pro Thr Pro Ser Pro Ala Ser Leu Asp Val 

1090 1095 1100 

Tyr Val Ala Arg Leu Ser Leu Ser His Ser Pro Ser Val Phe Ser Ser 
1105 1110 1115 1120 

Ala Gin Pro Gin Asp Thr Pro Lys Ala Thr Val Cys Glu Arg Gly Ser 

1125 1130 1135 

Gin His Val Gly Gly Asp Ala Ser Arg Pro Leu Pro Glu Ala Leu Leu 

1140 1145 1150 

Pro Pro Lys Gin Gin His Leu Arg Leu Gin Thr Ala Thr Met Glu Thr 

1155 1160 1165 

Ser Arg Ser Pro Ser Pro Gin Phe Ala Pro Gin Lys Leu Thr Asp Lys 

1170 1175 1180 

Pro Pro Leu Leu lie Gin Asp Glu Asp Ser Thr Arg lie Glu Arg Val 
1185 1190 1195 1200 

Met Asp Asn Asn Thr Thr Val Lys Met Val Pro lie Lys lie Val His 

1205 1210 1215 

Ser Glu Ser Gin Pro Glu Lys Glu Ser Arg Gin Ser Leu Ala Cys Pro 

1220 1225 1230 

Ala Glu Pro Pro Ala Leu Pro His Gly Leu Glu Lys Asp Gin lie Lys 

1235 » 1240 1245 

Thr Leu Ser Thr Ser Glu Gin Phe Tyr Ser Arg Phe Cys Leu Tyr Thr 

1250 1255 1260 

Arg Gin Gly Ala Glu Pro Glu Ala Pro His Arg Ala Gin Pro Ala Glu 
1265 1270 1275 1280 

Pro Gin Pro Leu Gly Thr Gin Val Pro Pro Glu Lys Asp Arg Cys Thr 

1285 1290 1295 

Ser Pro Pro Gly Leu Ser Tyr Met Lys Ala Lys Glu Lys Thr Val Glu 

1300 1305 1310 

Asp Leu Lys Ser Glu Glu Leu Ala Arg Glu lie Val Gly Lys Asp Lys 

1315 1320 1325 

Ser Leu Ala Asp lie Leu Asp Pro Ser Val Lys lie Lys Thr Thr Met 

1330 1335 1340 

Asp Leu Met Glu Gly lie Phe Pro Lys Asp Glu His Leu Leu Glu Glu 
1345 1350 1355 1360 

Ala Gin Gin Arg Arg Lys Leu Leu Pro Lys lie Pro Ser Pro Arg Ser 

1365 1370 1375 

Thr Glu Glu Arg Lys Glu Glu Pro Ser Val Pro Ala Ala Val Ser Leu 

1380 1385 1390 

Ala Thr Asn Ser Thr Tyr Tyr Ser Thr Ser Ala Pro Lys Ala Glu Leu 

1395 1400 1405 

Leu lie Lys Met Lys Asp Leu Gin Glu Gin Gin Glu His Glu Glu Asp 
1410 1415 1420 
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Ser Gly Ser Asp Leu Asp His Asp Leu Ser Val Lys Lys Gin Glu Leu 
1425 1430 1435 1440 

lie Glu Ser lie Ser Arg Lys Leu Gin Val Leu Arg Glu Ala Arg Glu 

1445 1450 1455 

Ser Leu Leu Glu Asp Val Gin Ala Asn Thr Val Leu Gly Ala Glu Val 

1460 1465 1470 

Glu Ala lie Val Lys Gly Val Cys" Lys Pro Ser Glu Phe Asp Lys Phe 

1475 1480 1485 

Arg Met Phe lie Gly Asp Leu Asp Lys Val Val Asn Leu Leu Leu Ser 

1490 1495 1500 

Leu Ser Gly Arg Leu Ala Arg Val Glu Asn Ala Leu Asn Asn Leu Asp 
1505 1510 1515 1520 

Asp Gly Ala Ser Pro Gly Asp Arg Gin Ser Leu Leu Glu Lys Gin Arg 

1525 1530 1535 

Val Leu lie Gin Gin His Glu Asp Ala Lys Glu Leu Lys Glu Asn Leu 

1540 1545 1550 

Asp Arg Arg Glu Arg lie Val Phe Asp lie Leu Ala Asn Tyr Leu Ser 

1555 1560 1565 

Glu Glu Ser Leu Ala Asp Tyr Glu His Phe Val Lys Met Lys Ser Ala 

1570 1575 1580 

Leu lie lie Glu Gin Arg Glu Leu Glu Asp Lys lie His Leu Gly Glu 
1585 1590 1595 1600 

Glu Gin Leu Lys Cys Leu Leu Asp Ser Leu Gin Pro Glu Arg Gly Lys 

1605 1610 16151616 



<210> 1173 
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<212> PRT 

<213> Homo sapiens 



<400> 1173 
Met Glu Thr Pro 
1 

Lys Pro Leu Asp 

20 

Thr Val Asn Pro 
35 

Leu Arg Ser Gin 
50 

Met Glu lie Ser 
65 

Phe His Ala Met 

Val Arg He Lys 

100 

• Tyr Val Tyr Thr 
115 

Leu Leu Pro Ala 
130 

Cys Cys Glu Phe 
145 

He Arg Ala Phe 

Ala Asn Thr Tyr 

180 

Glu Phe Leu Asn 
195 

Asp Lys Leu Thr 
210 



Pro 


Leu 


Pro 


Pro 


5 








Ser 


Lys 


Asp Asp 


Trp 


His 


Met 


Lys 








40 


Asn 


Leu 


Leu 


Cys 






55 




Ala 


His 


Arg 


Val 




70 






Phe 


Thr 


Gly Glu 


85 








Glu 


Val 


Asp Gly 


Ala 


Glu 


He 


Gin 








120 


Ala 


Gly 


Leu 


Leu 






135 




Leu 


Glu 


Ser 


Gin 




150 






Ala 


Asp 


Met 


His 


165 








Ala 


Glu 


Gin 


His 


Leu 


Gly 


lie 


Glu 








200 


He 


Ser 


Ser 


Glu 



215 



Ala Cys Thr Lys 
10 

Asn Thr Glu Lys 
25 

Lys Ala Phe Lys 

Asp Val Thr lie 

60 

Val Leu Ala Ala 
75 

Met Ser Glu Ser 
90 

Trp Thr Leu Arg 
105 

Val Thr Glu Glu 

Gin Leu Gin Asp 

140 

Leu His Pro Val 
155 

Ala Cys Thr Asp 
170 

Phe Ala Asp Val 
185 

Gin Val Cys Ser 

Glu Lys Val Phe 

220 



Gin Gly His Gin 
15 

His Cys Pro Val 
30 

Val Met Asn Glu 
45 

Val Ala Glu Asp 

Cys Ser Pro Tyr 

80 

Arg Ala Lys Arg 
95 

Met Leu lie Asp 
110 

Asn Val Gin Val 
125 

Val Lys Lys Thr 

Asn Cys Leu Gly 

160 

Leu Leu Asn Lys 
175 

Val Leu Ser Glu 
190 

Leu lie Ser Ser 
205 

Glu Ala Val He 



2932 



WO 01/57190 



Ala 


Trp 

XT 


Val 


Asn 


His 


Asp Lys 


Asd 


Val 


225 










230 






Leu 


Met 


Glu 


His 


Val 


Arg Leu 


Pro 


Leu 










245 








Gin 


Arg 


Val 


Glu 


Glu 


Glu Ala 


Leu 


Val 








260 








265 


Asn 


Tyr 


Leu 


He 


Glu 


Ala Met 


Lys 


Tyr 






275 








280 




Arg 


He 


Leu 


Met 


Lys 


Ser Val 


Arg 


Thr 




290 








295 






Leu 


Pro 


Lys 


Leu 


Met 


Val Val 


Val 


Gly 


305 










310 






Arg 


Ser 


Val 


Glu 


Cys 


Tyr Asp 


Phe 


Lys 










325 








Ala 


Glu 


Leu 


Pro 


Ser 


Arg Arg 


Cys 


Ara 








340 








345 


Gly 


Leu 


Val 


Phe 


Ala 


Val Gly Gly 


Phe 






355 








360 




Thr 


Val 


Asd 


Ser 


Tvr 


Asp Pro 


Val 


Lvs 




370 








375 






As ii 


Met 


Ara 


Asp 


Arg 


Arg Ser 


Thr 


Leu 


385 










390 






Leu 


Leu 


Tyr 


Ala 


Val 


Gly Gly Phe 


Asp 










405 








Val 


Glu 


Ala 


Tvr 


Asn 


He Lys 


Ser 


Asn 








420 








425 

^S. mj 


Met 


Asn 


Thr 


Arci 


Ara 


Ser Ser 


Val 


Gly 






435 








440 




Leu 


Tyr 


Ala 


Val 


Gly 


Gly Tyr Asp 


Gly 




450 

TS mjf W 
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Thr 


Val 


Glu 


Cvs 


Tvr 


Asn Ala 


Thr 


Thr 

•Ai A A A. 


465 










470 






Glu 


Met 


Ser 


Thr 


Ara 


Arg Ser Gly 


Ala 
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Leu 


Leu 


Tyr 


Ala 


Val 


Gly Gly His 


Asp 








500 

*J w w 








505 


Val 


Glu 


Val 


Tyr 


Asp 


Pro Thr 


Thr 


Asn 






515 








520 




Met 


Asn 


Met 


Cys 


Arq 


Arg Asn 


Ala 


Gly 
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Leu 


Tyr 


Val 


Val 


Gly 


Gly Asp Asp 


Gly 


545 










550 






Glu 


Tyr 


Tyr 


Asn 


Pro 


Thr Thr Asp. 


Lys 
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Met 


Ser 


Thr 


Gly 


Arg 


Ser Tyr Ala 


Gly 








580 








585 



Leu 
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Arg Gin Glu 


Phe 


Met 


Ala 


Arg 


235 








240 


Leu Pro Arg 


Glu 


Tyr 


Leu 


Val 


250 






255 




Lys Asn Ser 


Ser 


Ala 

270 


Cys 


Lys 


His Leu Leu 


Pro 
285 


Thr 


Glu 


Gin 


Arg Leu Arg 


Thr 


Pro 


Met 


Asn 


300 










Gly Gin Ala 


Pro 


Lys 


Ala 


He 


315 








320 


Glu Gin Arg 


Trp His 


Gin 


Val 


330 






335 




Ala Gly Met 


Val 


Tyr 
350 


Met 


Ala 


Asn Gly Ser 


Leu Arg 


Val 


Ara 




365 








Asp Gin Trp 


Thr 


Ser 


Val 


Ala 


380 

+j \j \j 










Gly Ala Ala 


Val 


Leu 


Asn 


Gly 


395 

+J nm/ 








400 


Glv Ser Thr 


Gly Leu 


Ser 


Ser 


410 

«a* w 






415 




Glu Trp Phe 


His 


Val 
430 


Ala 


Pro 


Val Glv Val 


Val Gly 


Gly 


Leu 




445 








Ala Ser Arg 


Gin Tyr 


Leu 


Ser 


460 










Asn Glu Trp 


Thr 


Tyr 


He 


Ala 


475 








480 


Glv Val Glv 


Val 


Leu 


Asn 


Asn 


490 






495 




Glv Pro Leu 


Val 


Arg 
510 


Lvs 


Ser 


Ala Trp Ara 


Gin 
525 


Val 


Ala 


Asp 


Val Cvs Ala 


Val 


Asn 


Glv 


Leu 


540 










Ser Cys Asn 


Leu 


Ala 


Ser 


Val 


555 








560 


Trp Thr Val 


Val 


Ser 


Ser 


Cys 


570 






575 




Val Thr Val 


He Asp 


Lys 


Pro 



590 
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<400> 1174 
Met Asp Ala He Lys Lys Lys Met 

1 5 
Asn Ala Leu Asp Arg Ala Glu Gin 

20 

Glu Asp Arg Ser Lys Gin Leu Glu 
35 40 



Gin Met Leu Lys Leu Asp Lys Glu 

10 15 
Ala Glu Ala Asp Lys Lys Ala Ala 

25 30 
Glu Asp He Ala Ala Lys Glu Lys 

45 
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i-IC VA 


Leu 


Arcr 


Val 

V -A. 


Sei? 

fa» A* 


Glu 

^■■j a» fa* 




_? \j 










T,VR 


Asn 


Ala 


Glu 

tli fa* 


Asd 

A* fa? 


Ser 

fa^ A> 












70 


Ala 

fix a 


Glu 

VJX VA 


Ala 

f^X> cv 


Aen 

no l/ 


Val 


Ala 

*■ 1 fa* 










85 

VV 




Glu 

VA 


Glu 

WX VA 


Leu 




Arcr 


Ala 








1 00 

X. V/ V 






Leu 

A*J "W* V* 


Glu 


Glu 


Ala 


Glu 


LVS 






X X J 








Val 


He 

«*» fai 


Glu 


Ser 


Arcr 


Ala 




17 0 

<X> J V/ 










Glu 


He 


Gin 


Leu 

UC VA 


Lvs 


Glu 

W A. VA 


145 
j. *± j 










150 


TjVS 


Tvr 


Glu 

VJ X VA 


Glu 

fa* 


Val 


Ala 

fa fa* 










165 

xu ^ 




Glu 

w-l> VX 


Arcr 


Ala 


Glu 

\J X VA 


Glu 

V7X VA 


"X. y 








180 






Leu 


Glu 


Glu 


Glu 


Leu 


Lys 






195 








Ala 


Gin 


Ala 


Glu 


Lys 


Tyr 




210 










He 


Lys 


Val 


Leu 


Ser 


Asp 



225 230 
Phe Ala Glu Arg Ser Val 

245 

Glu Glu Lys Val Ala His 

260 

Met Leu Asp Gin Thr Leu 
275 



Arid 


Glu 

V7X VA 


Arcr 


AST5 


Lvs 




55 










60 

VJ U 


JJC vx 


T.pt i 


Ala 

nx GL 


Ala 


Glu 


Glu 

vx vx 










75 




Ser 

fai* fa^ *■ 


Leu 

Aw fa* 


Asn 


Arcr 


Arcr 


He 

^fa ^fa fa^ 








90 






Gin 


Glu 


Arcr 


Leu 

VA 


Ala 


Thr 






105 








Ala 


Ala 


Asn 


Glu 


Ser 


Glu 




120 










Gin 


Lys 


AST3 


Glu 

Vj -X» VA 


Glu 

fa* VA 


Lvs 


135 










140 

■A* "X V/ 


Ala Lys 


His 


He 


Ala 

nx cv 


Glu 

VJX VX 










155 

J- >J J 




Arg Lys 


Leu 


Val 


He 

•a. faj* 


He 








170 

X / V 






Ala 


Glu 


Leu 

JUW fa* 


Ser 

faV W» A> 


Glu 

VJ»fa fa* 


Glv 

VJJ- y 






1ft 5 

XO J 








Thr 


Val 


Thr 

A J- X JL, 


Asn 


Asn 


Leu 

AJ^- VA 




200 










Ser 


Gin 


xjy o 


vJX vx 




At*ct 


215 










390 


Lys 


Leu 


xjy o 


vJX Li 


Al a 


fll 11 
VJX. IX 










o ^ c 
235 




Thr Lys 


Leu 


Glu 


Lys 


Ser 








250 






Ala 


Lys 


Glu 


Glu 


Asn 


Leu 






265 








Leu 


Glu 


Leu 


Asn 


Asn 


Met 




280 








284 
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Ser Glu 

faj V»# ^ faV A* fa* 


Ala 

A A^fa fa* 


Leu 

*JV» fa* 


Ala Ala 


Ala 


Lys 






80 


Gin Leu 


Val 


Glu 




95 




Ala Leu 


Gin 


Lys 


110 

A -A- W 






Arcr Glv 


Met 


Lvs 


125 

X^i J 






Met Glu 


He 


Gin 


Asd Ala 


Aso 


Arcr 






160 

JV> V/ far 


Glu Ser 


Asp 


Leu 




175 




Lvs Cvs 

aj y fa? ^^JT 


Ala 

#>fak fa* 


Glu 

v*> fa* 


190 

X. ^ w 






Lvs Ser 

mm Y fa' faVfa^Aw 


Leu 


Glu 


?05 






iyi vjx vx 


Glu 

VJX vx 


Glu 

vXU 


Thr Arg 


Ala 


Glu 






240 


He Asp 


Asp 


Leu 




255 




Ser Met 


His 


Gin 


270 
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<400> 1175 



Met 


Glu 


Glu 


Ser 


Lys 


Leu Lys Asn 


Asp 


Asp 


Arg 


Lys 


Thr 


Pro 


Val 


Asn 


1 








5 






10 










15 




Trp 


Lys 


Asp 


Ser 
20 


Arg 


Gly Thr Arg 


Val 
25 


Ala 


Val 


Ser 


Ser 


Pro 
30 


Met 


Ser 


Gin 


His 


Gin 
35 


Ser 


Tyr 


He Gin Tyr 
40 


Leu 


His 


Ala 


Tyr 


Pro 
45 


Tyr 


Pro 


Gin 


Met 


Tyr 
50 


Asp 


Pro 


Ser 


His Pro Ala 
55 


Tyr 


Arg 


Ala 


Val 
60 


Ser 


Pro 


Val 


Leu 


Met 


His 


Ser 


Tyr 


Pro 


Gly Ala Tyr 


Leu 


Ser 


Pro 


Gly Phe His 


Tyr 


Pro 


65 










70 






75 










80 


Val 


Tyr 


Gly 


Lys 


Met 
85 


Ser Gly Arg 


Glu 


Glu 
90 


Thr 


Glu 


Lys 


Val 


Asn 
95 


Thr 


Ser 


Pro 


Ser 


Val 
100 


Asn 


Thr Lys Thr 


Thr 
105 


Thr 


Glu 


Ser 


Lys 


Ala 
110 


Leu 


Asp 


Leu 


Leu 


Gin 
115 


Gin 


His 


Ala Asn Gin 
120 


Tyr 


Arg 


Ser 


Lys 


Ser 
125 


Pro 


Ala 


Pro 


Val 


Glu 


Lys 


Ala 


Thr 


Ala Glu Arg 


Glu 


Arg 


Glu 


Ala 


Glu Arg 


Glu 


Arg 




130 








135 








140 










Asp 


Arg 


His 


Ser 


Pro 


Phe Gly Gin 


Arg 


His 


Leu 


His 


Thr 


His 


His 


His 


145 










150 






155 










160 


Thr 


His 


Val 


Gly 


Met 


Gly Tyr Pro 


Leu 


He 


Pro 


Gly Gin Tyr 


Asp 


Pro 










165 






170 










175 




Phe 


Gin 


Gly 


Leu 
180 


Thr 


Ser Ala Ala 


Leu 
185 


Val 


Ala 


Ser 


Gin 


Gin 
190 


Val 


Ala 
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Ala Gin Ala Ser Ala Ser Gly Met Phe Pro Gly Gin Arg Arg Glu 
195 200 205 207 
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<400> 1176 



Met 


Val 


Lys 


Gly 


1 

■fa 








Leu 


Pro 


Leu 


Gin 








20 


Val 


His 


Leu 


His 






35 






Phe 


Tyr 


Leu 










T A/a 

jjys 


TV irtt 

Arg 


Glu 


Tyr 


65 








Lys 


Ser 


Glu 


Arg 


Phe 


Tyr 


His 


Lys 








100 


Ser 


Gly 


Gly Pro 






115 




Pro 


Cys 


He 


Val 




130 






Gly 


Glu 


Gly Leu 


145 








Pro 


Lys 


Trp 


Cys 


Val 


Asp 


Asn Gly 








180 


Cys 


Asp 


Ser 


Asp 






195 




Ser 


Ser 


* 






210 







Phe 


Arg 


Asn Trr> 

A*Wil M 1- 


5 






Tyr Gly 


lie Leu 


Phe Gly 


His Phe 






40 


Ser 


Met 


nan ucu 






55 


Ser 


Ser 


Val Cys 




70 




Met 


Thr 


Ala Val 


85 






Gly Glu 


Tyr His 


Leu 


His 


Leu Gly 






120 


Cys 


Pro 


Trp His 






135 


Tyr 


Gin 


Ser He 




150 




Ser 


Lys 


Gly He 


165 






Asn 


He 


Tyr Val 


Phe 


Tyr 


Ala Thr 






200 



T.p-i i 


Lvs Prn Spt* 






Php 

f 11C 


Pt"o T»"v<3 Ti^ii 


£ D 




Car 


Oci Ala Val 


nop 


vjriy oer Aid 




60 


Val 


Gly Arg Glu 




75 


Val 


His Asp Arg 




90 


Ala 


Met Asp He 


105 




Asp 


He Glu Asp 


Lys 


Tyr Lys He 




140 


Asn 


Pro Lys Asp 
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Lys 


Gin Arg He 




170 


Thr 


Leu Ser Asn 


185 




Gly 


Asp Phe Lys 
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i — j c j_ 


TiPn 

•UC u 


Cpr 


X ILL 






JL 3 
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T Oi l 




,5 u 
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otzl 


Val 


1 XIX 
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VjJlil 
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ASp 


rlO 


V3lU 


Asp 


Asp 


He 


Lys 








80 


Glu 


Val 


Val 


He 






95 




Arg 


Cys 


Tyr 


His 




110 






Phe 


Asp 


Gly 


Arg 


125 








Thr 


Leu 


Ala 


Thr 


Pro 


Ser 


Ala 


Lys 








160 


His 


Thr 


Val 


Thr 






175 




Glu 


Pro 


Phe 


Lys 
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Val 


He 
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Ser 
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Met 
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Gin 
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Cys Gin Pro Pro 
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Pro 


Ser 


Pro 
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Cys 


Pro 


Pro 
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Ser 


Pro Val Gin Cys 
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Pro 
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Ala 
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Gly Cys 
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Ser 
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Gly Gly Cys Gly 
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Ser 


Ser 
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Glu 


Gly 
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Cys 
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Arg Arg His His 


Arg 


Cys 


Arg 
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Arg 


Gin 


Arg 
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Gly 
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Gly 
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<210> 1178 

<211> 405 
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<400> 1178 



Met 
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Asp 
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Ala 
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Arg 


Lys 






35 




Arg 


Glu 


Glu 


Asn 




50 






Gly 


Arg 


Ser 


Cys 
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Asp 


Arg 


Trp 


Arg 


He 


Arg 


Gly 


Ser 
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Glv 

-* 


Ala 


Ser 
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Leu 


Gly 


Ala 
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130 






Trp 


Leu 


Glu 


Asn 


145 








He 


Leu 


Phe 


Leu 


Val 
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Ala 
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Leu 


lie 


Phe 
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Cys 


Thr 


Phe 


Leu 




210 






His 


Phe 
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225 








Gly 


Trp 


Leu 


Met 


Tyr 


Gly 


Leu 


Thr 








260 


Trp 
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Leu 


Phe 
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Ala 


Phe 
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290 






Pro 


Phe 


Ala 
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305 
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Ala 
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His 


Gly 


Asn 


Gly 
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Gly 


Pro 


Leu 


Asp 






355 




He 
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Asn 


Phe 




370 






Leu 


Val 


Pro 


Trp 


385 








He 
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Ser 


Ser 
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Pro Pro Ala Ser 
5 

Arg Leu Pro Thr 

Arg Leu Tyr Lys 

40 

Arg Arg Arg Ala 
55 
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70 

Gly Gly Ala Trp 
85 

Thr Leu Leu Arg 

Gly Leu Val Gly 

120 
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Val Trp Leu Trp 
150 

Phe Tyr Phe Pro 
165 

Val Leu Trp He 

Cys Arg Trp Val 

200 

Leu Ala Val Gly 
215 

Gin Val Leu Ala 
230 

Thr Pro Arg Val 
245 

Ala Leu Ala Leu 

Thr Leu Gly Leu 

280 

Cys Glu Arg Pro 
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Leu Ser Arg Asp 
310 

Ser Pro Cys Tyr 
325 

Lys He Ala Cys 

Trp Leu Gly His 
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Leu Lys Tyr Thr 
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Ala Val His Met 
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Pro Leu Thr Arg 
10 

Cys Leu Gin Gin 
25 

Gly Leu Ser Pro 

Gin Glu Glu Thr 

60 

Leu Leu Gly Ala 
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Gly Ser Glu Gly 
90 

Cys Leu Asp Ser 
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Ser Trp Ala Ala 

Glu Ala Leu Gin 
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He Thr Phe Leu 
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Ala Ala Tyr Tyr 
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Ser Leu He Thr 
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Arg Val Met Pro 

Leu Ser Arg He 
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Asn Arg Thr Gly 
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Trp Pro Arg Gly 
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Ala Leu Pro Ser 
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Val Pro Ala Gly 

Gly Leu Gly Gly 

80 

Trp Ala Leu Glu 
95 

Gly Phe Arg Pro 
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Met Glu Ser Thr 
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Asn Gin Leu Ala 
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Ala Ser Arg Arg 
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Glu Trp Leu Asn 
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Ser Leu Ala Tyr 
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Glu Leu Ser Phe 
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Ser Leu He Tyr 
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Ser He Ser Leu 
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Val Asp Ser Arg 

Leu Gly Leu Gly 
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Arg Ala Gin Leu 
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Met Gly Leu Leu 

350 . 
Ser Leu Phe Tyr 
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Leu Val Leu Ala 

Glu Ala Pro Pro 
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Gin Asp Gly Arg 
425 

Gin Ala Ala Val 

Pro Cys Phe Ser 

460 

Val Phe Arg Ser 
475 

Ala Val Val Lys 
490 

Ala Thr Ala Gin 
505 



Ala 


Ala Glu His 


125 




Thr 


Gly Leu Phe 


Ala 


Val Pro Gly 




160 


Cys 


Ala Asn Ala 




175 


Lys 


Cys Ser Gly 




190 


Ala 


Tyr Lys Ala 


205 




Asp 


Trp Phe His 


Thr 


He Gly Leu 




240 


Ser 


Arg Ala His 




255 


Thr 


He Phe Leu 




270 


Gin 


Gly He Arg 


285 




Pro 


Leu Gin Glv 


Ser 


Val Ala Cvs 




320 


Ala 


Trp Arg Lys 




335 


Ser 


Glu Glu Glu 




350 


Lvs 


Ser Phe Ala 


365 




Pro 


Gly Gin Leu 


Arq 


Glu Ala Glu 




400 
~ \j \j 


Val 


Val Trp Ser 




415 


Gly 


Asp Pro Glv 




430 


Ala 


Phe Asp Ala 


445 




Ala 


Gin Glu Val 


Gin 


Gin Gin Val 




480 


Val 


Glu Ala Leu 




495 


Ser 


Pro Leu Pro 




510 



<210> 1181 
<211> 1328 
<212> PRT 

<213> Homo sapiens 



<400> 1181 

Met He Ser Thr Ala Pro Leu Tyr Ser Gly Val His Asn Trp Thr Ser 
1 5 10 15 



2938 



WO 01/57190 



PCT/US01/04098 



Ser 


Asp 


Arg 


He 


Arg Met 


Cys 


Gly 


He 


Asn 


Glu 


Glu 


Arg 


Arg 


Ala 


Pro 








20 










25 










30 






Leu 


Ser 


Asp 


Glu 


Glu 


Ser 


Thr 


Thr 


Gly 


Asp 


Cys 


Gin 


His 


Phe 


Gly 


Ser 






35 










40 










45 








Gin 


Glu 


Phe 


Cys 


Val 


Ser 


Ser 


Ser 


Phe 


Ser 


Lys 


Val 


Glu 


Leu 


Thr 


Ala 




50 










55 










60 










Val 


Gly 


Ser 


Gly 


Ser 


Asn 


Ala 


Arg 

— * 


Gly 


Ala 


Asp 


Pro 


Asp 


Gly 


Ser 


Ala 


65 










70 










75 










80 


Thr 


Glu 


Lys 


Leu 


Gly His 


Lys 


Ser 


Glu 


Asp 


Lys 


Pro 


Asp 


Asp 


Pro 


Gin 










85 










90 










95 




Pro 


Lys 


Met 


Asp 


Tyr Ala 


Gly 


Asn 


Val 


Ala 


Glu 


Ala 


Glu 


Gly 


Leu 


Leu 








100 










105 










110 






Val 


Pro 


Leu 


Ser 


Ser 


Pro 


Gly 


Asp 


Gly 


Leu 


Lys 


Leu 


Pro 


Ala 


Ser 


Asp 






115 










120 










125 








Ser 


Ala 


Glu 


Ala 


Ser 


Asn 


Ser 


Arg 


Ala 


Asp 


Cys 


Ser 


Trp 


Thr 


Pro 


Leu 




130 










135 










140 










Asn 


Thr 


Gin 


Met 


Ser 


Lys 


Gin 


Val 


Asp 


Cys 


Ser 


Pro 


Ala 


Gly 


Val 


Lvs 


145 










150 










155 










160 


Ala 


Leu 


Asp 


Ser 


Arg Gin 


Gly 


Val 


Gly 


Glu 


Lys 

2 


Asn 


Thr 


Phe 


He 


Leu 










165 










170 










175 




Ala 


Thr 


Leu 


Gly 


Thr Gly 


Val 


Pro 


Val 


Glu 


Gly 


Thr 


Leu 


Pro 


Leu 


Val 








180 










185 










190 






Thr 


Thr 


Asn 


Phe 


Ser 


Pro 


Leu 


Pro 


Ala 


Pro 


He 


Cvs 


Pro 


Pro 


Ala 


Pro 






195 










200 










205 








Ser 


Ser 


Ala 


Ser 


Val 


Pro 


His 


Ser 


Val 


Pro 


Asp 


Ala 


Phe 


Gin 


Ala 


Pro 




210 










215 










220 










Val 


Pro 


Pro 


Ser 


Ala 


Pro 


Thr 


Leu 


Val 


Leu 


Ala 


Pro 


Val 


Pro 


Thr 


Pro 


225 










230 










235 










240 


Val 


Leu 


Ala 


Pro 


Met 


Pro 


Ala 


Ser 


Thr 


Pro 


Pro 


Ala 


Ala 


Pro 


Ala 


Pro 










245 










250 










255 

A* 




Pro 


Ser 


Val 


Pro 


Met 


Pro 


Thr 


Pro 


Thr 


Pro 


Ser 


Ser 


Glv 


Pro 


Pro 


Ser 








260 










265 










270 






Thr 


Pro 


Thr 


Leu 


He 


Pro 


Ala 


Phe 


Ala 


Pro 


Thr 


Pro 


Val 


Pro 


Ala 


Pro 






275 










280 










285 








Thr 


Pro 


Ala 


Pro 


He 


Phe 


Thr 


Pro 


Ala 


Pro 


Thr 


Pro 


Met 


Pro 


Ala 


Ala 




290 










295 










300 










Thr 


Pro 


Ala 


Ala 


He 


Pr*o 


Thr 


Ser 


Ala 


Pro 


He 


Pro 


Ala 


Ser 


Phe 


Ser 


305 










310 










315 










320 


Leu 


Ser 


Arg 


Val 


Cys 


Phe 


Pro 


Ala 


Ala 


Gin 


Ala 


Pro 


Ala 


Met 


Gin 


Lvs 










325 










330 










335 




Val 


Pro 


Leu 


Ser 


Phe 


Gin 


Pro 


Gly 


Thr 


Val 


Leu 


Thr 


Pro 


Ser 


Gin 


Pro 








340 










345 










350 






Leu 


Val 


Tyr 


He 


Pro 


Pro 


Pro 


Ser 


Cys 


Gly 


Gin 


Pro 


Leu 


Ser 


Val 


Ala 






355 










360 










365 








Thr 


Leu 


Pro 


Thr 


Thr 


Leu 


Gly 


Val 


Ser 


Ser 


Thr 


Leu 


Thr 


Leu 


Pro 


Val 




370 










375 










380 










Leu 


Pro 


Ser 


Tyr 


Leu 


Gin 


Asp 


Arg 


Cys 


Leu 


Pro 


Gly 


Val 


Leu 


Ala 


Ser 


385 










390 










395 










400 


Pro 


Glu 


Leu 


Arg 


Ser 


Tyr 


Pro 


Tyr 


Ala 


Phe 


Ser 


Val 


Ala 


Arg 


Pro 


Leu 










405 










410 










415 




Thr 


Ser 


Asp 


Ser 


Lys 


Leu 


Val 


Ser 


Leu 


Glu 


Val 


Asn 


Arg 


Leu 


Pro 


Cys 








420 










425 










430 






Thr 


Ser 


Pro 


Ser 


Gly 


Ser 


Thr 


Thr 


Thr 


Gin 


Pro 


Ala 


Pro 


Asp 


Gly 


Val 






435 










440 










445 








Pro 


Gly 


Pro 


Leu 


Ala 


Asp 


Thr 


Ser 


Leu 


Val 


Thr 


Ala 


Ser 


Ala 


Lys 


Val 




450 










455 










460 










Leu 


Pro 


Thr 


Pro 


Gin 


Pro 


Leu 


Leu 


Pro 


Ala 


Pro 


Ser 


Gly 


Ser 


Ser 


Ala 


465 










470 










*± f Z3 












Pro 


Pro 


His 


Pro 


Ala 


Lys 


Met 


Pro 


Ser 


Gly 


Thr 


Glu 


Gin 


Gin 


Thr 


Glu 










485 










490 










495 




Gly 


Thr 


Ser 


Val 


Thr 


Phe 


Ser 


Pro 


Leu 


Lys 


Ser 


Pro 


Pro 


Gin 


Leu 


Glu 








500 










505 










510 






Arg 


Glu 


Met 


Ala 


Ser 


Pro 


Pro 


Glu 


Cys 


Ser 


Glu 


Met 


Pro 


Leu 


Asp 


Leu 






515 










520 










525 









2939 



WO 01/57190 PCT/US01/04098 



Ser 


Ser 


Lys 


Ser 


Asn 


Arcr 


Gin 


Lvs 


Leu Pro 


Leu 


Pro 


Asn 


Gin 


Arcr 


Lys 




530 










535 








540 










Thr 


Pro 


Pro 


Met 


Pro 


Val 


Leu 


Thr 


Pro Val 


His 


Thr 


Ser 


Ser 


LVS 


Ala 


545 










550 








555 










560 


Leu 


Leu 


Ser 


Thr 


Val 


Leu 


Ser 


Arcr 


Ser Gin 


Arcr 


Thr 


Thr 


Gin 


Ala 


Ala 










565 








570 










575 




Gly 


Gly Asn 


Val 


Thr 


Ser 


Cys 


Leu 


Gly Ser 


Thr 


Ser 


Ser 


Pro 


Phe 


Val 








580 










S85 








590 






lie 


Phe 


Pro 


Glu 


He 


Val 


Arg 


Asn 


Gly Asp 


Pro 


Ser 


Thr 


Trp 


Val 


Lys 






595 










600 








605 








Asn 


Ser 


Thr 


Ala 


Leu 


He 


Ser 


Thr 


He Pro 


Gly 
-* 


Thr 


Tyr Val 


Gly 


Val 




610 










615 








620 










Ala 


Asn 


Pro 


Val 


Pro 


Ala 


Ser 


Leu 


Leu Leu 


Asn 


Lys 


Asp 


Pro 


Asn 


Leu 


625 










630 








635 










640 


Gly 


Leu 


Asn 


Arg Asp 


Pro 


Arg 


His 


Leu Pro 


Lys 


Gin 


Glu 


Pro 


He 


Ser 










645 








650 










655 




lie 


lie Asp 


Gin Gly 


Glu 


Pro 


Lys 


Gly Thr 


Gly 


Ala 


Thr 


Cys 


Gly 


Lvs 
i 








660 










665 








670 






Lys 


Gly Ser 


Gin 


Ala 


Gly 


Ala 


Glu 


Gly Gin 


Pro 


Ser 


Thr 


Val 


Lys 


Arcr 






675 










680 








685 








Tvx 


Thr 


Pro 


Ala Arg 


He 


Ala 


Pro 


Glv Leu 


Pro 


Glv 


Cys 


Gin 


Thr 


Lvs 




690 










695 








700 










Glu 


Leu 


Ser 


Leu Trp 


Lvs 


Pro 


Thr 


Glv Pro 


Ala 


Asn 


He 


Tyr 


Pro 


Arcr 


705 










710 








715 










720 


Cvs 


Ser 


Val 


Asn Gly 


Lvs 


Pro 


Thr 


Ser Thr 


Gin 


Val 


Leu 


Pro 


Val 

V Walt 


Glv 










725 








730 










735 




Trp 


Ser 


Pro 


Tyr His 


Gin 


Ala 


Ser 


Leu Leu 


Ser 


He 


Gly He 


Ser 


Ser 








740 










745 








750 






Ala 


Gly Gin 


Leu 


Thr 


Pro 


Ser 


Gin 


Gly Ala 


Pro 


He 


Arg 


Pro 


Thr 


Ser 

u X^ 






755 










760 








765 








Val 


Val 


Ser 


Glu 


Phe 


Ser 


Glv 


Val 


Pro Ser 


Leu 


Ser 


Ser 


Ser 


Glu 


Ala 




770 










775 

9 9 








780 










Val 


His 


Gly 


Leu 


Pro 


Glu 


Gly 


Gin 


Pro Arcr 


Pro 


Glv 

x_J -a. y 


Gly Ser 


Phe 


Val 


785 










790 








795 










800 
\j \j \j 


Pro 


Glu 


Gin 


Asp 


Pro 


Val 


Thr 


Lvs 


Asn Lvs 


Thr 


Cvs 


Arg 


He 


Ala 


Ala 










805 








810 










815 

O _L _J 




Lys 


Pro 


Tyr 


Glu 


Glu 


Gin 


Val 


Asn 


Pro Val 


Leu 


Leu 


Thr 


Leu 


Ser 


Pro 








820 










825 

Srf A* 








830 






Gin 


Thr Gly 


Thr 


Leu 


Ala 


Leu 


Ser 


Val Gin 


Pro 


Ser 


Gly Gly 


Aso 

• • >*-r p** 


He 






835 










840 








845 








Arcr 


Met 


Asn 


Gin Gly 


Pro 


Glu 


Glu 


Ser Glu 


Ser 


His 


Leu Cys 


Ser 


AST3 




850 










855 








860 










Ser 


Thr 


Pro 


Lys 


Met 


Glu 


Gly 


Pro 


Gin Gly 


Ala 


Cvs 

X^ F 


Gly Leu 


Lys 


Leu 


865 










870 








875 










880 

w \J w 


Ala 


Gly Asp 


Thr 


Lys 


Pro 


Lys 


Asn 


Gin Val 


Leu 


Ala 


Thr Tyr 


Met 


Ser 










885 








890 










895 




His 


Glu 


Leu 


Val 


Leu 


Ala 


Thr 


Pro 


Gin Asn 


Leu 


Pro 


Lys Met 


Pro 


Glu 








900 










905 








910 






Leu 


Pro 


Leu 


Leu 


Pro 


His 


Asp 


Ser 


His Pro 


Lys 


Glu 


Leu 


He 


Leu 


Asp 






915 










920 








925 








Val 


Val 


Pro 


Ser 


Ser 


Arg 


Arg 


Gly 


Ser Ser 


Thr 


Glu 


Arg 


Pro 


Gin 


Leu 




930 










935 








940 










Gly 


Ser 


Gin 


Val 


Asp 


Leu 


Gly 


Arg 


Val Lys 


Met 


Glu 


Lys 


Val 


Asd 


Gly 


945 










950 








955 










960 


Asp 


Val 


Val 


Phe 


Asn 


Leu 


Ala 


Thr 


Cys Phe 


Arg 


Ala 


Asp Gly 


Leu 


Pro 










965 








970 










975 




Val 


Ala 


Pro 


Gin Arg 


Gly 


Gin 


Ala 


Glu Val 


Arg 


Ala 


Lys 


Ala 


Glv 


Gin 

XJ 








980 










985 








990 






Ala 


Arg 


Val 


Lys 


Gin 


Glu 


Ser 


Val 


Gly Val 


Phe 


Ala 


Cys 


Lys 


Asn 


Lys 






995 








1000 






1005 








Trp 


Gin 


Pro 


Asp Asp 


Val 


Thr 


Glu 


Ser Leu 


Pro 


Pro 


Lys 


Lys 


Met 


Lys 


1010 








1015 






1020 










Cys 


Gly Lys 


Glu 


Lys 


Asp 


Ser 


Glu 


Glu Gin 


Gin 


Leu 


Gin 


Pro 


Gin 


Ala 



1025 1030 1035 1040 
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Lys Ala Val Val Arg .Ser Ser His Arg Pro Lys Cys Arg Lys Leu Pro 

1045 1050 1055 

Ser Asp Pro Gin Glu Ser Thr Lys Lys Ser Pro Arg Gly Ala Ser Asp 

1060 1065 1070 

Ser Gly Lys Glu His Asn Gly Val Arg Gly Lys His Lys His Arg Lys 

1075 1080 1085 

Pro Thr Lys Pro Glu Ser Gin Ser Pro Gly Lys Arg Ala Asp Ser His 

1090 1095 1100 

Glu Glu Gly Ser Leu Glu Lys Lys Ala Lys Ser Ser Phe Arg Asp Phe 
1105 1110 1115 1120 

lie Pro Val Val Leu Ser Thr Arg Thr Arg Ser Gin Ser Asp Leu Lys 

1125 1130 1135 

Ala Arg Lys Gin Lys Thr Ser Ser Ser Gin Ser Leu Glu His Arg Leu 

1140 1145 1150 

Arg Asn Arg Asn Leu Leu Leu Pro Asn Lys Val Gin Gly lie Ser Asp 

1155 1160 1165 

Ser Pro Asn Gly Phe Leu Pro Asn Asn Leu Glu Glu Pro Ala Cys Leu 

1170 1175 1180 ■ 

Glu Asn Ser Glu Lys Pro Ser Gly Lys Arg Lys Cys Lys Thr Lys His 
1185 1190 1195 1200 

Met Ala Thr Val Ser Glu Glu Ala Lys Gly Lys Gly Arg Trp Ser Gin 

1205 1210 1215 

Gin Lys Thr Arg Ser Pro Lys Ser Pro Thr Pro Val Lys Pro Thr Glu 

1220 1225 1230 

Pro Cys Thr Pro Ser Lys Ser Arg Ser Ala Ser Ser Glu Glu Ala Ser 

1235 1240 1245 

Glu Ser Pro Thr Ala Arg Gin lie Pro Pro Glu Ala Arg Arg Leu lie 

1250 1255 1260 

Val Asn Lys Asn Ala Gly Glu Thr Leu Leu Gin Arg Ala Ala Arg Leu 
1265 1270 1275 1280 

Gly Tyr Lys Asp Val Val Leu Tyr Cys Leu Gin Lys Asp Ser Glu Asp 

1285 1290 1295 

Val Asn His Arg Asp Asn Ala Gly Tyr Thr Ala Leu His Glu Ala Cys 

1300 1305 1310 

Ser Arg Gly Trp Thr Asp lie Leu Asn lie Leu Leu Glu His Gly Ala 
1315 1320 1325 1328 



<210> 1182 
<211> 990 
<212> PRT 

<213> Homo sapiens 





<400> 1182 






















Met 


Thr 


Ser 


Pro 


Leu 


Val 


Thr 


Trp 


Val 


Lys Thr Phe 


Gly 


Pro 


Leu 


Ala 


1 








5 










10 






15 




Ala 


Gly Asn Gly 


Thr 


Asn 


Leu 


Asp 


Glu 


Tyr Val Ala 


Leu 


Val 


Asp 


Gly 








20 










25 






30 






Val 


Phe 


Leu 


Asn 


Gin 


Val 


Met 


Leu 


Gin 


lie Asn Pro 


Lys 


Leu 


Glu 


Ser 






35 










40 






45 








Gin 


Arg 


Val 


Asn 


Lys 


Lys 


Val 


Asn 


Asn 


Asp Ala Ser 


Leu 


Arg 


Met 


His 




50 










55 






60 










Asn 


Leu 


Ser 


lie 


Leu 


Val 


Arg 


Gin 


He 


Lys Phe Tyr 


Tyr 


Gin 


Glu 


Thr 


65 










70 








75 








80 


Leu 


Gin 


Gin 


Leu 


He 


Met 


Met 


Ser 


Leu 


Pro Asn Val 


Leu 


He 


He 


Gly 










85 










90 






95 




Lys 


Asn 


Pro 


Phe 


Ser 


Glu 


Gin 


Gly 


Thr 


Glu Glu Val 


Lys 


Lys 


Leu 


Leu 








100 










105 






110 






Leu 


Leu 


Leu 


Leu 


Gly Cys 


Ala 


Val 


Gin 


Cys Gin Lys 


Lys 


Glu 


Glu 


Phe 






115 










120 






125 
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lie 


Glu 


Arg 


He 


Gin 


Gly 


Leu 


Asp 


Phe 


Asp 


Thr 


Lys 


Ala 


Ala 


Val 


Ala 




130 










135 










140 










Ala 


His 


He 


Gin 


Glu 


Val 


Thr 


His 


Asn 


Gin 


Glu 


Asn 


Val 


Phe 


Asp 


Leu 


145 










150 










155 










160 


Gin 


Trp 


Met 


Glu 


Val 


Thr 


Asp 


Met 


Ser 


Gin 


Glu 


Asp 


He 


Glu 


Pro 


Leu 










165 










170 










175 




Leu 


Lys 


Asn 


Met 


Ala 


Leu 


His 


Leu 


Lys 


Arg 


Leu 


He 


Asp 


Glu 


Arg 


Asp 








180 










185 










190 






Glu 


His 


Ser 


Glu 


Thr 


He 


He 


Glu 


Leu 


Ser 


Glu 


Glu 


Arg 


Asp 


Gly 


Leu 






195 










200 










205 








His 


Phe 


Leu 


Pro 


His 


Ala 


Ser 


Ser 


Ser 


Ala 


Gin 


Ser 


Pro 


Cys 


Gly 


Ser 




210 










215 






< 




220 










Pro 


Gly 


Met 


Lys 


Arg 


Thr 


Glu 


Ser 


Arg 


Gin 


His 


Leu 


Ser 


Val 


Glu 


Leu 


225 










230 










235 










240 


Ala 


Asp 


Ala 


Lys 


Ala 


Lys 


He 


Arg 


Arg 


Leu 


Arg 


Gin 


Glu 


Leu 


Glu 


Glu 










245 










250 










255 




Lys 


Thr 


Glu 


Gin 


Leu 


Leu 


Asp 


Cys 


Lys 


Gin 


Glu 


Leu 


Glu 


Gin 


Met 


Glu 








260 


* 








265 










270 






lie 


Glu 


Leu 


Lys 


Arg 


Leu 


Gin 


Gin 


Glu 


Asn 


Met 


Asn 


Leu 


Leu 


Ser 


Asp 






275 










280 










285 








Ala 


Arg 


Ser 


Ala 


Arg 


Met 


Tyr 


Arg 


Asp 


Glu 


Leu 


Asp 


Ala 


Leu 


Arq 


Glu 




290 










295 










300 










Lys 


Ala 


Val 


Arg 


Val 


Asp 


Lys 


Leu 


Glu 


Ser 


Glu 


Val 


Ser 


Arg 


Tyr 


Lys 


305 










310 










315 










320 


Glu 


Arg 


Leu 


His 


Asp 


He 


Glu 


Phe 


Tyr 


Lys 


Ala 


Arg 


Val 


Glu 


Glu 


Leu 










325 










330 










335 




Lys 


Glu 


Asp 


Asn 


Gin 


Val 


Leu 


Leu 


Glu 


Thr 


Lys 


Thr 


Met 


Leu 


Glu 


Asp 








340 










345 










350 






Gin 


Leu 


Glu 


Gly 


Thr 


Arg 

ZJ 


Ala 


Arg 


Ser 


Asp 


Lys 


Leu 


His 


Glu 


Leu 


Glu 






355 










360 










365 








Lys 

2 


Glu 


Asn 


Leu 


Gin 


Leu 


Lys 


Ala 


Lys 


Leu 


His 


Asp 


Met 


Glu 


Met 


Glu 




370 










375 










380 










Arg 


Asp 


Met 


Asp 

ST 


Arg 

ZJ 


Lys 


Lys 


He 


Glu 


Glu 


Leu 


Met 


Glu 


Glu 


Asn 


Met 


385 










390 










395 










400 


Thr 


Leu 


Glu 


Met 


Ala 


Gin 


Lys 


Gin 


Ser 


Met 


Asp 

XT 


Glu 


Ser 


Leu 


His 


Leu 










405 










410 










415 




Gly 


Trp 


Glu 


Leu 


Glu 


Gin 


He 


Ser 


Arg 


Thr 


Ser 


Glu 


Leu 


Ser 


Glu 


Ala 








420 










425 










430 






Pro 


Gin 


Lys 


Ser 


Leu 


Gly 


His 


Glu 


Val 


Asn 


Glu 


Leu 


Thr 


Ser 


Ser 


Arg 

z> 






435 










440 










445 








Leu 


Leu 


Lys 


Leu 


Glu 


Met 


Glu 


Asn 


Gin 


Ser 


Leu 


Thr 


Lys 

2 


Thr 


Val 


Glu 




450 










455 










460 










Glu 


Leu 


Arg 


Thr 


Thr 


Val 


Asp 


Ser 


Val 


Glu 


Gly 


Asn 


Ala 


Ser 


Lys 


He 


465 










470 










475 










480 


Leu 


Lys 

-* 


Met 


Glu 


Lys 


Glu 


Asn 


Gin 


Arg 

zt 


Leu 


Ser 


Lys 


Lys 


Val 


Glu 


He 










485 










490 










495 




Leu 


Glu 


Asn 


Glu 


He 


Val 


Gin 


Glu 


Lys 


Gin 


Ser 


Leu 


Gin 


Asn 


Cys 


Gin 








500 










505 










510 






Asn 


Leu 


Ser 


Lys 


Asp 


Leu 


Met 


Lys 


Glu 


Lys 

* 


Ala 


Gin 


Leu 


Glu 


Lys 


Thr 






515 










520 










525 








He 


Glu 


Thr 


Leu 


Arg 


Glu 


Asn 


Ser 


Glu 


Arg 


Gin 


He 


Lys 


He 


Leu 


Glu 




530 










535 










540 










Gin 


Glu 


Asn 


Glu 


His 


Leu 


Asn 


Gin 


Thr 


Val 


Ser 


Ser 


Leu 


Arg 


Gin 


Arg 


545 










550 










555 










560 


Ser 


Gin 


He 


Ser 


Ala 


Glu 


Ala 


Arg 


Val 


Lys 


Asp 


He 


Glu 


Lys 


Glu 


Asn 










565 










570 










575 




Lys 


He 


Leu 


His 


Glu 


Ser 


He 


Lys 


Glu 


Thr 


Ser 


Ser 


Lys 


Leu 


Ser 


Lys 








580 

—J w \I 










S fl R 

J O J 










590 






He 


Glu 


Phe 


Glu 


Lys 


Arg 


Gin 


He 


Lys 


Lys 


Glu 


Leu 


Glu 


His 


Tyr 


Lys 






595 










600 










605 








Glu 


Lys 


Gly 


Glu 


Arg 


Ala 


Glu 


Glu 


Leu 


Glu 


Asn 


Glu 


Leu 


His 


His 


Leu 




610 










615 










620 










Glu 


Lys 


Glu 


Asn 


Glu 


Leu 


Leu 


Gin 


Lys 


Lys 


lie 


Thr 


Asn 


Leu 


Lys 


He 


625 










630 










635 










640 
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Thr 


Cys 


Glu 


Lys 


lie 


Glu 


Ala 


Leu 


Glu 


Gin Glu Asn Ser 


Glu 


Leu 


Glu 










645 










650 




655 




Arg 


Glu 


Asn 


Arg 


Lys 


Leu 


Lys 


Lys 


Thr 


Leu Asp Ser Phe 


Lys 


Asn 


Leu 








660 










665 




670 






Thr 


Phe 


Gin 


Leu 


Glu 


Ser 


Leu 


Glu 


Lys 


Glu Asn Ser Gin 


Leu 


Asp 


Glu 






675 










680 




685 








Glu 


Asn 


Leu 


Glu 


Leu 


Arg 


Arg 


Asn 


Val 


Glu Ser Leu Lys 


Cys 


Ala 


Ser 




690 










695 






700 








Met 


Lys 


Met 


Ala 


Gin 


Leu 


Gin 


Leu 


Glu 


Asn Lys Glu Leu 


Glu 


Ser 


Glu 


705 










710 








715 






720 


Lys 


Glu 


Gin 


Leu 


Lys 


Lys 


Gly 


Leu 


Glu 


Leu Leu Lys Ala 


Ser 


Phe 


Lys 










12S 










730 




735 




Lys 


Thr 


Glu 


Arg 


Leu 


Glu 


Val 


Ser 


Tyr 


Gin Gly Leu Asp 


He 


Glu 


Asn 








740 










745 




750 






Gin 


Arg 


Leu 


Gin 


Lys 


Thr 


Leu 


Glu 


Asn 


Ser Asn Lys Lys 


He 


Gin 


Gin 






755 










760 




765 








Leu 


Glu 


Ser 


Glu 


Leu 


Gin 


Asp 


Leu 


Glu 


Met Glu Asn Gin 


Thr 


Leu 


Gin 




770 










775 






780 








Lys 


Asn 


Leu 


Glu 


Glu 


Leu 


Lys 


He 


Ser 


Ser Lys Arg Leu 


Glu 


Gin 


Leu 


785 










790 








795 






800 


Glu 


Lys 


Glu 


Asn 


Lys 


Ser 


Leu 


Glu 


Gin 


Glu Thr Ser Gin 


Leu 


Glu 


Lys 










805 










810 




815 

«b 




Asp 


Lys 


Lys 


Gin 


Leu 


Glu 


Lys 


Glu 


Asn 


Lys Arg Leu Arg 


Gin 


Gin 


Ala 








820 










825 




830 






Glu 


lie 


Lys 


Asp 


Thr 


Thr 


Leu 


Glu 


Glu 


Asn Asn Val Lys 


He 


Gly 


Asn 






835 










840 




845 








Leu Glu 


Lys 


Glu 


Asn 


Lys 


Thr 


Leu 


Ser 


Lys Glu He Gly 


He 


Tyr 


Lvs 




850 










855 






860 








Glu 


Ser 


Cys 


Val 


Arg 


Leu 


Lys 


Glu 


Leu 


Glu Lys Glu Asn 


Lys 


Glu 


Leu 


865 










870 








875 






880 

\J w w 


Val 


Lys 


Arg 


Ala 


Thr 


He 


Asp 


He 


Lys 


Thr Leu Val Thr 


Leu 


Arg 


Glu 










885 










890 




895 




Asp 


Leu 


Val 


Ser 


Glu 


Lys 


Leu 


Lvs 


Thr 


Gin Gin Met Asn 


Asn 


Asp 


Leu 








900 










905 




910 






Glu 


Lys 


Leu 


Thr 


His 


Glu 


Leu 


Glu 


Lys 


He Glv Leu Asn 


Lvs 


Glu 


Arcr 






915 










920 

Ari V 




925 








Leu 


Leu 


His 


Asp 

XT 


Glu 


Gin 


Ser 


Thr 


Asp 


Asp Ser Arg Tyr 


Lys 


Leu 


Leu 




930 










935 

j j 














Glu 


Ser 


Lys 


Leu 


Glu 


Ser 


Thr 


Leu 


Lys 


Lys Ser Leu Glu 


He 


Lys 


Glu 


945 










950 








955 






960 


Glu 


Lys 


He 


Ala 


Ala 


Leu 


Glu 


Ala 


Arg 


Leu Glu Glu Ser 


Thr 


Asn 


Tyr 










965 










970 




975 




Asn 


Gin 


Gin 


Leu 


Arg 


Gin 


Glu 


Leu 


Lys 


Thr Val Lys Lys 


Lys 












980 










985 




990 







<210> 1183 

<211> 819 

<212> PRT 

<213> Homo sapiens 



<400> 1183 
Met Asp Pro Gly Thr 
1 5 
Gin Ala Glu Glu Pro 

20 

Ser Ser His Asn Glu 
35 

Arg Gly Ser Arg Cys 
50 

Gin Cys Leu Glu Ala 
65 



Ser Arg Gly Pro Asp Val 

10 

Arg Ser Phe Glu Val Thr 

25 

Leu Leu Ala Ser Cys Gly 
40 

Val Leu Ser Arg Lys Thr 
55 

Cys Arg Pro Ser Tyr Val 
70 75 



Gly Val 


Gly 


Glu 


Ser 






15 




Arg Arg 


Glu 


Gly 


Leu 




30 






Lys Lys 


Phe 


Cys 


Ser 


45 








Gly Glu 


Pro 


Glu 


Cys 


60 








Pro Val 


Cys 


Gly 


Ser 








80 
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Asp Gly 


Arcr 


Phe 


Leu 


Leu 


Glv 


Lvs 








100 

•4* W W 


Lys Gly 


Asp 


Thr 






115 




Leu 


Leu 


Ala 


Leu 




130 






Arg Gin 


Asp 


Pro 


145 








Arg Asp 


Leu 


Asp 


Ala 


Gin 


His 


Val 

V L4 .X. 








180 

-L» ^ W 


Cys 


Ser 


Pro 


Gly 






195 




Ser 


Leu 


Thr 


Leu 




210 






Ser 


Leu 


Ala 


Pro 


225 








Leu 


Ser 


Thr 


Val 


He 


He 


Tm 
AX ir' 


XJjr O 








260 

vj W 


Asp 


He 


Asn 


Asp 






275 




Thr 


Thr 


He 

•X> w 


His 

XX JL> W 




290 






Gin 


Leu 


Phe 

X X X*— 


Gin 


305 








Arg Val 


A y £ 


Pro 


Leu Arg 


Cvs 


His 

xX J. 0 










Lys 


Asn 


Gly 


Val 






355 




Leu 


Ala 




Glv 




370 






Thr Gly 


Ala 


TVT 

J; 


385 








Asp 


He 


Ser 


Ser 

W v^ x» 


Asn 


He 


Leu 


Trn 








420 

T £i V 


Val 


Phe 


Ser 


Asp 






435 




He 


Gin 


Arcr 


His 




450 






Glu 


He 


Cys 


Pro 


465 








Val 


Ser 


Ala 


Val 

V .X. 


Ala 


Leu 


Ser 


Arcr 








500 

•J \J V 


Gin 


Ser 


He 


Gly 






515 




Ser 


His 




r< T -r-t 

vjx.Il 




530 






Arg 


Pro 


Ser 


Leu 


545 








His 


Leu 


He 


Arg 


Pro 


Thr 


Asn 


Leu 



580 



Tvr 


Glu 


Asn 

* X*W A X 


His 

AX L«/ 


85 








Arg 


He 


Thr 

■X. X 1 1 ■ 


Val 


Cvs 


Thr 


Met 


Ala 








120 

~X> <U w 


Gin 


Thr 


Arg 


Leu 






135 




Ala 


Ser 


Gin 


Lys 




150 






Ala 


Asp 


Gly 


Asn 


165 








Leu 


Lys 


Lvs 


Gin 


Asp 


Leu 


Leu 


Arcr 








200 

XI \J V/ 


Arg 


Glu 


Phe 


Tyr 






215 




Glu 


Asp 


Arg 


Val 




230 






Leu 


Thr 


Cvs 


Ala 


245 








Arcr 


Asn 


Glv 


JJC ix 


Phe 


Glv 
v*xy 


Glu 

Ui ix 










9 no 

A O \J 


Met 


Gly 


Asn 


Tyr 






295 




Thr 

x> llx 


His 


Val 

V dX 


Leu 

U w LA 




310 

•J i U 






Glu 

V7-L. LI 




Gin 


Al A 


325 








Ala 


Glu 


Glv 


Tie 


Aqn 




C Q -K- 

O CL 


X XIX. 








3fi 0 
j> o u 


Ser 


Glu 


Leu 


His 






375 




Thr 


Cvs 


He 


Ala 




390 






Leu 


Phe 

x» llw 


He 


Glu 


405 

\y h7 








Arcr 


Glu 


Glu 

Vrf *X» WjX 


Glv 


AS"D 


Glv 

VJ JL Jr 


He 


He 

■X. -L. W 








440 

~j -x V/ 


Leu 


Lys 


Pro 


Thr 






455 




Gin 


Arcr 


Glu 


Lvs 




470 






Asn 


Val 


Arcr 


Asn 


485 








Val 


Leu 


Val 


Val 


Val 


Asp 


Pro 

X. X 


Leu 

XJV vi 








520 


V ctX 


irp 


val 


JjcU 






535 




Gin 


Val 


He 


Thr 




550 






Thr 


Pro 


Phe 


Ala 


565 








He 


He 


Asn 


His 



Cvs 


Lvs 


Leu 

<U w LA 


His 

Ul %s 




90 






He 

-** -x, v» 


His 


Ser 


Lvs 


105 

W 








Glv 


Tvr 


Ala 

XX -X, 


Arci 


Gin 


Pro 


Leu 


Gin 








140 

•X* x \J 


Arg 


Leu 


Leu 


Val 






155 




Glv 


His 


Leu 

X_i Vw. u 


Ser 




170 






Asn 


Leu 


Asn 


Glu 


185 

»x» w *J 








Phe 


Asp 


Asp 


Tyr 


Met 

l IC La 


Ala 


Phe 


Gin 








220 


Ser 


Val 


Thr 


Thr 






235 




Val 


His 


Gly Asp 




9 50 






Thr* 

X 111. 




Asn 


Phe 










Asn 


Ser 


Leu Tyr 


Thr 

*x> iix 


Cvs 


His 


Ala 








300 


Gin 


Val 


Asn 


Val 






315 




f?l n 




Pro Gly 




330 










Pro 


Arg 


34. ^ 

O *± 








Gin 

\J -Lt XX 


Met 


Ser 


Lys 


He 

-2- -J- w 


Ser 


Ser 


Val 








380 


Lys 


Asn 


Glu 


Val 






395 




Asn 


Ser 

«Xa 


Ala 


Arg 




410 

TC X w 






Tjeu 


Ser 


Val 


Gly 


425 








Val 


He 


His 


Pro 


Glu 


Lys 


He 


t 

Phe 








460 


Asn 


Ala 


Thr 


Gin 






475 




Arg 


Tvr 


He 


Tyr 




490 






Asn 


He 


Gin 


Ala 


505 








Pro 


Ala 


Lys 


Leu 


Ser 


Tm 
x ip 


Gly Asp 








540 


Glu 


Ala 


Ser 


Thr 






555 




Gly 


Val 


Asp Asp 




570 






He 


Arg 


Phe 


Gly 



585 



Arg Ala Ala 


Cys 






95 




Asp 


Cys 


Phe 


Leu 




110 






Leu 


Lys 


Asn 


Val 


125 








Glu Gly Asp 


Ser 


Glu 


Ser 


Leu 


Phe 








160 

mim \J \J 


Ser 


Ser 


Glu 


Leu 






175 




Asp 


Leu 


Leu 


Glv 




190 






Asn 


Ser Asp 


Ser 


205 








Val 


Val 


Gin 


Leu 


Val 


Thr 


Val 


Glv 








94 ft 


Leu Arg Pro 


Pro 






255 




Leu Asp 


Leu 


UX IX 




270 






He Thr Lys 


V ul 


285 








Ser Gly 


His. 


Glu 

ul IX 


Pro 


Pro 


Val 


T "1 a 

lie 








J VJ 


Val 


Ala 


AT a 


Ser 






33 

J O 3 




He 


Thr 


Trp 


Leu 

UC LI 




350 






Gin 


Leu 


Ser 


XjCS LX 
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480 

™ O w 


Val 


Ala 


Gin 


Pro 
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Gin 








560 


Phe 


Phe 


He 


Pro 
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He 


Phe 


Asn 




590 







2944 



WO 01/57190 



PCTYUSO 1/04098 



Lvs 


Ser 


Asp 


Pro 


Ala 


Val 


His 
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Arg 
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Trp 
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55 
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Gin 
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Thr 
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Val 
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Gly 


Lys 


Glu 
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Val 
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Lys 


Phe 


He 
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Gly 
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Arg 


Phe 


Thr 
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Leu 
245 


Pro 


Pro 


Thr 


Tyr 
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Tyr 
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Val 
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Trp 
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Thr 


Glu 
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Met 


Val 


Lys 


Ser 


Arg 
280 


Pro 


Pro 
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Gly 
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Ser 


Pro" 


Glu 
295 


Arg 


Lys 


Trp 


Glu 


Asp 


Arg 


Gly 


Pro 


Ser 


305 
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He 


Gin 


Gin 


Val 


Thr 
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Leu 


Lys 
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Glu 


Ser 


Gly 


Ser 
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Ala 
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Gly 


Ser 
355 


Leu 
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Thr 


Gin 
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Arg 


Glu 
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Arg 


Phe 


Glu 


Lys 


Thr 

375 


Phe 


Ser 


Gly 


Glu 


Gin 


Val 


Leu 


Gly 


Gin 


385 
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Gly 


He 


Gly 


Tyr 


Phe 
405 


Tyr 


Gly 
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Glu 


Gly 


Ser 
420 


Glu 


Gin 


Lys 


Val 


Pro 


Leu 
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435 


Thr 
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Pro 


Ser 
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Leu 


Trp 
450 
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Glu 


Gly 


Phe 


His 
455 


Gin 


Ser 


Leu 


Thr 


Arg 


Glu 
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Gly 


465 
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Asp 


Gly 


Trp 


He 


Gly 
485 


Arg 


Glu 
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Arg 


Val 


Pro 


Pro 
500 


Glu 


Phe 
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Val 


Pro 


Thr 
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Leu 


Leu 


Pro 


Val 
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520 


Asp 


Asp 
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Leu 


Arg 
535 


Lys 
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Trp 


Leu 
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Ser 


Gin 


545 
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Arg 


Trp 


Arg 
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Arg 
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Pro 
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Thr 


Leu 


Pro 
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Asp 
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Thr 


Glu 
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Leu 
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Leu 
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Glu 
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Trp 
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Val 


Arg 


Val 
675 


Val 


Gly 
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Pro 
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Leu 


Val 
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Leu 
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Leu 
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Pro 


Glu 


Val 


Gly 


Ala 


Lys 
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250 
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Leu 
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Ser 


Trp 


Phe 
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His 


Arq 
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Tyr 


Leu 


Gly 
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Gly 


Ser 


Leu 








300 










Gly 


Gin 
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Gin 


Gly 


Gin 


Phe 


Leu 






315 
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He 
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He 
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Val 


Phe 




330 










335 




Gly 
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Ala 


Leu 
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Arq 


Leu 
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350 






Leu 


Glu 


Ser 
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Ala 


Glu 


Gly 


Phe 










365 








Gin 


Leu 


Lys 


Glu 


Lys 


Gly 


Leu 


Ser 








380 










Ala 


Ala 


Leu 
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Gly 


Leu 


Leu 


Gly 
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400 


Gly 


Leu 


Val 


Leu 


Pro 
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He 


Gly 




410 










415 




Asp 


Pro 
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Leu 


Phe 


Pro 


Pro 


Val 


425 
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Arq 


Gly 
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Leu 
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Trp 
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Pro 
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Gly 
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Trp 
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Gly 
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Gly 
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Glu 


Gly 


Pro His 


Gin 
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85 
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Glu 
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Leu 
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Glu 








100 








105 










110 






Gly 
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Lys 


Ser 


Leu 


Asp 


Pro 
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Cys 
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Pro 
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X / 0 




Thr 
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He 
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O X LX 


Aro* 
nxy 


Arg Val 
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XJC LX 
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VJX lx 
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V dX 
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He 
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xxc 
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V cLX 
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i qs 
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Gin 

VJJ.11 


Val 
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Gl u 

OX LX 
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VjXxX 
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X XXx 
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ASp 


OCX 
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uys 


Tl e 
XXc 


Tyr 


Leu 


Al a 
Ala 


Til a 
AXcL 


Arg 


Al a 

ax a 






























occ 
Z 33 




Tjen 
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XjcU 
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He 
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XJCU 
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1 XIX 
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xr 17 CJ 
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iyr 
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Z 
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XJC U. 
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AX a. 
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PVlQ 
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w X. 
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O C X 
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VjX LX 
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He 
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v a x 
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VJX LX 
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Gin 

\J xu 
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Ala 
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OCX 
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A r n 


Cay* 

uCX 
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Aon 


Cor 1 

OCX 


7\ rrr 
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Cor* 
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Axg 


Ser Arg 


Cat" 
OCX 
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T 1 V-> 

x xxr 
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AHA 


Ser 

■»-* J* 


Arcr 


Ser 
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Arcr 
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lJ w X 
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Arcr 
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nxy 
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Tyr 
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A cjti 
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A ro* 
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Ser 
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fix. y 


Ser 
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Thr 
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Arcr 
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A ro" 
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*± z u 
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XJC LX 
















44 n 

*± U 


















Lvs 
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Arcr 
nxy 
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nx y 


A cn 
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Arg 
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Arg 
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Ser 
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His 
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Arg 
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50 
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He 
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A lll> 
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Val 
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He 
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Leu Glv Asn 
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He 
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He 
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Ser 
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435 






440 




Lys 


Ser 


He 


Pro 


Thr 


Gly Thr He 


Leu 
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-x 
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Pro 

f xu 
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110 






He Gly Val Tyr Leu 


xrx \J 
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220 








He Phe 
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He 
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Leu 




4. PI ^ 

*± O J 








v Cl 1 


Leu Arg 




Glv 


Met 


Leu 


Ala 








J v U 


Phe 


Ser 


Thr 


Cys 






515 




XJ^z- u 


Leu 


Gin 


Al a 

Mia 




530 






Phe 


Gly His 


Glv 


-j " -* 








Thr 


Val 


Leu 


He 
*i~ -i_ c 


V Q. J. 


Ala 


Pro 


Tl e 
lie 








3 O U 


As n 


Leu 


Ala 


Cys 






595 




xr i w 


Arg Phe 


xiy o 




610 






Leu 


Cys 


Leu 


Ala 


CO c 

u Z J 








Ala 

ni a 


Met 


Leu 


Tie 

11C 


nld 


Glu 


Lys 


Ul u 








OOU 


Ala 


Arg Tyr 


Ala 
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Trp Thr Arg Glu Lys Leu lie Ala 


Glu 


Lvs 


Tyr Arg 








980 




985 




990 






Ser Arg 


Asp 


Thr 


Ser Leu 


Ser Gly Phe Lys Asp Leu 


Phe 


Ser 


Met 


Lys 






995 






1000 1005 








Pro 


Asp 


Gin 


Ser 


Asn Val 


Arg Arg Met His Thr Ala 


Val 


Lys 


Leu 


Asn 
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<212> PRT 

<213> Homo sapiens 



<400> 1197 



Met 


Thr 


Ser His Ala Arcr 


Val 


Arcr Lvs Leu 


Gly Ser 


Ser Arcr Ala Ala 


.1 
JL 




-j 












Ala 


Glu 

V-J JU 


Pro Glv Ala Glv 


Pro 


Ala Arcr Glu 


Pro 


Ala 


Atct Leu Cvs Glv 


















Tyr 
i 


Leu 


Gin Lvs Leu Ser 


Gly 


Lys Gly Pro 


Leu Arg 


Glv Tvr Arcr Ser 






35 




40 






45 


Arcr 


Trp 


Phe Val Phe Asp 


Ala 


Arcr Arcr Cvs 


Tyr 


Leu 


Tvr Tvr Phe Lvs 




50 




55 






60 




Ser 


Pro 


Gin Asp Ala Leu 


Pro 


Leu Glv His 


Leu 


Asp 


He Ala Asp Ala 


D D 




/ U 






75 




o U 


Cys 


Phe 


Ser Tyr Gin Gly 


Pro 


Asp Glu Ala 


Ala 


Glu 


Pro Gly Thr Glu 






85 




90 






95 


Pro 


Pro 


Ala His Phe Gin 


Val 


His Ser Ala 


Gly Ala 


Val Thr Val Leu 






100 




105 






110 


Lys 


Ala 


Pro Asn Arg Gin 


Leu 


Met Thr Tyr 


Trp 


Leu 


Gin Glu Leu Gin 






115 




120 






125 


Gin 


Lys 


Arg Trp Glu Tyr 


Cys 


Asn Ser Leu 


Asp Met 


Val Lys Trp Asp 




130 




135 






140 




Ser 


Arg 


Thr Ser Pro Thr 


Pro 


Gly Asp Phe 


Pro 


Lys 


Gly Leu Val Ala 


145 




150 






155 




160 


Arg 


Asp 


Asn Thr Asp Leu 


He 


Tyr Pro His 


Pro 


Asn 


Ala Ser Ala Glu 






165 




170 






175 


Lys 


Ala 


Arg Asn Val Leu 


Ala 


Val Glu Thr 


Val 


Pro 


Gly Glu Leu Val 






180 




185 






190 


Gly 


Glu 


Gin Ala Ala Asn 


Gin 


Pro Ala Pro 


Gly His 


Pro Asn Ser He 






195 




200 






205 


Asn 


Phe 


Tyr Ser Leu Lys 


Gin 


Trp Gly Asn 


Glu 


Leu 


Lys Asn Ser Met 




210 




215 




220 




Ser 


Ser 


Phe Arg Pro Gly 


Arg 


Gly His Asn 


Asp 


Ser 


Arg Arg Thr Val 


225 




230 






235 




240 


Phe 


Tyr 


Thr Asn Glu Glu 


Trp 


Glu Leu Leu 


Asp 


Pro 


Thr Pro Lys Asp 






245 




250 






255 


Leu 


Glu 


Glu Ser He Val 


Gin 


Glu Glu Lys 


Lys 


Lys 


Leu Thr Pro Glu 






260 




265 






270 


Gly 


Asn 


Lys Gly Val Thr 


Gly 


Ser Gly Phe 


Pro 


Phe 


Asp Phe Gly Arg 






275 




280 






285 


Asn 


Pro 


Tyr Lys Gly Lys 


Arg 


Pro Leu Lys 


Asp 


lie 


He Gly Ser Tyr 




290 




295 






300 




Lys 


Asn 


Arg His Ser Ser 


Gly 


Asp Pro Ser 


Ser 


Glu 


Gly Thr Ser Gly 


305 




310 






315 




320 
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Ser Gly 


Ser 


Val 


Ser 


He 


Arg 


Lys 










325 








Val 


Gin 


Ser 


Gin 


Gin 


Glu 


Glu 


Leu 








340 










Ser 


Gin 


Lys 


Glu 


Leu 


Val 


Arcr 


Leu 






355 










360 


Gin 


Tyr 


Asp 


Lys 


Tyr 


Phe 


Thr 


Ser 




370 










375 




Lys 


Asp 


Thr 


Leu 


Glu 


Leu 


Leu 


His 


385 










390 






Leu 


Thr 


Ser 


Gin 


Leu 


Glu 


Arg 


Phe 










405 








Gin 


Glu 


Val 


Arcr 


Thr 


Leu 


Lvs 


Ser 








420 










Leu Gly 


Met 


Leu 


Met 


Glu 


Thr 


He 






435 










440 


Lys 


Leu 


Ser 


Glu 


Gly 


Glu 


Gly 


Asn 




450 










455 




Ser 


Ser 


Pro 


Ser 


Val 


Val 


Pro 


Val 


465 










470 






Arg 


Leu 


Lys 


Asp 

It 


Asn 


Leu 


Gin 


Gly 










485 








Asn Lys 


Glu 


lie 


Leu 


Glu 


Leu 


Ser 








500 










Arg Glu 


Arcr 


Asp 


Leu 


Met 


Ala 


Lvs 






515 










520 

«*J U w 


Cys 


Gin 


lie 


Glu 


Ser 


Lys 


Tvr 

x jr j. 


Leu 




530 










535 




Pro 


Val 


Cys 


Ser 


Glu 


Asp 


Gin 


Gly 


545 










550 






Leu 


Leu 


Glu 


Asp 


Ala 


Leu 


Gin 


Val 










565 








Ala 


Phe 


Val 


Lvs 


Pro 


His 


Leu 


Val 








580 

*J W \J 










Arg 


Thr 


Val 


Pro 


Glu 




Aso 


Glu 

w *JL 1*4. 






595 










600 


Arg Ala 


Leu 


Asp 


Leu 


Lvs 

2 a 


Thr 


Leu 




610 










615 




Ser 


Thr 


Gly 


Val 


Lys 


Trp 


Glu 


Asn 


625 










630 

w w 






Glu Met 


Met 


Cvs 


Ser 


Pro 


Glu 


Leu 










645 








Pro 


His 


Glu 


His 


Arcr 


Ser 


Lvs 


Val 








660 










Thr Arg 


Lys 


Phe 


Lvs 


Asp 


Asn 


Thr 






675 










680 


Leu 


Gin 


Lys 


Ala 


Leu 


Glu 


Lys 


Gin 




690 










695 




Leu Asp 


Leu 


Leu 


Arg 


Thr 


Leu 


Pro 


705 










710 






Thr 


Ser 


Glu 


Gly 


He 


Gin 


Lys 


Leu 










725 








Trp Arg 


Asn 


Pro 


Asp 


He 


Gly 


Tyr 

2 




* 




740 










Ala 


Val 


Ala 


Leu 


Leu 


Tyr 


Leu 


Glu 






755 










760 


Val 


Thr 


Xle 


Val 


Glu 


Val 


Phe 


Met 




770 










775 




Leu 


Leu 


Gly 


Ser 


Gin 


Val 


Asp 


Gin 


785 










790 






Glu 


Lys 


Leu 


Pro 


Arg 


Leu 


His 


Gly 










805 








Tyr 


Thr 


Leu 


lie 


Thr 


Phe 


Asn 


Trp 



820 



Pro 


Ala 


Ser 


Glu 


Met 


Gin 


Leu 


Gin 




330 










335 




Glu 


Gin 


Leu 


Lys 


Lys 

2 


Asp 


Leu 


Ser 


345 










350 






Leu 


Gin 


Gin 


Thr 


Val 


Ara 


Ser 


Ser 










365 








Ser 


Arg 


Leu 


Cys 


Glu 


Gly 


Val 


Pro 








380 










Gin 


Lys 


Asp 


Asp 


Gin 


He 


Leu 


Gly 






395 










400 


Ser 


Leu 


Glu 


Lys 


Glu 


Ser 


Leu 


Gin 




410 










415 




Lys 


Val 


Gly 


Glu 


Leu 


Asn 


Glu 


Gin 


425 










430 






Gin 


Ala 


Lys 


Asp 


Glu 


Val 


He 


He 










445 








Gly 


Pro 


Pro 


Pro 


Thr 


Val 


Ala 


Pro 








460 










Ala 


Arcr 


Asp 


Gin 


Leu 


Glu 


Leu 


Asp 






475 










480 


Tvr 


Lvs 


Thr 


Gin 


Asn 


Lys 


Phe 


Leu 




490 










495 




Ala 


Leu 


Arcr 


Arcr 


Asn 


Ala 


Glu 


Arcr 


505 










510 






Tvr 

* Jr *■ 


Ser 


Ser 


Leu 


Glu 

W J» Wi 


Ala 


Lvs 


Leu 

JW*W 










525 








He 


Leu 


Leu 


Gin 


Glu 


Met 


Lvs 

Jr 


Thr 








54 0 










Pro 


Thr 


Arcr 


Glu 


Val 


He 


Ala 


Gin 






555 










560 

■J U v 


Glu 


Ser 

LJ W JU 


Gin 


Glu 


Gin 


Pro 


Glu 


Gin 




570 










575 




Ser 


Glu 


Tvr 

JT 


Aso 


He 


Tvr 

Jr 


Glv 


Phe 


585 










590 






Glu 


Glu 


Lvs 


Leu 


Val 


Ala 


LVS 


Val 










605 

W W 








Tyr 

2 


Leu 


Thr 


Glu 


Asn 


Gin 


Glu 


Val 








620 

W *J V 










Tvr 

Jr 


Phe 


Ala 


Ser 


Thr 


Val 


Asn 








635 










640 


Lvs 


Asn 


Leu 


He 


Ara 


Ala 


Glv 

WJ - Jr 


He 




650 










655 




Trp 


Lys 


Trp 


Cys 

2 


Val 


Asp 


Arcr 


His 


665 










670 






Glu 


Pro 


Gly 


His 


Phe 


Gin 


Thr 


Leu 










685 








Asn 


Pro 


Ala 


Ser 


Lys 

•< 


Gin 


He 


Glu 








700 










Asn 


Asn 


Lys 


His 


Tyr 


Ser 


Cys 


Pro 






715 










720 


Arg 


Asn 


Val 


Leu 


Leu 


Ala 


Phe 


Ser 




730 










735 




Cys 


Gin 


Gly 


Leu 


Asn 


Arg 


Leu 


Val 


745 










750 






Gin 


Glu 


Asp 


Ala 


Phe 


Trp 


Cys 


Leu 










765 








Pro 


Arcr 


Asp 


Tyr 


Tvr 

* Jr *• 


Thr 


Lvs 


Thr 








' ou 










Arg 


Val 


Phe 


Arg 


Asp 


Leu 


Met 


Ser 






795 










800 


His 


Phe 


Glu 


Gin 


Tyr 


Lys 


Val 


Asp 




810 










815 




Phe 


Leu 


Val 


Val 


Phe 


Val 


Asp 


Ser 


825 










830 
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Val Val Ser Asp lie Leu Phe Lys lie Trp Asp Ser Phe Leu Tyr Glu 

835 840 845 

Gly Pro Lys Val lie Phe Arg Phe Ala Leu Ala Leu Phe Lys Tyr Lys 

850 855 860 

Glu Glu Glu lie Leu Lys Leu Gin Asp Ser Met Ser lie Phe Lys Tyr 

865 870 875 880 

Leu Arg Tyr Phe Thr Arg Thr lie Leu Asp Ala Arg Ser Gly Thr Asp 

885 890 895 . 

Ala Pro Thr Thr Trp Arg Lys Ser Gly Trp Ser * 

900 905 907 



<210> 1198 

<211> 1368 

<212> PRT 

<213> Homo sapiens 



<400> 1198 



Met 




Gin 

VJ Xll 


T.VQ 

1-1 jr O 


Phe 


Ala 




Ala 




Ala 


vZX 


Prn DVi*=> ("31 \f 


XIC d 


v a x 


1 

X 








c 










1 0 










Glu 

\J -L. i-l 


Thr 

X XAX 


X X 


Arcr 


Arcr 


Pro 

C X \J 


Asn 


U wX 


Gin 


Leu 

UV Vl 


±y x 


Arrr Al a Rpr 


Ala 

X*VX CL 


J— 1 w \JL 


















^ -J 






^ 0 








Glu 

vJX u 




Tie 




Hie 
XIX o 


Glu 


Ala 

fil Cl 


Gin 

VJXli. 




Opv* 
■JC1 


X 1 AX J-VO 1 Jr X 




XI C LI 
















40 








4. R 






Ser 


Leu 


Phe 

1 11^ 


Asd 

411./ M 


Leu 


Gin 

VJ «1» 11 


Thr 


Ser 


Ser 


Tvr 

xyx 


Gin 


Ala Leu Gin 

XxlU Li Will 




Val 

V Ul 














55 










fiO 






Leu 


Val 


1^ W 1 


Leu 


Glv 


His 


His 


Aso 


Glu 


Ala 


Leu 


Ala Val Ala 


Glu 














70 










75 






q n 

O \J 


Glv 


Arcr 


Thr 

i m 


Arcr 


Ala 


Phe 

x. iiv 


Ala 


Asr> 


Leu 


Leu 

U VA 


Val 


Glu Arcr Gin 

wi vi + ■ ■ win 


Thi" 

X Hi 


Glv 










85 










90 










Gin 


Gin 


Agn 

*1»J 


Ser 


Asr> 


Pro 


Tvr 


Ser 


Pro 

i i v^ 


Val 


Thr 

1 114. 


Tie Asn Gin 


lie 

1 l w 


Leu 

Uv 








100 

JL w V 










105 

iw«; 






110 

1 1 v/ 






Glu 


Met 


Val 


Asn 


Glv 


Gin 

«^ x>x 


Arcr 


Glv 


Leu 


Val 


Leu 


Tvr Tvr Ser 


Leu 


Ala 






115 










120 

l* v/ 








125 

X A 






Ala 


Glv 


Tvr 


Leu 


Tvr 


Ser 


Tro 


Leu 


Leu 


Ala 


Pro 

X. X* V-/ 


Glv Ala Glv 

via y ■! v* vj -A. jr 


lie 

X -i- v— 


Val 




i ■in 
JL J U 










1j j 










±ft u 






Lys 


Phe 


His 


Glu 


His 


Tyr 


Leu 


Gly 


Glu 


Asn 


Thr 


Val Glu Asn 


Ser 


Ser 


145 










150 










155 






160 


Asp 


Phe 


Gin 


Ala 


Ser 


Ser 


Ser 


Val 


Thr 


Leu 


Pro 


Thr Ala Thr 


Gly 


Ser 










165 










170 






175 




Ala 


Leu 


Glu 


Gin 


His 


He 


Ala 


Ser 


Val 


Arg 


Glu 


Ala Leu Gly 


Val 


Glu 








180 










185 






190 






Ser 


His 


Tyr 


Ser 


Arg 


Ala 


Cys 


Ala 


Ser 


Ser 


Glu 


Thr Glu Ser 


Glu 


Ala 






195 










200 








205 






Gly 


Asp 


lie 


Met 


Asp 


Gin 


Gin 


Phe 


Glu 


Glu 


Met 


Asn Asn Lys 


Leu 


Asn 




210 










215 










220 






Ser 


Val 


Thr 


Asp 


Pro 


Thr 


Gly 


Phe 


Leu 


Arg 


Met 


Val Arg Arg 


Asn 


Asn 


225 










230 










235 






240 


Leu 


Phe 


Asn 


Arg 


Ser 


Cys 


Gin 


Ser 


Met 


Thr 


Ser 


Leu Phe Ser 


Asn 


Thr 










245 










250 






255 




Val 


Ser 


Pro 


Thr 


Gin 


Asp 


Gly 


Thr 


Ser 


Ser 


Leu 


Pro Arg Arg 


Gin 


Ser 








260 










265 






270 






Ser 


Phe 


Ala 


Lys 


Pro 


Pro 


Leu 


Arg 


Ala 


Leu 


Tyr 


Asp Leu Leu 


lie 


Ala 






275 










280 








285 






Pro 


Met 


Glu 


Gly 


Gly 


Leu 


Met 


His 


Ser 


Ser 


Gly 


Pro Val Gly 


Arg 


His 




290 










295 










300 






Arg 


Gin 


Leu 


He 


Leu 


Val 


Leu 


Glu 


Gly 


Glu 


Leu 


Tyr Leu lie 


Pro 


Phe 


305 










310 










315 






320 


Ala 


Leu 


Leu 


Lys 


Gly 


Ser 


Ser 


Ser 


Asn 


Glu 


Tyr 


Leu Tyr Glu 


Arg 


Phe 










325 










330 






335 




Gly 


Leu 


Leu 


Ala 


Val 


Pro 


Ser 


He 


Arg 


Ser 


Leu 


Ser Val Gin 


Ser 


Lys 








340 










345 






350 
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Ser His Leu Arg 
355 

Ala Ala Val lie 
370 

Trp Leu Trp Gly 
385 

Ser Glu Leu Leu 

Glu Arg Val Met 

420 

Thr His lie Ser 
435 

Asp Gly Asn Pro 
450 

lie Pro Glu Ser 
465 

lie Ser Asp Cys 

Val Leu Asp Leu 

500 

Gin Glu Ser Asn 
515 

Arg Ala Phe Leu 
530 

Pro Val Pro Val 

545 

Ser Leu Leu Asn 

Lys Val Val Gin 

580 

Gly Phe Met Leu 
595 

Leu lie Gly Gin 
610 

Arg Asp Ala Leu 
625 

Arg lie Gin Asn 

Val Glu Asn Lys 

660 

Ala Val Gly Phe 
675 

Val Phe Phe Pro 
690 

Ser Thr Leu Gin 
705 

Leu Cys Lys Leu 

Arg Ala Val Lys 

740 

Leu Gin Ala Gly 
755 

Val Ser lie Ser 
770 

Leu Ala Ala Leu 
785 

lie Leu Lys Thr 

Leu Gin Ser Leu 

820 

Leu Ser Leu Asp 
835 

Ser Val Ser Asn 
850 



Lys Asn Pro Pro 

360 

Gly Asn Pro Lys 
375 

Pro Met Pro Ser 
390 

Gly Cys Gin Pro 
405 

Ser Ala Leu Thr 

Trp Lys Leu Ser 

440 

Ala Ser Ser Lys 
455 

Leu Arg Val Gin 
470 

Pro Pro Leu Gin 
485 

Gin Leu Pro Val 

Ser Lys Val Ala 

520 

Ala Ala Gly Ala 
535 

Ala Ala Phe Lys 
550 

Gly Leu Lys Ala 
565 

Ser Ser Lys Ala 

lie Gly Ser Asp 

600 

Ala Leu Thr Glu 
615 

Arg Val Leu Leu 
630 

Gly Gin Arg Asn 
645 

Val Gly Gly He 

Arg Leu Asp Pro 

680 

Thr Ser Asp Pro 
695 

Ser Leu Leu Gly 
710 

He Thr Ala Ser 
725 

Asn Met Val Gly 

Glu Lys Glu Gin 

760 

Val Gin Leu Trp 
775 

Gly Phe Asp Leu 
790 

Gly Lys Gin Ala 
805 

Leu Ser Leu Phe 

Ser Ser Ser Ser 

840 

Ala Leu Pro Leu 
855 



Thr Tyr Ser Ser 

Leu Pro Ser Ala 

380 

Ala Glu Glu Glu 
395 

Leu Val Gly Ser 
410 

Gin Ala Glu Cys 
425 

Ala Leu Val Leu 

Ser Ser Phe Gly 

460 

Asp Asp Ala Ser 
475 

Glu Leu Leu Leu 
490 

Lys Leu Val Val 
505 

Ala Asp Gly Val 

Gin Cys Val Leu 

540 

Met Phe He His 
555 

Ser Ala Ala Leu 
570 

Phe Ser His Pro 
585 

Val Lys Leu Asn 

He Leu Gin His 

620 

His Leu Val Glu 
635 

Ala Met Tyr Thr 
650 

Pro Gly Trp Gin 
665 

Pro Thr Ser Gly 

Gly Asp Arg Leu 

700 

Leu Pro Asn Pro 
715 

Glu Thr Gly Glu 
730 

Met Leu His Gin 
745 

Asp Leu Ala Ser 

Arg Leu Pro Gly 

780 

Cys Glu Val Gly 
795 

Asn Arg Arg Thr 
810 

Asp Ser Thr Glu 
825 

Leu Glu Ser Leu 

Gly Tyr Gin Gin 

860 



Ser Thr Ser Met 
365 

Val Met Asp Arg 

Ala Tyr Met Val 

400 

Val Ala Thr Lys 
415 

Val His Phe Ala 
430 

Thr Pro Ser Met 
445 

His Pro Tyr Thr 

Asp Gly Glu Ser 

480 

Thr Ala Ala Asp 
495 

Leu Gly Ser Ser 
510 

He Ala Leu Thr 
525 

Val Ser Leu Trp 

Ala Phe Tyr Ser 

560 

Gly Glu Ala Met 
575 

Ser Asn Trp Ala 
590 

Ser Pro Ser Ser 
605 

Pro Glu Arg Ala 

Lys Ser Leu Gin 

640 

Ser Gin Gin Ser 
655 

Ala Leu Leu Thr 
670 

Leu Pro Ala Ala 
685 

Gin Gin Cys Ser 

Ala Leu Gin Ala 

720 

Gin Leu He Ser 
735 

Val Leu Val Gin 
750 

Ala Pro He Gin 
765 

Cys His Glu Phe 

Gin Glu Glu Val 

800 

Val His Phe Ala 
815 

Leu Pro Lys Arg 
830 

Ala Ser Ala Gin 
845 

Pro Pro Phe Ser 
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Pro 


Thr 


Gly 


Ala 


Asp 


Ser 


He Ala 


Ser 


Asp 


Ala 


He Ser 


Val 


Tyr Ser 


ore 

ODD 










ft 7 n 








ft *7 C 






ft h n 
sou 


Leil 
■UC LL 






lie 

X. J- c 


Ala 

ft ft ^ 


Cay 


Ser Met 


Cay 
OCX 


Phe 

rue 
pan 


Val 

vax 


OCX i-l jr St 


c ±- w 


Glu Glv 

ooc: 

O -3 ~> 


vjxy 


O o y- 
OGX 




uiy 




\3±. y 




\jj±y 
on c 






7\ on W"i q 
ni 3 


ASp 


y ocx 


Lys 


Asn 


Ala 

-7 -L 3 


Tyr 


Leu 


Gin 


Arg Ser 


Thr 


Leu 


Pro 


Arg Ser 

3 


Gin 


Leu Pro 


Pro 


Gin 


Thr 


Arg 


Pro 


Ala 


Gly Asn 


Lys 


Asp 


Glu 


Glu Glu 


Tyr 


Glu Gly 














-? J D 














Phe 


Ser 


He 


He 


Ser 


Asn 


Glu Pro 


Leu 


Ala 


Thr 


Tyr Gin 


Glu 


Asn Arg 












_7 3 v 








7 3 3 






qcn 


Asn 


Thr 


Cvs 


Phe 


Ser 

W \J* Jm 

-> o _> 


Pro 


Asn His 


TiVQ 
XJjr o 


Gin 

VJ Xll 

y i \j 


* x w 


f5l n Prn 


Glv 


Thr Ala 

-7 / 3 


Gly 


Gly 




qq n 
_? o u 


Val 

V CL-L 


Ser 


Val Ser 


?o D 


T .vet 


Gly 


Ser He 


Car 

OCX 


XXIX Xr X U 


Asn 


Ser 


QQC 


v ax 


Lys 


Met 


Thr Leu 
1000 


lie 


Pro 


Ser 


Pro Asn 
1005 


C ca v 
OCX. 


trim \J XrliC 


Gin 


Lys 


Val 


Gly 


Lys 


Leu 


Ala Ser 


Ser 


Asp 


Thr 


Gly Glu 


Ser 


Asp Gin 


1010 








1015 






1020 






Ser 


Ser 


Thr 


Glu 


Thr 


Asp 


Ser Thr 


Val 


Lys 


Ser 


Gin Glu 


Glu 


Ser Asn 


1025 








1030 






1035 






1040 


Pro 


Lys 


Leu 


Asp 


Pro 


Gin 


Glu Leu 


Ala 


Gin Lys 


He Leu 


Glu 


Glu Thr 








1045 






1050 






1055 


Gin 


Ser 


His 


Leu 


He 


Ala 


Val Glu 


Arg Leu Gin Arg Ser 


Gly Gly Gin 






1060 






1065 






1070 




Val 


Ser 


Lys 


Ser Asn Asn Pro Glu Asp Gly Val Gin Ala Pro Ser Ser 




1075 








1080 








1085 






Thr 


Ala 


Val 


Phe Arg Ala 


Ser Glu 


Thr 


Ser 


Ala 


Phe Ser Arg 


Pro Val 


1090 








1095 






1100 






Leu 


Ser 


His 


Gin Lys 


Ser 


Gin Pro 


Ser 


Pro 


Val 


Thr Val 


Lys 


Pro Lys 


1105 








1110 






1115 






1120 


Pro 


Pro Ala Arg Ser Ser Ser Leu Pro Lys Val 


Ser Ser Gly Tyr Ser 








1125 






1130 






1135 


Ser 


Pro 


Thr 


Thr 


Ser 


Glu 


Met Ser 


He 


Lys Asp 


Ser Pro 


Ser 


Gin His 






1140 






1145 






1150 




Ser Gly Arg Pro Ser Pro Gly Cys Asp Ser Gin Thr Ser Gin Leu Asp 




1155 








1160 








1165 






Gin 


Pro 


Leu 


Phe 


Lys 


Leu 


Lys Tyr 


Pro 


Ser 


Ser 


Pro Tyr 


Ser 


Ala His 


1170 








1175 






1180 






He 


Ser 


Lys 


Ser 


Pro 


Arg Asn Met 


Ser 


Pro 


Ser 


Ser Gly His 


Gin Ser 


1185 








1190 






1195 






1200 


Pro Ala Gly Ser Ala 


Pro 


Ser Pro 


Ala 


Leu 


Ser 


Tyr Ser 


Ser Ala Gly 








1205 






1210 






1215 


Ser 


Ala 


Arg 


Ser 


Ser 


Pro Ala Asp Ala 


Pro 


Asp 


He Asp 


Lys 


Leu Lys 






1220 






1225 






1230 




Met 


Ala 


Ala 


He 


Asp 


Glu 


Lys Val 


Gin 


Ala 


Val 


His Asn 


Leu 


Lys Met 




1235 








1240 








1245 






Phe 


Trp 


Gin 


Ser 


Thr 


Pro 


Gin His 


Ser Thr Gly Pro Met 


Lys 


He Phe 


1250 








1255 






1260 






Arg Gly Ala Pro Gly Thr Met Thr Ser Lys Arg Asp Val 


Leu 


Ser Leu 


1265 








1270 






1275 






1280 


Leu 


Asn 


Leu 


Ser 


Pro Arg His Asn Lys Lys Glu Glu Gly Val Asp Lys 








1285 






1290 






1295 


Leu 


Glu 


Leu 


Lys 


Glu 


Leu 


Ser Leu 


Gin 


Gin His Asp Gly Ala 


Pro Pro 






1300 






1305 






1310 




Lys 


Ala 


Pro 


Pro Asn Gly His Trp 


Arg 


Thr 


Glu 


Thr Thr 


Ser 


Leu Gly 




1315 








1320 








1325 






Ser 


Leu 


Pro 


Leu 


Pro 


Ala 


Gly Pro 


Pro 


Ala 


Thr 


Ala Pro 


Ala 


Arg Pro 


1330 








1335 






1340 






Leu Arg 


Leu 


Pro Ser Gly Asn Gly Tyr 


Lys 


Phe 


Leu Ser 


Pro Gly Arg 


1345 








1350 






1355 






1360 


Phe 


Phe 


Pro 


Ser 


Ser 


Lys 


Cys * 
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<210> 1199 

<211> 242 

<212> PRT 

<213> Homo sapiens 



<400> 1199 

Met Met Met Asp Leu Phe Glu Thr Gly Ser Tyr Phe Phe Tyr Leu Asp 

15 10 15 

Gly Glu Asn Val Thr Leu Gin Pro Leu Glu Val Ala Glu Gly Ser Pro 

20 25 30 

Leu Tyr Pro Gly Ser Asp Gly Thr Leu Ser Pro Cys Gin Asp Gin Met 

35 ~ 40 45 

Pro Pro Glu Ala Gly Ser Asp Ser Ser Gly Glu Glu His Val Leu Ala 

50 55 60 

Pro Pro Gly Leu Gin Pro Pro His Cys Pro Gly Gin Cys Leu He Trp 
65 70 75 80 

Ala Cys Lys Thr Cys Lys Arg Lys Ser Ala Pro Thr Asp Arg Arg Lys 

85 90 95 

Ala Ala Thr Leu Arg Glu Arg Arg Arg Leu Lys Lys He Asn Glu Ala 

100 105 110 

Phe Glu Ala Leu Lys Arg Arg Thr Val Ala Asn Pro Asn Gin Arg Leu 

115 120 125 

Pro Lys Val Glu He Leu Arg Ser Ala He Ser Tyr He Glu Arg Leu 

130 135 140 

Gin Asp Leu Leu His Arg Leu Asp Gin Gin Glu Lys Met Gin Glu Leu 
145 150 155 160 

Gly Val Asp Pro Phe Ser Tyr Arg Pro Lys Gin Glu Asn Leu Glu Gly 

165 170 175 

Ala Asp Phe Leu Arg Thr Cys Ser Ser Gin Trp Pro Ser Val Ser Asp 

180 185 190 

His Ser Arg Gly Leu Val He Thr Ala Lys Glu Gly Gly Ala Ser He 

195 200 - 205 

Asp Ser Ser Ala Ser Ser Ser Leu Arg Cys Leu Ser Ser He Val Asp 

210 215 220 

Ser He Ser Ser Glu Glu Arg Lys Leu Pro Cys Val Glu Glu Val Val 
225 230 235 240 

Glu Lys 
242 



<210> 1200 
<211> 145 
<212> PRT 

<213> Homo sapiens 



<400> 1200 



Met 


Lys 


Phe. 


Asn 


Pro 


Phe Val 


Thr Ser Asp Arg Ser Lys 


Asn Arg 


Lys 


1 








5 




10 


15 




Arg 


His 


Phe 


Asn 


Ala 


Pro Ser 


His Val Arg Arg Lys He 


Met Ser 


Ser 








20 






25 


30 




Pro 


Leu 


Ser 


Lys 


Glu 


Leu Arg Gin Lys Tyr Asn Val Arg 


Ser Met 


Pro 






35 








40 45 






lie 


Arg 


Lys 


Asp 


Asp 


Glu Val 


Gin Val Val Arg Gly His 


Tyr Lys 


Gly 




50 








55 


60 






Gin 


Gin 


He 


Gly Lys 


Val Val 


Gin Val Tyr Arg Lys Lys 


Tyr Val 


He 


65 










70 


75 




80 


Tyr 


He 


Glu 


Arg 


Val 


Gin Arg 


Glu Lys Ala Asn Gly Thr 


Thr Val 


His 








85 




90 


95 
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Val Gly lie His 

100 

Lys Asp Arg Lys 
115 

Gly Lys Glu Lys 
130 

Glu 
145 



Pro Ser Lys Val 

Lys lie Leu Glu 

120 

Gly Lys Tyr Lys 
135 



Val He Thr Arg 
105 

Arg Lys Ala Lys 

Glu Glu Leu He 

140 



Leu Lys Leu Asp 
110 

Ser Arg Gin Val 
125 

Glu Lys Met Gin 



<210> 1201 
<211> 977 
<212> PRT 

<213> Homo sapiens 



<400> 1201 
Met Asp He Tyr 
1 

Phe Met Val Val 

20 

Met Lys Glu Thr 
35 

Met Ala Lys Thr 
50 

Thr Val Glu Lys 
65 

Gly Lys He Pro 

Arg Glu Pro Val 

100 

Gin Pro Pro He 
115 

Gin Glu Lys Leu 
130 

Lys Val Ala Lys 
145 

Gin Val Leu Thr 

Gly Arg Asn Thr 

180 

Ala Pro Ala Lys 
195 

Ala Asp Gly Pro 
210 

Gly Ser Met Val 
225 

Leu Ser Glu Lys 

Gin Lys Gly Asp 

260 

Glu Lys Leu Leu 
275 

Lys Leu Arg Glu 
290 

Ala Ala Gly Glu 
305 

Glu He Thr Ala 

Val Lys Glu Val 

340 

Gin Leu Glu Asn 
355 



Asp 


Thr 


Gin 


Thr 


5 








Ser 


Ala 


He Gly 


Ser 


Tvr 


Glu 


Glu 








40 


His 


His 


Gin Lys 






55 




Lys 


Gly 


Lys 


Thr 




70 






Asp 


His 


Asp 


Pro 


85 








Arq 


Ala 


Pro 


Ala 


He 


Val 


Ala 


Pro 








120 


Ala 


Ser 


Ser 


Pro 






135 




Val 


Glu 


Pro 


Ala 




150 






Ser 


Lys 


Ala 


Ala 


165 








Asp 


Val 


Ala 


Gin 


Lys 


Lys 


Ser Gly 








200 


Leu 


Tyr 


Leu 


Pro 






215 




Phe 


Asn 


Glu Gly 




230 






Ala 


Gly 


He 


He 


245 








Pro 


Val 


Ala 


lie 


Ala 


Thr 


Glu 


Gin 








280 


Leu 


Asn 


Lys 


Glu 






295 




Ala 


Lys 


Val 


Lys 




310 






val 


Gin 


Ala 


Arg 


325 








Gin 


Gin 


Leu 


Gin 


Gly 


Pro 


Asn 


Thr 



360 



Leu Gly Val Val 
10 

He Phe Leu Val 
25 

Ala Leu Ala Asn 

Val Glu Lys Lys 

60 

Lys Lys Lys Glu 
75 

Ala Pro Asn Val 
90 

Val Ala Val Ala 
105 

Val Ala Thr Val 

Lys Asp Lys Lys 

140 

Val Ser Ser Val 
155 

He Leu Glu Thr 
170 

Ser Pro Glu Ala 
185 

Ser Lys Lys Lys 

Tyr Lys Thr Leu 

220 

Glu Ala Gin Arg 
235 

Gin Asp Thr Trp 
250 

Leu Lys Arg Gin 
265 

Glu Asp Ala Ala 

Met Ala Ala Glu 

300 

Lys Gin Leu Val 
315 

Met Gin Ala Ser 
330 

Gly Lys He Arg 
345 

Gin Leu Ala Arg 



Val Phe Gly Gly 
15 

Ser Thr Phe Ser 
30 

Gin Arg Lys Glu 
45 

Lys Lys Glu Lys 

Glu Lys Pro Asn 

80 

Thr Val Leu Leu 
95 

Pro Thr Pro Val 
110 

Pro Ala Met Pro 
125 

Lys Lys Glu Lys 

Val Asn Ser He 

160 

Ala Pro Lys Glu 
175 

Pro Lys Gin Glu 
190 

Gly Pro Pro Asp 
205 

Val Ser Thr Val 

Leu lie Glu He 

240 

His Lys Ala Thr 
255 

Leu Glu Glu Lys 
270 

Val Ala Lys Ser 
285 

Lys Ala Lys Ala 

Ala Arg Glu Gin 

320 

Tyr Arg Glu His 
335 

Thr Leu Gin Glu 
350 

Leu Gin Gin Glu 
365 
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Asn 


Ser 


lie 


Leu 


Arq 


Asp 


Ala 


Leu 


Asn 


Gin 


Ala 


Thr 


Ser 


Gin 


Val 


Glu 




370 










375 










380 










Ser 


Lvs 


Gin 


Asn 


Ala 


Glu 


Leu 


Ala 


Lys 


Leu 


Arq 


Gin 


Glu 


Leu 


Ser 


Lys 


385 










390 










395 










400 


Val 


Ser 


Lys 


Glu 


Leu 


Val 


Glu 


Lys 


Ser 


Glu 


Ala 


Val 


Arq 


Gin 


Asp 


Glu 










405 










410 










415 




Gin 


Gin 


Arg 


Lys 


Ala 


Leu 


Glu 


Ala 


Lys 


Ala 


Ala 


Ala 


Phe 


Glu 


Lys 


Gin 








420 










425 










430 






Val 


Leu 


Gin 


Leu 


Gin 


Ala 


Ser 


His 


Arg Glu 


Ser 


Glu 


Glu 


Ala 


Leu 


Gin 






435 










440 










445 








Lys 


Arg 


Leu 


Asp 

■IT 


Glu 


Val 


Ser 


Arg 


Glu 


Leu 


Cys 

j. 


His 


Thr 


Gin 


Ser 


Ser 




450 










455 










460 










His 


Ala 


Ser 


Leu 


Arq 


Ala 


Asp 


Ala 


Glu Lys 


Ala 


Gin 


Glu 


Gin 


Gin 


Gin 


465 










470 










475 










480 


Gin 


Met 


Ala 


Glu 


Leu 


His 


Ser 


Lys 


Leu 


Gin 


Ser 


Ser 


Glu 


Ala 


Glu 


Val 










485 










490 










495 




Arq 


Ser 


Lys 


Cys 


Glu 


Glu 


Leu 


Ser 


Gly Leu 


His 


Gly 


Gin 


Leu 


Gin 


Glu 








500 










505 










510 






Ala 


Arq 


Ala 


Glu 


Asn 


Ser 


Gin 


Leu 


Thr 


Glu 


Arq 


He 


Arq 


Ser 


He 


Glu 






515 










520 










525 








Ala 


Leu 


Leu 


Glu 


Ala 


Gly 


Gin 


Ala 


Arg Asp 


Ala 


Gin 


Asp 


Val 


Gin 


Ala 




530 










535 










540 










Ser 


Gin 


Ala 


Glu 


Ala 


Asp 


Gin 


Gin 


Gin 


Thr 


Arq 


Leu 


Lvs 


Glu 


Leu 


Glu 


545 










550 










555 










560 


Ser 


Gin 


Val 


Ser 


Gly 


Leu 


Glu 


LVS 


Glu 


Ala 


He 


Glu 


Leu 


Arq 


Glu 


Ala 










565 










570 










575 




Val 


Glu 


Gin 


Gin 


Lvs 


Val 


Lvs 


Asn 


Asn Asp 


Leu 


Arq 


Glu 


Lvs 


Asn 


Tro 








580 










585 










590 






Lvs 


Ala 


Met 


Glu 


Ala 


Leu 


Ala 


Thr 


Ala 


Glu 


Gin 


Ala 


Cvs 


Lvs 


Glu 


Lvs 






595 










600 

w w w 










605 








Leu 


His 


Ser 


Leu 


Thr 


Gin 


Ala 


LVS 


ulU 


m ii 

ulU 


Ser 


Glu 


Lvs 


Gin 


Leu 


Cvs 




610 

V -U w 










615 










620 










Leu 


lie 


Glu 


Ala 


Gin 


Thr 


Met 


Glu 


Ala 


Leu 


Leu 


Ala 


Leu 


Leu 


Pro 


Glu 

W t*4> 


625 










630 










635 

V mj tftf 










640 

w V/ 


Leu 


Ser 


Val 


Leu 


Ala 


Gin 


Gin 


Asn 


Tyr 


Thr 


Glu 


Tro 


Leu 


Gin 


As 13 


Leu 










645 










650 










655 

W ^ 


* 


Lvs 

4-12 0 


Glu 


Lvs 


Gly 


Pro 


Thr 


Leu 


Leu 


Lys 


His 


Pro 


Pro 


Ala 


Pro 


Ala 


Glu 








660 










665 










670 






Pro 


Ser 


Ser 


Asp 


Leu 


Ala 


Ser 


Lys 


Leu 


Arg 


Glu 


Ala 


Glu 


Glu 


Thr 


Gin 






675 










680 










685 

Vp* w W 








Ser 


Thr 


Leu 


Gin 


Ala 


Glu 


Cvs 


Asp 


Gin 


Tyr 


Arq 


Ser 


He 


Leu 


Ala 


Glu 




690 










695 










700 










Thr 


Glu 


Gly 


Met 


Leu 


Arg 


Asp 


Leu 


Gin 


Lys 


Ser 


Val 


Glu 


Glu 


Glu 


Glu 


705 










710 










715 










720 


Gin 


Val 


Trp 


Arq 


Ala 


Lvs 


Val 


Gly 


Ala 


Ala 


Glu 


Glu 


Glu 


Leu 


Gin 


Lys 










725 










730 










735 




Ser 


Arq 


Val 


Thr 


Val 


Lys 


His 


Leu 


Glu 


Glu 


He 


Val 


Glu 


Lys 


Leu 


Lys 








740 










745 










750 






Gly 


Glu 


Leu 


Glu 


Ser 


Ser 


Asp 


Gin 


Val 


Arg 


Glu 


His 


Thr 


Ser 


His 


Leu 






755 










760 










765 








Glu 


Ala 


Glu 


Leu 


Glu 


Lys 


His 


Met 


Ala 


Ala 


Ala 


Ser 


Ala 


Glu 


Cvs 


Gin 




770 










775 










780 










Asn 


Tyr 


Ala 


Lys 


Glu 


Val 


Ala 


Gly 


Leu 


Arg 


Gin 


Leu 


Leu 


Leu 


Glu 


Ser 


785 










790 










795 










800 


Gin 


Ser 


Gin 


Leu 


Asp 


Ala 


Ala 


Lys 


Ser 


Glu 


Ala 


Gin 


Lvs 


Gin 


Ser 


Asp 










805 










810 










815 




Glu 


Leu 


Ala 


Leu 


Val 


Arg 


Gin 


Gin 


Leu 


Ser 


Glu 


Met 


Lvs 


Ser 


His 


Val 








ft ? n 










825 










p i n 






Glu 


Asp 


Gly 


Asp 


He 


Ala 


Gly 


Ala 


Pro 


Ala 


Ser 


Ser 


Pro 


Glu 


Ala 


Pro 






835 










840 










845 








Pro 


Ala 


Glu 


Gin 


Asp 


Pro 


Val 


Gin 


Leu 


Lys 


Thr 


Gin 


Leu 


Glu 


Trp 


Thr 




850 










855 










860 










Glu 


Ala 


He 


Leu 


Glu 


Asp 


Glu 


Gin 


Thr 


Gin 


Arg 


Gin 


Lys 


Leu 


Thr 


Ala 


865 










870 










875 










880 
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Glu 


Phe 


Glu Glu 


Ala 


Gin 


Thr 


Ser 


Ala 


Cvs 

jr o 


At* ci 


Leu. 

x_i \_* 


Gin 


Glu 


Glu 


Leu 








885 

VJ W -J 










890 










O J J 




Glu 


Lvs 


Leu Arcr 


Thr 


Ala 


Glv 


Pro 


Leu 

V W*. 


Glu 


Ser 


Ser 


Glu 


Thr 


Glu 


Glu 






900 










j \j *j 










910 






Ala 


Ser 


Gin Leu 


Lvs 

xj y ' 


Glu 


Arcr 


Leu 


Glu 


Lvs 


Glu 

1 w -L. V^X. 


Lys 


Lys 


Leu 


Thr 


Ser 






Q1 C 


















925 








Asp 


Leu 


Gly Arg 


Ala 


Ala 


Thr 


Arg 


Leu 


Gin 


Glu 


Leu 


Leu 


Lys 


Thr 


Thr 




930 








935 










940 










Gin 


Glu 


Gin Leu 


Ala 


Arg 


Glu 


Lys 


Asp 


Thr 


Val 


Lys 


Lys 


Leu 


Gin 


Glu 


945 








950 










955 










960 


Gin 


Leu 


Glu Lys 


Ala 


Glu 


Asp 


Gly 


Ser 


Ser 


Ser 


Lys Glu Gly 


Thr 


Ser 








965 










970 










975 





Val 



977 



<210> 1202 

<211> 881 

<212> PRT 

<213> Homo sapiens 



<400> 1202 



Mai* 

PUS u 


V CL X 


XXIX 


IXC 


7\ ■yrr 
nl y 


Tie 
11c 


OCX 


A en 


A vrr 


Gin Arg 


Leu 


He 


Gin 


tri.\J xyx 


n 
J. 








e 










10 










x z> 


Tie 

116 




Aqd 


lyir 




Tin 


iJCU 


•UCU 


XT IXC 


Ala 


Ala 


Leu 


Ala 


Leu 


XjrX OCX 


















9 5 










30 




ai a 


xix o 




Al a 


OCX 


Al a 


UX LI 


Asn 


VaI 

val 


Asp Gly 


Glu 


Lys 


Leu 


noks rr X \J 


























45 






Gin 


Thi* 

X 114. 




Spr 

kwl J— 


ilj *— x* 


Ala 


•PVir- 


Thr 




Arg 


Ser 


Gin 


Cys 


Met 


Gl n TjPU 














O 3 










60 








Val 


Glv 








Met 

l ie 




Ala 


His 


Gin Gly 


Lys 


Gly Leu 


T»v«i Al 3 
xj y 0 x^x a 


65 










70 










75 








80 


Leu 


Ala 


Leu 


Leu 


Gly 


Val 


Leu 


Pro 


Asp 


Gly Asp 


Ser 


Ser 


Leu 


Glu Asp 










85 










90 










95 


His 


Ala 


Leu 


Pro 


Val 


Thr 


Val 


Pro 


Thr 


Gly Ala 


Ser 


Glu 


Glu 


Gin Leu 








100 










105 










110 




Glu 


Lys 


Lys 


Ala 


Val 


Gin 


Gly 


Ala 


Glu 


Leu 


Ser 


Glu Ala Gly 


Asn Gly 






115 










120 










125 






Lys 


Arg 


Ala 


Val 


His 


Glu 


Glu 


He 


Arg 


Pro 


Val 


Asp 


Phe Lys 


Gin Arg 




130 










135 










140 








Asn 


Lys 


Ala 


Asp 


Lys 


Gly 


Val 


Ser 


Leu 


Ser Lys 


Asp 


Pro 


Ser 


Cys Gin 


145 










150 










155 








160 


Thr 


Gin 


lie 


Ser 


Asp 


Ser 


Pro 


Ala 


Asp 


Ala 


Ser 


Pro 


Pro 


Thr 


Gly Leu 










165 










170 










175 


Pro 


Asp 


Ala 


Glu 


Asp 


Ser 


Glu 


Val 


Ser 


Ser 


Gin 


Lys 


Pro 


He 


Glu Glu 








180 










185 










190 




Lys 


Ala 


Val 


Thr 


Pro 


Ser 


Pro 


Glu 


Gin 


Val 


Phe 


Ala 


Glu 


Cys 


Ser Gin 






195 










200 










205 






Lys 


Arg 


lie 


Leu 


Gly 


Leu 


Leu 


Ala 


Ala 


Met 


Leu 


Pro 


Pro 


Leu 


Lys Ser 




210 










215 










220 








Gly 


Pro 


Thr 


Val 


Pro 


Leu 


He 


Asp 


Leu 


Glu 


His 


Val 


Leu 


Pro 


Leu Met 


225 










230 










235 








240 


Phe 


Gin 


Val 


Val 


He 


Ser 


Asn 


Ala 


Gly 


His 


Leu 


Asn 


Glu 


Thr 


Tyr His 










245 










250 










255 


Leu 


Thr 


Leu 


Gly 


Leu 


Leu 


Gly 


Gin 


Leu 


He 


He 


Arg 


Leu 


Leu 


Pro Ala 








260 










265 










270 




Glu 


Val 


Asp 


Ala 


Ala 


Val 


lie 


Lys 


Val 


Leu 


Ser 


Ala 


Lys 


His 


Asn Leu 






275 










280 










285 






Phe 


Ala 


Ala 


Gly 


Asp 


Ser 


Ser 


He 


Val 


Pro Asp 


Gly 


Trp Lys 


Thr Thr 




290 










295 










300 








His 


Leu 


Leu 


Phe 


Ser 


Leu 


Gly 


Ala 


Val 


Cys 


Leu 


Asp 


Ser Arg 


Val Gly 


305 










310 










315 








320 
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Leu 


Asp 


Trp 


Ala 


Cvs 

^~2 ■* 


Ser 


Met 


Ala 


Glu 

W 


He 


Leu 


Arcr 


Ser 


Leu 


Asn 


Ser 

*J w J- 










325 










330 
^ -j \j 










335 




Ala 


Pro 


Leu 


Tro 


Arcr 


Ast) 


Val 


He 

w 


Ala 


Thr 


Phe 


Thr* 


Asn 


His 


Cvs 


He 

•X> _X> 








340 










345 










350 
*j *j \j 






Lys 


Gin 


Leu 


Pro 


Phe 


Gin 


Leu 


Lvs 


His 


Thr 


Asn 


lie 


Phe 


Thr 


Leu 


Leu 






355 










360 

w» w W 










365 








Val 


Leu 


Val 


Gly 


Phe 


Pro 


Gin 


Val 


Leu 


Cys 


Val 


Gly 


Thr 


Arc 


Cvs 


Val 




370 










375 










380 

JO V 










Tyr 


Met 


Asp 


Asn 


Ala 


Asn 


Glu 


Pro 


His 


Asn 


Val 


He 


He 


Leu 


Lys 


His 


385 










390 










3 95 










400 

^ WW 


Phe 


Thr 


Glu 


Lvs 


Asn 


Arcr 


Ala 


Val 


He 


Val 


Asd 

^ *>j 


Val 


Lvs 


Thr 

^ JL 


Arcr 

rax. 


Lvs 

xj y 










405 










410 










415 




Arc? 


Lvs 


Thr 


Val 


Lvs 


Asd 


Tyr 


Gin 


Leu 


Val 


Gin 

Vp# ^» -4- A 


Lvs 


Glv 


Glv 

Wall JT 


Glv 


Gin 








420 










425 










430 

W» 






Glu 


Cvs 

2 u 


Gly 

Jr 


Asp 


Ser 


Ara 


Ala 


Gin 


Leu 


Ser 


Gin 


Tvr 

x x. 


Ser 


Gin 

^-J JWX 


His 


Phe 






435 










440 

W 










445 








Ala 


Phe 


He 


Ala 


Ser 


His 


Leu 


Leu 


Gin 


Ser 


Ser 


Met 


Asd 


Ser 


His 


Cvs 

Jf o 




450 










455 

«y «y 










46 0 

** O w 










Pro 


Glu 


Ala 


Val 


Glu 


Ala 


Thr 


Tro 


Val 


Leu 


Ser 


Leu 


Ala 


Leu 


Lvs 


Glv 

ox y 


465 










470 










4 75 










/on 


Leu 

XJ IrtL 


Tvr 


Lvs 

xw j 


Thr 

^ ^ x x» 


Leu 


Lvs 


Ala 


His 


Glv 


Phe 


Glu 


Glu 


He 

x> «x> w 




Ala 


x iXJ. 










485 










490 










4 Q 5 

*X Z) 




Phe 


Leu 


Gin 


Thr 


ASD 


Leu 


Leu 


Lvs 


Leu 


Leu 

*p^V^ 


Val 


Lvs 


Lvs 


Cvs 


Ser 

t.? ^ 


XJ Jf O 








500 










505 
~j \j 










51 0 

-L \J 






Gly 


Thr 


Gly 


Phe 


Ser 


LVS 


Thr 


Trt> 


Leu 


Leu 


Arcr 


Ast) 


Leu 


Glu 

-X, vx 


He 

X. X «^ 


lien 

XIC LX 






515 










520 










52 5 

mJ mJ 








Ser 


lie 


Met 


Leu 


Tvr 


Ser 


Ser 


Lvs 


Lvs 


Glu 


He 

kL 


Asn 

f^k^*X 


Ala 

*■ 1 u 


Tjeu 

XJN^i LX 


Ala 

^l-U Cx 


Glu 

vJl LX 




530 

m+ W 










535 

^ *j —J 










540 










His 

***** 


Gly 


Asp 


Leu 


Glu 


Leu 


Af3T3 


Glu 


Atct 


Glv 






Glu 

VJJ X. u 


Glu 

vj JL LX 


V3X LX 


vol 


545 










550 










5^c; 

3 J J 










DDI/ 


Glu 


Arcr 


Pro 


Val 


Ser 


Ser 


Pro 


Glv 

JT 


Astj 




Glu 


Gin 




xj y o 


UC LX 


Sen 










-JO—* 




















7 




Pro 


Leu 


Glu 


Glv 


Leu 


As T5 


Glu 


Pro 


Thir 

X * JL 




He 


PVR 


Phe 


LX 


nc l-. 


AT a 








580 










5ft 5 

JO J 










con 

d y u 






His 


Asd 


Ala 


Leu 


Asn 


Ala 


Pro 

*7 -U 


Leu 

juj t^; va 


His 


He 

J.XC 


T ipn 

1JC LI 




Ala 


Tie 

IXC 




OX u, 






595 










600 

W V/ V* 










605 

O U J 








Leii 


Gin 


Met 


LVS 


Lvs 

xj jr »-» 


Thr 


AST) 


Tvr 


Phe 


Phe 


Leu 


Glu 


Val 


Gin 


Lvs 


At*ct 

.rixy 




610 

W V 










615 










690 










Phe 


Asp 


Gly 


Asd 


Glu 


Leu 

XJ \<4t 


Thr 

^ nit 


Thr 


Asd 


Glu 




He 




Set" 

C X> 


XJC LX 


AT a 


625 

w «u 










O O v 










6^5 

vJ O 3 










O fi U 


Gin 


Arg 


Tro 


Gin 


Pro 

X» *W V 


Ser* 




W ^ JU 


Lieu 






Glu 

ux xx 


Glu 

V7 X> LX 


Gin 


OCX 


AT a 

i"lXcl 










645 










650 










655 

O Q O 




Lys 


Ala 


Val 


Asp 


Thr 


Aso 


Met 


He 


He 


Leu 


Pro 


Cvs 


Leu 


Ser 

w wx> 












660 










665 

V W 










670 






Ala 


Ara 


Cys 


Asp 


Gin 


Ala 


Thr 


Ala 


Glu 


Ser 


Asn 


Pro 


Val 


Thr 


Gin 

W J> XX 


TiVR 
xJ Jf D 






675 










680 

V w 










685 

W U J 








Leu 


He 


Ser 


Ser 


Thr 


Glu 


Ser 


Glu 


Leu 


Gin 


Gin 


Ser 


Tvr 

JT 


Ala 

All U 


TjVS 


Gin 




690 










695 










700 

/WW 










Arcr 


Arcr 


Ser 


Lvs 

xj jr 


Ser 


Ala 


Ala 

* *4*> V** 


Leu 


Leu 


His 


Lvs 


Glu 


Leu 


Asn 


Cvs 


jj y o 


705 










710 










715 










790 


Ser 


Lys 


Arcr 


Ala 


Val 


Arcr 


Asp 


Tvr 


Leu 


Phe 


Arcr 


Val 

V I—*. ^1, 


Asn 


Glu 


Ala 


Thr 










725 










730 










7"? 5 




Ala 


Val 


Leu 


Tvr 


Ala 


Arcr 


His 


Val 


Leu 


Ala 


Ser 


Leu 

AJW w* 


Leu 


Ala 


Glu 


X X, 








740 

F Xi \f 










745 










7 50 






Pro 


Ser 


His 


Val 


Pro 


Val 


Ser 


Glu 


Asd 


He 


Leu 


Glu 


Leu 

xj <i« u 


bj C X. 


Glv 

wX Jr 


Pro 






755 










760 










765 








Ala 


His 


Met 


Thr 


Tvr 
* j *■ 


He 


Leu 


Asp 


Met 


Phe 


Met 


Gin 

a* 


Leu 


Glu 

>w» ^» LI 


Glu 

%J«X> wk 


xj y o 




7*7 n 










/ / D 










fa U 








His 


Glu 


Trp 


Glu 


Lys 


Val 


Val 


Met 


Gin 


Thr 


Glu 


Leu 


Val 


Leu 


Thr 


His 


785 










790 










795 










800 


Gin 


Val 


Leu 


Pro 


Leu 


Pro 


His 


Arg 


Leu 


Pro 


Pro 


Val 


Ser 


Ala 


Ser 


Trp 










805 










810 










815 




Ser 


Glu 


Ala 


Thr 


Cys 


Val 


Ala 


Val 


Gin 


Leu 


Pro 


Asp 


Arg 


Cys 


Glu 


Cys 








820 










825 










830 
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Ser Lys Gly Arg Val 
835 

Glu Leu Arg Gly Pro 
850 

Ser Pro Ser Ser Gin 
865 



Thr Val Ser Ser Pro 
840 

Glu Arg Asp Phe Gin 
855 

Phe Pro Ser Ala Glu 
870 



Lys Asp Trp Ala Ser Glu 
845 

Leu Asn Gin Lys Ala Leu 
860 

lie Leu Arg His lie Arg 
875 880 



<210> 1203 
<211> 154 
<212> PRT 

<213> Homo sapiens 





<400> 1203 








Met 


Ala 


Gly Pro 


Val 


Lys Asp Arg Glu Ala 


Phe Gin Arg Leu Asn Phe 


1 






5 


10 


15 


Leu 


Tyr 


Gin Ala 


Ala 


His Cys Val Leu Ala 


Gin Asp Pro Glu Asn Gin 






20 




25 


30 


Ala 


Leu 


Ala Arg 


Phe 


Tyr Cys Tyr Thr Glu 


Arg Thr lie Ala Lys Arg 






35 




40 


45 


Leu 


Val 


Leu Arg 


Arg 


Asp Pro Ser Val Lys 


Arg Thr Leu Cys Arg Gly 




50 






55 


60 


Cys 


Ser 


Ser Leu 


Leu 


Val Pro Gly Leu Thr 


Cys Thr Gin Arg Gin Arg 


65 








70 


75 80 


Arg 


Cys 


Arg Gly 


Gin 


Arg Trp Thr Val Gin 


Thr Cys Leu Thr Cys Gin 








85 


90 


95 


Arg 


Ser 


Gin Arg 


Phe 


Leu Asn Asp Pro Gly 


His Leu Leu Trp Gly Asp 






100 




105 


110 


Arg 


Pro 


Glu Ala 


Gin 


Leu Gly Ser Gin Ala 


Asp Ser Lys Pro Leu Gin 






115 




120 


125 


Pro 


Leu 


Pro Asn 


Thr 


Ala His Ser lie Ser 


Asp Arg Leu Pro Glu Glu 




130 






135 


140 


Lys 


Met 


Gin Thr 


Gin 


Gly Ser Ser Asn Gin 




145 








150 154 





<210> 1204 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 1204 



Met 


Ser 


Gin 


Tyr 


Ala 


Pro Ser Pro Asp Phe 


Lys Arg Ala Leu Asp Ser 


1 








5 


10 


15 


Ser 


Pro 


Glu 


Ala 


Asn 


Thr Glu Asp Asp Lys 


Thr Glu Glu Asp Val Pro 








20 




25 


30 


Met 


Pro 


Lys 


Asn 


Tyr 


Leu Trp Leu Thr He 


Val Ser Cys Phe Cys Pro 






35 






40 


45 


Ala 


Tyr 


Pro 


He 


Asn 


He Val Ala Leu Val 


Phe Ser He Met Ser Leu 




50 








55 


60 


Asn 


Ser 


Tyr 


Asn 


Asp 


Gly Asp Tyr Glu Gly 


Ala Arg Arg Leu Gly Arg 


65 










70 


75 80 


Asn 


Ala 


Lys 


Trp 


Val 


Ala He Ala Ser He 


He He Gly Leu Leu He 










85 


90 


95 


He 


Gly 


He 


Ser 


Cys 


Ala Val His Phe Thr 


Arg Asn Ala 








100 




105 


109 
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<210> 1205 
<211> 1359 
<212> PRT 

<213> Homo sapiens 



<400> 1205 



Glu 


Gin 


Gly 


Pro 


Arg 


Arg 


Ala 


Gly 


Arg 

— > 


He 


Trp 


Gly 


Gly 


Ser 


Gly 


Gly 


1 








5 










10 










15 




Cys 


Arg 


Arg 


Arg 


Ala 


Trp 


Thr 


Ser 


Arg 


Trp 


Leu 


Gin 


Arg 


Arg 


Arg 


Ser 








20 










25 










30 






Pro 


Glu 


Ser 


Cys 


Glu 


Ala 


Pro 


Leu 


Ser 


Ala 


Pro 


Leu 


Trp 


Gly 


Pro 


Gin 






35 










40 










45 








Arg Gly 


Leu 


Pro 


Gly 


Arg 


Glu 


Pro 


Leu 


Arg 


Ser 


Arcr 


Ser 


Ala 


Ser 


Ala 




50 










55 










60 










He 


Ala 


Leu 


Arg 


Thr 


He 


Gly 


His 


He 


Leu 


Ala 


Leu 


Leu 


Leu 


Arg 


Leu 


65 










70 










75 










80 


Leu 


His 


Leu 


Gly 


Leu 


Gly 


Ser 


Gly 


Gly 


Cvs 


Arcr 


Glu 


Asp 


Val 


Pro 


Pro 










85 










90 










95 




Ser Gly 


Arcr 


Glv 


Lvs 


Lvs 


Glu 


Glu 


Lys 


Met 


Lvs 


Lvs 


His 


Arcr 


Arcr 


Ala 








100 

•L, w w 










105 










110 






Leu 


Ala 


Leu 


Val 


Ser 


Cvs 


Leu 


Phe 


Leu 


Cvs 


Sfkr 


Leu 


Val 


Trr) 


Leu 
-i-j ^— 


Drn 






115 

^L- -L. *J 










120 

-fc *J w 










125 








Ser Trp 


Arcr 


Val 


Cvs 


Cvs 


LVS 


Glu 


Ser 


Ser 


Ser 


Ala 


Ser 


Ala 


Ser 

kV *l» 


Ser 




130 










135 

-w» 










140 

J. M W 










Tyr Tyr 


Ser 


Gin 


Aso 


Aso 


Asn 


Cvs 


Ala 


Leu 


Glu 


Asn 


Glu 

w& 


Asd 


Val 


Gin 


145 










150 










155 










160 


Phe 


Gin 


Lvs 


Lvs 


Asp 


Glu 


Ara 


Glu 


Gly 


Pro 


He 


Asn 


Ala 


Glu 


Ser 


Leu 










165 










170 










175 




Gly Lys 


Ser 


Glv 


Ser 


Asn 


Leu 


Pro 


He 


Ser 


Pro 


Lvs 


Glu 


His 


Lvs 










180 

i w V 










185 










190 

Jm ^ \J 






Lys 


Asp 


Asp 


Ser 


He 


Val 


Asp 


Val 


Gin 


Asn 


Thr 


Glu 


Ser 


Lys 


LVS 


Leu 






195 










200 

\f W 










205 








Ser 


Pro 


Pro 


Val 


Val 


Glu 


Thr 


Leu 


Pro 


Thr 


Val 


Asp 


Leu 


His 


Glu 


Glu 




210 










215 










220 










Ser 


Ser 


Asn 


Ala 


Val 


Val 


Asp 


Ser 


Glu 


Thr 


Val 


Glu 


Asn 


He 


Ser 


Ser 


225 










230 










235 










240 


Ser Ser 


Thr 


Ser 


Glu 


He 


Thr 


Pro 


He 


Ser 


Lys 


Leu 


Asp 


Glu 


He 


Glu 










245 










250 










255 




Lys 


Ser 


Gly 


Thr 


He 


Pro 


He 


Ala 


Lys 


Pro 


Ser 


Glu 


Thr 


Glu 


Gin 


Ser 








260 










265 










270 






Glu 


Thr 


Asp 


Cys 


Asp 


Val 


Gly 


Glu 


Ala 


Leu 


Asp 


Ala 


Ser 


Ala 


Pro 


He 






275 










280 










285 








Glu 


Gin 


Pro 


Ser 


Phe 


Val 


Ser 


Pro 


Pro 


Asp 


Ser 


Leu 


Val 


Gly 


Gin 


His 




290 










295 










300 










He 


Glu 


Asn 


Val 


Ser 


Ser 


Ser 


His 


Gly 
•< 


Lys 


Gly 

-* 


Lys 


He 


Thr 


Lys 


Ser 


305 










310 










315 










320 


Glu 


Phe 


Glu 


Ser 


Lys 

-* 


Val 


Ser 


Ala 


Ser 


Glu 


Gin 


Gly 


Gly 


Gly 


Asp 


Pro 










J £t J 










j j y 










J •-> ZJ 




Lys 


Ser 


Ala 


Leu 


Asn 


Ala 


Ser 


Asp 


Asn 


Leu 


Lys 


Asn 


Glu 


Ser 


Ser 


Asp 








340 










345 










350 






Tyr 


Thr 


Lys 


Pro 


Gly 


Asp 


He 


Asp 


Pro 


Thr 


Ser 


Val 


Ala 


Ser 


Pro 


Lys 






355 










360 










365 








Asp 


Pro 


Glu 


Asp 


He 


Pro 


Thr 


Phe 


Asp 


Glu 


Trp 


Lys 


Lys 


Lys 


Val 


Met 




370 










375 










380 










Glu 


Val 


Glu 


Lys 


Glu 


Lys 


Ser 


Gin 


Ser 


Met 


His 


Ala 


Ser 


Ser 


Asn 


Gly 


385 










390 










395 










400 


Gly Ser 


His 


Ala 


Thr 


Lys 


Lys 


Val 


Gin 


Lys 


Asn 


Arg 


Asn 


Asn 


Tyr 


Ala 










405 










410 










415 




Ser 


Val 


Glu 


Cys 


Gly 


Ala 


Lys 


He 


Leu 


Ala 


Ala 


Asn 


Pro 


Glu 


Ala 


Lys 








420 










425 










430 






Ser 


Thr 


Ser 


Ala 


He 


Leu 


He 


Glu 


Asn 


Met 


Asp 


Leu 


Tyr 


Met 


Leu 


Asn 






435 










440 










445 
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Pro Cys Ser Thr Lys lie Trp Phe Val lie Glu Leu Cys Glu Pro lie 

450 455 460 

Gin Val Lys Gin Leu Asp lie Ala Asn Tyr Glu Leu Phe Ser Ser Thr 
465 470 475 480 

Pro Lys Asp Phe Leu Val Ser lie Ser Asp Arg Tyr Pro Thr Asn Lys 

485 490 495 

Trp lie Lys Leu Gly Thr Phe His Gly Arg Asp Glu Arg Asn Val Gin 

500 505 510 

Ser Phe Pro Leu Asp Glu Gin Met Tyr Ala Lys Tyr Val Lys Met Phe 

515 520 525 

lie Lys Tyr lie Lys Val Glu Leu Leu Ser His Phe Gly Ser Glu His 

530 535 540 

Phe Cys Pro Leu Ser Leu He Arg Val Phe Gly Thr Ser Met Val Glu 
545 550 555 560 

Glu Tyr Glu Glu He Ala Asp Ser Gin Tyr His Ser Glu Arg Gin Glu 

565 570 575 

Leu Phe Asp Glu Asp Tyr Asp Tyr Pro Leu Asp Tyr Asn Thr Gly Glu 

580 585 590 

Asp Lys Ser Ser Lys Asn Leu Leu Gly Ser Ala Thr Asn Ala He Leu 

595 600 605 

Asn Met Val Asn He Ala Ala Asn He Leu Gly Ala Lys Thr Glu Asp 

610 615 620 

Leu Thr Glu Gly Asn Lys Ser He Ser Glu Asn Ala Thr Ala Thr Ala 
625 630 635 640 

Ala Pro Lys Met Pro Glu Ser Thr Pro Val Ser Thr Pro Val Pro Ser 

645 650 655 

Pro Glu Tyr Val Thr Thr Glu Val His Thr His Asp Met Glu Pro Ser 

660 665 670 

Thr Pro Asp Thr Pro Lys Glu Ser Pro lie Val Gin Leu Val Gin Glu 

675 680 685 

Glu Glu Glu Glu Ala Ser Pro Ser Thr Val Thr Leu Leu Gly Ser Gly 

690 695 700 

Glu Gin Glu Asp Glu Ser Ser Pro Trp Phe Glu Ser Glu Thr Gin He 
705 710 715 720 

Phe Cys Ser Glu Leu Thr Thr He Cys Cys He Ser Ser Phe Ser Glu 

725 730 735 

Tyr He Tyr Lys Trp Cys Ser Val Arg Val Ala Leu Tyr Arg Gin Arg 

740 745 750 

Ser Arg Thr Ala Leu Ser Lys Gly Lys Asp Tyr Leu Val Leu Ala Gin 

755 760 765 

Pro Pro Leu Leu Leu Pro Ala Glu Ser Val Asp Val Ser Val Leu Gin 

770 775 780 

Pro Leu Ser Gly Glu Leu Glu Asn Thr Asn He Glu Arg Glu Ala Glu 
785 790 795 800 

Thr Val Val Leu Gly Asp Leu Ser Ser Ser Met His Gin Asp Asp Leu 

805 810 815 

Val Asn His Thr Val Asp Ala Val Glu Leu Glu Pro Ser His Ser Gin 

820 825 830 

Thr Leu Ser Gin Ser Leu Leu Leu Asp He Thr Pro Glu He Asn Pro 

835 840 845 

Leu Pro Lys He Glu Val Ser Glu Ser Val Glu Tyr Glu Ala Gly His 

850 855 860 

He Pro Ser Pro Val He Pro Gin Glu Ser Ser Val Glu He Asp Asn 
865 870 875 880 

Glu Thr Glu Gin Lys Ser Glu Ser Phe Ser Ser He Glu Lys Pro Ser 



He Thr Tyr Glu Thr Asn Lys Val Asn Glu Leu Met Asp Asn He He 

900 905 910 

Lys Glu Asp Val Asn Ser Met Gin He Phe Thr Lys Leu Ser Glu Thr 

915 920 925 

He Val Pro Pro He Asn Thr Ala Thr Val Pro Asp Asn Glu Asp Gly 

930 935 940 

Glu Ala Lys Met Asn He Ala Asp Thr Ala Lys Gin Thr Leu He Ser 



885 



890 



895 



945 



950 



955 



960 



2973 



WO 01/57190 



PCT/USO 1/04098 



Val Val Asp Ser Ser Ser Leu Pro Glu Val Lys Glu Glu Glu Gin Ser 

965 970 975 

Pro Glu Asp Ala Leu Leu Arg Gly Leu Gin Arg Thr Ala Thr Asp Phe 

980 985 990 

Tyr Ala Glu Leu Gin Asn Ser Thr Asp Leu Gly Tyr Ala Asn Gly Asn 

995 1000 1005 

Leu Val His Gly Ser Asn Gin Lys Glu Ser Val Phe Met Arg Leu Asn 

1010 1015 1020 

Asn Arg He Lys Ala Leu Glu Val Asn Met Ser Leu Ser Gly Arg Tyr 
1025 1030 1035 1040 

Leu Glu Glu Leu Ser Gin Arg Tyr Arg Lys Gin Met Glu Glu Met Gin 

1045 1050 1055 

Lys Ala Phe Asn Lys Thr He Val Lys Leu Gin Asn Thr Ser Arg He 

1060 1065 1070 

• Ala Glu Glu Gin Asp Gin Arg Gin Thr Glu Ala He Gin Leu Leu Gin 
1075 1080 1085 

Ala Gin Leu Thr Asn Met Thr Gin Leu Val Ser Asn Leu Ser Ala Thr 

1090 1095 - 1100 

Val Ala Glu Leu Lys Arg Glu Val Ser Asp Arg Gin Ser Tyr Leu Val 
1105 1110 1115 1120 

He Ser Leu Val Leu Cys Val Val Leu Gly Leu Met Leu Cys Met Gin 

1125 1130 1135 

Arg Cys Arg Asn Thr Ser Gin Phe Asp Gly Asp Tyr lie Ser Lys Leu 

1140 1145 1150 

Pro Lys Ser Asn Gin Tyr Pro Ser Pro Lys Arg Cys Phe Ser Ser Tyr 

1155 1160 1165 

Asp Asp Met Asn Leu Lys Arg Arg Thr Ser Phe Pro Leu Met Arg Ser 

1170 1175 1180 

Lys Ser Leu Gin Leu Thr Gly Lys Glu Val Asp Pro Asn Asp Leu Tyr 
1185 1190 1195 1200 

He Val Glu Pro Leu Lys Phe Ser Pro Glu Lys Lys Lys Lys Arg Cys 

1205 1210 1215 

Lys Tyr Lys He Glu Lys He Glu Thr He Lys Pro Glu Glu Pro Leu 

1220 1225 1230 

His Pro He Ala Asn Gly Asp He Lys Gly Arg Lys Pro Phe Thr Asn 

1235 1240 1245 

Gin Arg Asp Phe Ser Asn Met Gly Glu Val Tyr His Ser Ser Tyr Lys 

1250 1255 1260 

Gly Pro Pro Ser Glu Gly Ser Ser Glu Thr Ser Ser Gin Ser Glu Glu 
1265 1270 1275 1280 

Ser Tyr Phe Cys Gly He Ser Ala Cys Thr Ser Leu Cys Asn Gly Gin 

1285 1290 1295 

Ser Gin Lys Thr Lys Thr Glu Lys Arg Ala Leu Lys Arg Arg Arg Ser 

1300 1305 1310 

Lys Val Gin Asp Gin Gly Lys Leu He Lys Thr Leu He Gin Thr Lys 

1315 1320 1325 

Ser Gly Ser Leu Pro Ser Leu His Asp He lie Lys Gly Asn Lys Glu 

1330 1335 1340 

He Thr Val Gly Thr Phe Gly Val Thr Ala Val Ser Gly His He 
1345 1350 1355 4 1359 



<210> 1206 

<211> 1358 

<212> PRT 

<213> Homo sapiens 



<400> 1206 

Met Gly Ala Asp Gly Glu Thr Val Val Leu Lys Asn Met Leu He Gly 

15 10 15 

Val Asn Leu lie Leu Leu Gly Ser Met lie Lys Pro Ser Glu Cys Gin 

20 25 30 
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Leu 


Glu 


Val 


Thr 






35 




Gly 


Gly 


He 


Ala 




50 






Phe 


Asn 


His 


Val 


65 








Ser 


Gly 


Leu 


Glu 


Thr 


Leu 


Ala 


Glu 








100 


Thr 


Phe 


Thr 


His 






115 




Ser 


Ser 


Ala 


Gin 




130 






Glu 


Arg 


Glu 


Val 


145 








Gill 


Glu 


Ser 


Ala 


Gly 


His 


Gly 
* 


Asn 








180 


Gly 


Trp 


Phe 


Gly 






195 




Ser 


Ser 


Arg 


Gly 




210 






Tyr 


Ser 


Gly 


Asp 


225 








Ser 


Arg 


Gly 

>* 


Leu 


Thr 


Gly 


Glu 


Asp 








260 


Lys 


Gly 


Arg 


Cys 






275 




Gly 


Glu 


Asp 


Cys 




290 






Gly 


Gin 


Cvs 


Glu 


305 








Pro 


Asp 


Cys 


Ser 


He 


Ser 


Asp 


Arg 








340 


Thr 


Glu 


Tyr 


Val 






355 




Leu 


Gin 


Gin 


Arg 




370 






Leu 


Glu 


Pro 


Gly 


385 








Asn 


He 


Leu 


Ser 


Thr 


Pro 


Gin 


Gly 








420 


Val 


Gin 


Trp 


Glu 






435 




Phe 


He 


Pro 


Lys 




450 






Asp 


Val 


Thr 


Ser 


465 








He 


Val 


Asn 


Val 


Ser 


Ala 


Ser 


Val 








500 


Arg 


Asp 


Val 


Ser 






515 




Ala 


Lys 


Val 


Asp 




530 







Thr 


Glu 


Arcr 


Val 








40 


Asn 


Tyr 


Asn 


Thr 






55 




Tyr 


Asn 


He 


Asn 




70 






Ala 


Ser 


Ala 


Glu 


85 








Tyr 


Met 


Gly 


Gin 


Arq 


He 


Asn 


Phe 








120 


Val 


Leu 


Gin 


Glu 






135 




Ser 


Val 


Leu 


Arq 




150 






Ala 


Thr 


Gly 


Gin 


165 








Phe 


Ser 


Phe 


Glu 


Lys 


Asn 


Cvs 


Ser 








200 

fci w w 


Val 


Cys 


Val 


Asp 






215 




Asp 


Cys 


Ser 


Glu 




230 






Cys 


Val 


Asp 


Gly 


245 

fc* ^ -p- 1 








Cvs 

Jr 


Arq 


Glu 


Leu 


Ala 




Glv 


Thr 








280 


Gly 


Gin 


Arg 


Gin 






295 




Glu 


Glv 


Leu 


Cvs 




310 






Ala 


Val 


Ala 


Pro 


325 








Ser 


He 


Glu 


Leu 


He 


Ser 


Tvr 
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Ala Leu lie Ser Trp Gin Pro Pro Arg Ala Glu lie Glu Asn Tyr Val 

1060 1065 1070 

Leu Thr Tyr Lys Ser Thr Asp Gly Ser Arg Lys Glu Leu lie Val Asp 

1075 1080 1085 

Ala Glu Asp Thr Trp lie Arg Leu Glu Gly Leu Leu Glu Asn Thr Asp 

1090 1095 1100 

Tyr Thr Val Leu Leu Gin Ala Ala Gin Asp Thr Thr Trp Ser Ser lie 
1105 1110 1115 1120 

Thr Ser Thr Ala Phe Thr Thr Gly Gly Arg Val Phe Pro His Pro Gin 

1125 1130 1135 

Asp Cys Ala Gin His Leu Met Asn Gly Asp Thr Leu Ser Gly Val Tyr 

1140 1145 1150 

Pro He Phe Leu Asn Gly Glu Leu Ser Gin Lys Leu Gin Val Tyr Cys 

1155 1160 1165 

Asp Met Thr Thr Asp Gly Gly Gly Trp He Val Phe Gin Arg Arg Gin 

1170 1175 1180 

Asn Gly Gin Thr Asp Phe Phe Arg Lys Trp Ala Asp Tyr Arg Val Gly 
1185 1190 1195 1200 

Phe Gly Asn Val Glu Asp Glu Phe Trp Leu Gly Leu Asp Asn He His 

1205 1210 1215 

Arg He Thr Ser Gin Gly Arg Tyr Glu Leu Arg Val Asp Met Arg Asp 

1220 1225 1230 

Gly Gin Glu Ala Ala Phe Ala Ser Tyr Asp Arg Phe Ser Val Glu Asp 

1235 1240 1245 

Ser Arg Asn Leu Tyr Lys Leu Arg He Gly Ser Tyr Asn Gly Thr Ala 

1250 1255 1260 

Gly Asp Ser Leu Ser Tyr His Gin Gly Arg Pro Phe Ser Thr Glu Asp 
1265 1270 1275 1280 

Arg Asp Asn Asp Val Ala Val Thr Asn Cys Ala Met Ser Tyr Lys Gly 

1285 1290 1295 

Ala Trp Trp Tyr Lys Asn Cys His Arg Thr Asn Leu Asn Gly Lys Tyr 

1300 1305 1310 

Gly Glu Ser Arg His Ser Gin Gly He Asn Trp Tyr His Trp Lys Gly 

1315 1320 1325 

His Glu Phe Ser He Pro Phe Val Glu Met Lys Met Arg Pro Tyr Asn 

1330 1335 1340 

His Arg Leu Met Ala Gly Arg Lys Arg Gin Ser Leu Gin Phe 
1345 1350 1355 1358 
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